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Table S1. Related to Figure 7. Prognostic value of cDC1-specific genes and NK cell

specific genes for survival of human cancer patients.

Patient data were ordered according to the sum ranked expression levels gene signatures

containing cDC1, NK cell specific transcripts or the transcript levels of CLEC9A. Top and bottom

quartiles of ordered patient data were compared for overall survival. Hazard ratio (HR) and

Median survival ratio for top/bottom quartiles are shown. CI: confidence interval.




