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Primer Nucleotide Sequence (5’-3’) Usage

EsaB-pET1 GCGCGCCATATGAATCAGCACGTAAAAGT Amplification of esaB synthetic gene for cloning into
AAC pET15b

EsaB-pET2 GCGCGCCTCGAGTCACAGCAGTTTCAGAA | Amplification of esaB synthetic gene for cloning into
TATCGCCATC pET15b

EsaB-fw TTTTGTTAACTCATAAAGGGAGACGAACG nggg%asg:0°n::izfj’§;i ;?nd rit; e RBS from

EsaB-rev igAGAATTCCTCCTATAGTAACTTCAAAATA nggg%asg:oon::szch?(?;i;?nd ;; o RBS from

MGC3 CACGTAAAAGTAGCATTTGATTTTACT Quick change mutagenesis EsaB T8A

MGC4 AGTAAAATCAAATGCTACTTTTACGTG Quick change mutagenesis EsaB T8A

MGC153 CACGTAAAAGTAAAATTTGATTTTACT Quick change mutagenesis EsaB T8K

MGC154 AGTAAAATCAAATTTTACTTTTACGTG Quick change mutagenesis EsaB T8K

MGC161 CACGTAAAAGTAAGATTTGATTTTACT Quick change mutagenesis EsaB T8R

MGC162 AGTAAAATCAAATCTTACTTTTACGTG Quick change mutagenesis EsaB T8R

MGC163 CACGTAAAAGTACATTTTGATTTTACT Quick change mutagenesis EsaB T8H

MGC164 AGTAAAATCAAAATGTACTTTTACGTG Quick change mutagenesis EsaB T8H

MGC53 CACGTAAAAGTAGAATTTGATTTTACT Quick change mutagenesis EsaB T8E

MGC54 AGTAAAATCAAATTCTACTTTTACGTG Quick change mutagenesis EsaB T8E

MGC174 CAGCACGTAAAAGTATCATTTGATTTTACT Quick change mutagenesis EsaB T8S

MGC175 AGTAAAATCAAATGATACTTTTACGTGCTG | Quick change mutagenesis EsaB T8S

MGC5 AAAGTAACATTTGCATTTACTAATTAT Quick change mutagenesis EsaB D10A

MGC6 ATAATTAGTAAATGCAAATGTTACTTT Quick change mutagenesis EsaB D10A

MGC7 TACGGCACATATGCATTAGCAGTACCA Quick change mutagenesis EsaB D20A

MGC8 TGGTACTGCTAATGCATATGTGCCGTA Quick change mutagenesis EsaB D20A

MGC133 GGCACATATGACGCAGCAGTACCAGCA Quick change mutagenesis EsaB L21A

MGC134 TGCTGGTACTGCTGCGTCATATGTGCC Quick change mutagenesis EsaB L21A

MGC9 TATTTACCGATAGCAAACTTAATAGCT Quick change mutagenesis EsaB K30A

MGC10 AGCTATTAAGTTTGCTATCGGTAAATA Quick change mutagenesis EsaB K30A

MGC11 AATACACAAATTGCAGTGATGACGAAA Quick change mutagenesis EsaB K52A

MGC12 TTTCGTCATCACTGCAATTTGTGTATT Quick change mutagenesis EsaB K52A

MGC13 AAAGTGATGACGGCAGGTCAATTACTT Quick change mutagenesis EsaB K56A




MGC14 AAGTAATTGACCTGCCGTCATCACTTT Quick change mutagenesis EsaB K56A
MGC15 GAAAATGATCGAGCAATTGATTATCAA Quick change mutagenesis EsaB L66A
MGC16 TTGATAATCAATTGCTCGATCATTTTC Quick change mutagenesis EsaB L66A
MGC135 CAAATCGCTGATGCAGATATTTTGAAG Quick change mutagenesis EsaB G74A
MGC136 CTTCAAAATATCTGCATCAGCGATTTG Quick change mutagenesis EsaB G74A
MGC17 ATCGCTGATGGAGCAATTTTGAAGTTA Quick change mutagenesis EsaB D75A
MGC18 TAACTTCAAAATTGCTCCATCAGCGAT Quick change mutagenesis EsaB D75A
region-1-f CAGGAGGTTTCTAGTTATGGC RT-PCR, region 1
region-1-r GTTCTTGAACGGCATCAGC RT-PCR, region 1
region-2-f GCATATGTACGCAAAGTAGGAC RT-PCR, region 2
region-2-r TCGTTAGTTGCTCTTGAGTTC RT-PCR, region 2

Table $1. Oligonucleotides used in this study. Restriction enzyme sites have been underlined.




