Table S3. NASFinder results. For each pathway that resulted overrepresented the genes in the corresponding sub-

network are reported.
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JUN IGFIR  [NFKBI PTK2B CDK2 TNNI2 PROS1 [CAMK2A [IGFIR

STAT3 MDM2 |[MAPKI12  [IFNG SH2B2 CKM FGG CAMK2B  [KIT

IGFIR EGFR  [CAMK2A [ILIB EP300 TPM2 PROC [CAMK2D [PIK3CA

LAMC2 PTEN  |[CAMK2B  [IRF6 F2 FABP3 FGA  |AKTI PIK3R1

IARNT CAMK2A CAMK2D  MEF2C FGA MAPK12  |PLG PIK3CA

TRAF2 CAMK2B [FOXO03 FOXO04 FGB MEF2C FGB PIK3R1

FOXO1 CAMK2D MAPK3 PIK3CA  [FGG GSN PLAT |MAPKI

PLCG2 TP53 PIK3CA PIK3R1 GATA3 MEF2D

KIT PIK3CA [FASLG PPP2RIA  |HSPAS SORBSI

SMAD2 PLCG2 [PIK3CG MAPK3 ARRBI1 FGF2

ERBB2 PIK3R1 [PIK3RI MAPKS8 MYB MEF2A

RXRA MAPK12  [NRAS CKB

RET STAT3 PIK3CA PSEN2

EGFR BTK PIK3R1 NOTCH1

AR UBE2A PLAT CAMK2B

TP53 SUMO1 PPP2R5D

PIK3CA CAMK2A [PROC

KLK3 CAMK2B [RAPIA

FASLG CAMK2D  [TP53

1L6 CD28 YES1

PIK3R1 CD86




