Supplementary figure 3: Correlation of proteins (P62937, P61962, Q6FI81, P21266) identified by nearest shrunken centroid and
CPL/MUW protein database, including 255 cell cultures, cell states and tissue, leading to a high protein similarity to the resistant

melanoma cell line TMFI.
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Accession: P62037 Accession: Pe1962
Name: Peptiay-proly e binding protein) Name: DDB1- and CUL4-assocal 7o protein 68) (WD protein An11 homolog)
Fractions: secreted, cyloplasm, nuciel, microparticies Fractions: nuciel
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Molecular weight: 178814
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Accession: asrst Accession: Pat26s
Name: Anamorsin (Cytokine-induced apoptosis inhibtor 1) Name: Glutathone S-transterase Mu 3 (GSTM3-3) (GST class-mu 3) (NGSTME-3)
Fractions: eytoplasm Fractions: secreted,cytoplasm, nucei
Classiications:  Ant-apoploss, Apoplosis, Cyloplasm,  nfamm EC, Iniammation, Nuckeows Classifications: 2D, Cytopiasm
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“This protein was identiied in 35 / 255 cells (Show remaining cells).
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“This protein was identiied in 140 / 255 cells (Show remaining celis).



