
sbp2t7 Nucleotide Alignment in Texas and Australian Babesia bovis strains

sbp2t7 Tx
sbp2t7 T and Dixie australian

20 40 60 80 100
A TGGAAGTA GCAAGGCGTAGCAACGGCT TCCGTAAGGT TGCCAAGTGGA T TGTCGGCGCA GT TGT TGTGGCAGGTGCTGCCAGTGGCAA TGTCCTA TGCA
A TGGAACT TGCAAGGCGTAA CAACGGCT TCCGCAAGGT TGCCAAGTGGA T TGT TGGTGCCGTGGT TGTGGCAGGTGCTGCTAGTGGCAA TGTCCTA TGCG
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120 140 160 180 200
A TGAGGT T TCGGAACCACAACAGGCTGAACT TGGTGAAGTGAACACTGAGGT TAA TGTGAA T GAAGAAA T TAACACCGAGGT TAAAGA T TCAAAGA GCGC
A TGAGGT T TCGGAACCACAAGAGGCTGAAGT TGGTGAAGTGAACACTGAGGT TAA TGTGTCT GAAGAAA T TAACACCGAGGT TAAAGA T TCAAAGTGCGC
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220 240 260 280 300
T GA TGTAAA TGT TGCTCACGCCGACA T TAAA TCCAAAGACCA TGGAAA TGAA TCCGGTAAAAA TGTAGCTGCTA T TGCTCAAGA TGTGAAGA TA TCAAGA
TGA TGTAAAA GT TGCCCACGCCGACA T TACA TCCAAAAACCA TGGAAA TGAA TCCGGTAAAAA TGTAGCTGCTA T TGCTCAAGA TGTGAAGA TA TCAAGA
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320 340 360 380 400
GAACCGGAGGCTGTAGGT T T TGTCAGCT CTCT TGGCAAAGAGTACACTAACAGAGAAA TAGACAACCT TA TAGACCGAACTGGT T TGACAGGTAAAAAAG
GAACCTGAGGCTGTAGGT T T TGTCAGTT CTCT TGGCAAAGAGTACACTAACAGAGAAA TAGACAACCT TA TAGACCGAACTGGT T TGACAGGTAAAAAAG
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420 440 460 480 500
GAGTAA TCCGGCA TA TGT TAGGCGTCAGGAGGGCTGAA T TA T TACGTGAAA TGAGGAAGT TCAACAGAA TA T TAGAA TCTCT TCCAGAAGACA T TGCTGT
GAGTAA TCCGGCA TA TGT TAGGCGTCAGGAGGGCTGAA T TA T TACGTGAAA TGAGGAAGT TCAACAGAA TA T TAGAA TCTCTCCCAGAAGAAA T TGCTGT
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520 540 560 580 600
GAAAGCAGGCGCT TA TGCAACCTA TGA TAAACTACCAGCTGA T T TAGCTGAAAAAGTGAAA TGGAGCCA TCTGAA TACTACTACCT T TGGCCT T T TGGAA
GAAAGCAGGCGCT TA TGCAACCTA TGA TAAACTACCAGCTGA T T TAGCTGAAAAAGTGAAA TGGAGCCA TCTGAA TACTACCACCT T TGGCCT T T TGGAA
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620 640 660 680 700
AAGGTCCCTCAAAACCTAGCAGA TGAAA TGA TGAAA TGTGA TA T T TACGAAGGA T TCCCAGGTACT T TGA TCGA TAAAA TCAA TGCA T T T T TACA TCCTG
AAGGTCCCTCAAAACCTAGCAGACGAAA TGA TGAAA TGTGA TA T T TACGAAGGA T TCCCAGGTACT T TGA TCGA TAAAA TCAA TGCA T T T T TACA TCCTG
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720 740 760 780 800
T CGA TCCCTCTACTGTGA T TAA TGA TAAA GAAAAAGA TGGGAAGAGTGT TGA TGGTACACCGGCCACACCGGGAAGTACTGAAGT TACAGAAGAAGCCGA
TCGA TCCCTCTACTGTGA T TA TTAA TGA TGGAAAAGA TGA GCAAA - - - - - - - - - - - - TAGCGGCCACACCGGGAAGTACTGAAGT TACAGAAGAAA CCGA
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820 840 860 880 900
AGAGAGAGA GGA TGCCA TAAAGGAGAGTGA TGA TAGTGTAAACGAGGGTAAGGAGTCCAAAGAAG - - - AGGAA TAA
AGAGAGAGCGGA TGCCA TGAA TGAGAAA GA TGA TAGTGTAGA TGAA GGTAAGGAGTCCAAAGAAGGAGAGGAA TAA


