
 

 

S5 Figure. Network plots showing the case control differentiation using the proteins in the biomarker panels. The nodes 

of the network represent the samples, while colors indicate their status (controls, disease without treatment, diseases 

with treatment). The length of the edges is proportional to level of similarity between the sample signatures. In both 

cases we can observe that controls and disease samples cluster together forming two separate groups, while this does 

not happen if we consider the treatment (red nodes and orange ones are not clearly separated). (A) Short biomarker 

panel. (B) Long biomarker panel.  

 


