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1 Supplementary Figures and Tables

1.1 Supplementary Table

Supplementary Table S1 The regions and types of fermented vegetable samples

Region Type Region Type

ES

Wanning
FCC (n=3)

WS

Lingao

FCC (n=1)

FGB (n=2) FBS (n=3)

Wenchang
FCC (n=4) FW (n=1)

FGB (n=1)

Changjiang

FBS (n=1)

MS

Qiongzhon
g

FGB (n=4) FCC (n=2)

FW (n=1) FW (n=2)

Wuzhishan

FCC (n=1)
Baisha

FBS (n=4)

FGB (n=4) FW (n=1)

FW (n=1)



Supplementary Figure S1 Differences in microbial alpha diversity among different types of fermented vegetables in the same region
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Supplementary Figure S2 Differences in microbial alpha diversity among the same type of fermented vegetables in different regions
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Supplementary Figure S3Microbial beta diversity among different types of fermented vegetables in the same region
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Supplementary Figure S4Microbial beta diversity among he same type of fermented vegetables in different regions
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Supplementary Figure S5Microbial differences at the genus level in different regions
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Supplementary Figure S6Microbial differences at the region level in different regions
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