
S1 Table. B. pseudomallei wild type and mutant strains used in this study 

Strain Characteristic LPS type Reference 

K96243 Wild type A [1] 

K96243 wbiD Mutant defective in OPS synthesis Rough [2] 

K96243 wbiA Mutant defective in acetylation of OPS A [2] 

K96243 oacA Mutant defective in acetylation of OPS A [2] 

4095a Clinical strain from melioidosis patient A [2] 

4095a wcbB Mutant defective in CPS synthesis A [2] 
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