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Table S1. Primers used in this study

Name Sequences

2101F1 5’-TCATAAGCAAAGACCTCGGCGG-3’

2101R1 5’-GCTCTTGAGATGATAGAGGCTGG-3’

2101F2 5’-ATGACGGATATAATAAGCGAGCTTG-3’

2101R2  5’-GCGCATCACCGGAGGAACGTTGTC-3’

2101F3 5’-AACATATGCACCACCACCACCACCACGTGGTTAGACCGAAC
GTTAAAG-3

2101R3  5’-AAGTCGACTCACTTCAGAGCCGCTTTGAGGGCC-3’

2101F4 5’-AAGAATTCTATCGGCAAAAGGCGAATTATGTG-3’

2101R4  5’-AAGCATGCGTTGAGGAAGCGGAGGTTCCAAG-3’

Recognition sites of restriction enzymes are indicated with underlines.
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A

Pfu-P5C reductase MKVAV | GAGT | GSAVAKALAESNYEV I ATRRS | EKVKWLEKYGVKLEKDNKKASREAD |V 60
TK0272 MR I AV I GAGMI GGAVARALAEKGHEV I ATRRNVEKAKWLGEYGVKV I RNNLEAADWAEVV 60
107 <

(compared With TKO272) * 1 1 * * * ¥ * * %% xxx.xxxx . xxxxxrx . xx xxx axax.
(compared with TK0273)

Pfu-P5C reductase I IAVKPNKVGKVLEEIKEEVESKIVISLAAGIPIKLLKRFANAKFVRAMPNIAVLVKESF 120
TK0272 FLAVKPNKVAKVLGE | REALNGKILVSLAAEVP IKALKGLAPG----------------- 103
RO < T T i MPNIAILVGEAF 12
(compared with TK0272) : : * * * * > x>  *xx & dd ok o xx s ke e e

(compared with TK0273) FrRAEE R AR
Pfu-P5C reductase TAYATEDLSEEEIRTVEKIFESFGKY IRIDEEYMDAI TGLSGSGPAYVSVFLEAMIYGGL 180
R4 7 i I I I I R
TK0273 TGYATIDLEPDEREKVESLLRAFGECLLVDEEHMDAI TGLSGSGPAYVSVFVESMIYGGL 72
(compared with TK0272)

(compared With TKO273) * . * ** ** 1% % i ix . L ko amaaraaxaraarEraaxaaxxax
Pfu-P5C reductase RVGLPRD I AKLAAAQTLLGTAKLLLNFEGHPAEIRDMVITPGGTTIDGIFELEEGKIRTT 240
L4 7 I I I I i I I
TKO0273 RVGLLREVAKIAALQTLLGTAKLLLNYEGHPAEIRDMVTTPGGTTIDGIFELEEGKIRTA 132

(compared with TK0272)
(COmpared With TKO73) * * * * % 1 1 # %1 %% % %% % s % xd s xxsssssssss *ddsssssssssssssssss.

Pfu-P5C reductase IMKA|DAATKKSKILSTRLSP 261
TKO272 e e eeeeemeeeaaao
TK0273 IMKA | DAATKKSRILSTRTLP 153

(compared with TK0272)
(compared with TKO273) * * * * * * * * * x* % % xw x s *

TK0272-0273 (nucleotides) 292AAGGGGCTTGCCCCGGGGTAAAGGTAGTTAGGGCGATGCCCAACATAGCCATACTC347
TK0272 (amino acids) 971 L | K| |L|A]|P]|c}|o3 :
TK0273 (amino acids) IM|P|IN]T]|A]I]|L

Fig. S1. Sequences of TK0272 and TK0273. (A) Amino acid sequence alignment of
P5C reductase from P. furiosus and the products of the TK0272/TK0273 genes from

T. kodakarensis. (B) Nucleotide and amino acid sequences near the intergenic regions

of TK0272 and TK0273.
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Fig. S2. PCR analysis of the TK2101 locus. The outside (a) and inside (b) DNA
fragments were amplified using the primer set 2101F1/2101R1 and 2101F3/2101R3,
respectively. Abbreviations: M; Marker, P; T. kodakarensis parent strain KU216, D;

TK2101 gene disruption strain.



