
sbp2t9 Nucleotide Alignment in Texas and Australian Babesia bovis strains

sbp2t9 Tx
sbp2t9 T and Dixie strain

20 40 60 80 100
A TGGAACTAGCAAGGCGTAACAACGGCT TCCGCAAGGT TGCCAAGTGGA T TGCT GGTGCCCT TGT TGTGGCA GGTGCTGCCAGCGGAAA T GTCCTA TGTG
A TGGAAGTAGCAAGGCGTAACAACGGCT TCCGCAAGGT TGCCAAGTGGA T TGTT GGTGCCCT TGT TGTGGCGA GTGCTA GCAGTGGCA TT GTCCAAGGTG
A T GGAA STA GCAA GGCGTAA CAA CGGCT T CCGCAA GGT T GCCAA GT GGA T T GYT GGT GCCCT T GT T GT GGCRRGT GCTRSCA GYGGMAWTGT CCWA KGT G
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120 140 160 180 200
A TGA GGT T TCGGAACCACAGGAGGCTGAAG - - - - - - - - - TGAAGTCTGAGA T TAA TGTGAA T GGAGAGGA TAAGGCGA TGA GTAA TA T TGA GAACGA TGA
GT CGT CCT TCGAAACCAAAA CAGGCCGAAGCTAA TGAGGT TAAGTCTAAAA T TAA TGTGA TT GAAGAAAAAAAGGA GA TGCCTAAAA T TGGGGACGA TGA
RT SRK SYT T CGRAA CCA MARSA GGCYGAA GCTAA T GA GGT KAA GT CTRARA T TAA T GT GAWTGRA GARRAWAA GGMGA T GMSTAAWA T T GRGRA CGA T GA

sbp2t9 Tx
sbp2t9 T and Dixie strain

220 240 260 280 300
T T T TGAAGCAA T TA TAGGCAGACT TCCACACGACCCTGCTGCAGTGGCCA T TGTGAACTCAAGGGGCAAGTCCT T TACAAACCAAGACA T T TACGGA T TG
GT T TCAAGCAGT TA TAGGCAGACT TCCACA TGACCCCGCTGCAGTGGCGGT TGTGAACTCAAGA GGCAAGTCTT T TACAAACCAAGACA T T TACGGA T TG
KT T T SAA GCART TA TA GGCA GA CT T CCA CA YGA CCCYGCT GCA GT GGCSRT T GT GAA CT CAA GRGGCAA GT CYT T TA CAAA CCAA GA CA T T TA CGGA T T G
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320 340 360 380 400
A TCGA TCACGA TA TA CGCCTA GGTT TA T T GTCCA TAACGTTGA CTGAA GAAGAGA TACCAA GCGT CCGGGAAGGTA TAGTAGAGT TAAGAAGACAGAAA T
A TA GA TCA TAA TCT CTA CGT TGGCT T TA T GTGGAAAAA GA TA CCTGA TGAAAA TAAACCAGAAA T CCGGGAACGTA TAGTAGAGT TAAGAAGAAAGAA TT
A T MGA T CA YRA T MTMYRCSTWGGYT TWWTGT SSAWAA MGWTRMCT GAWGAARA KAWA CCARRMRT CCGGGAA SGTA TA GTA GA GT TAA GAA GA MA GAAWT
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420 440 460 480 500
TA T TGGACGCCA TA TCCT TT T TCGA TCAGCTACTA TCAGAACTACCTGCTGAA CTCGCCCAAGAAGCA TCAAAGTACAGCTACCT TAGTGAACTACCTGA
TGT TGGACGA GA TA TCCTA T T TCGACCAGCTACTA TCAGAACTACCTGCTGA TCTCGCCCAAGAAGCA TCAAAA TACAGTTACCT TAGTGAACTACCTGA
TRT T GGA CGMSA TA T CCTWT T T CGA YCA GCTA CTA T CA GAA CTA CCT GCT GAWCT CGCCCAA GAA GCA T CAAARTA CA GYTA CCT TA GT GAA CTA CCT GA
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520 540 560 580 600
AGACCTAGCTA GT GCTCT TGACAAGTA TGTCAAGGCTCTAAACGA TAGAA TCGAAAAAGAGCAAGACAAAA TACGGGAGGCAGAAA TGAAAAAAA T GGTA
AGACCTAGCCGA T GCTCT TGAGGACTA TGTAAAGGCTCT TAACGA TAGAA TCGAAGCAGAA CAAGACAAAA TAA GGGAGAAAA CAAA TAAAGAA TT GG - -
A GA CCTA GCYRRT GCT CT T GA SRA STA T GTMAA GGCT CTWAA CGA TA GAA T CGAARMA GARCAA GA CAAAA TA MGGGA GRMARMAAWKAAARAAWTGGTA
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620 640 660 680 700
GCTAAA TGGCGAAAACAAAGAGGAAGAGTAGACGAAGA T GA TGAA TACGACGAAGAAGA TGAAGAGGAGGACGAAGA TGA TCAACCCA TAAA GAGCAAGA
A T GAAA TGA - - GAAACAAAGACT TAAAG - - - - - GAAGCT - - CCAA - AGGAA CAAGGAGA TCAAAAGGAA CAA GTAGA T - - - - - - - CCA - AAGGAA CAAGG
RYKAAA T GRCGRAAA CAAA GA SKWARA GTA GA CGAA GMT GA Y SAA TA SGA MSAA GRA GA T SAARA GGARSA MGWA GA T GA T CAA CCCA TAA RGARCAA GR

sbp2t9 Tx
sbp2t9 T and Dixie strain

720 740 760 780 800
T CAGTGCAAAGAAAACAAGAAGA TCACAGCAAGA GGAGGAAGAAGA GGACGAAGA TGA TCAACCCA TAAA GAGCAAGA TCA GTGCAAAGGACCAGAA TCC
- - AGA T CAAAA GGAACAAGTAGA TC - - - - - - - - CGAAGGAACAAGTA GA - - - - - - - - - T CAA - - - - - AAGGAA CAAG - TA GA T CCAAAGGAA CAA G - - - -
T CA GWKCAAARRRAA CAA GWA GA T CA CA GCAA GMGRA GGAA SAA GWRGA CGAA GA T GA T CAA CCCA TAA RGARCAA GA TMRRT SCAAA GGA MCARRA T CC
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820 840 860 880 900
A TCAGAAAA CAACCA T T TGAAA GGAAAAGCGCCAGAAAA CGAA GA TAAAAAGCCAAAA TCCAA GCCA TGGTACAAA T T T TGGTAA
- - - - GAGAGCA - - - - - - - GAACAAAAAA - - - - - - - - - AGCAAGT CTAAAAA - - - AGGA T TAAGGAAA TGA - - - - - - - - - - - - - - -
A T CA GARARCAA CCA T T T GAA MRRAAAA GCGCCA GAAARCRARKMTAAAAA GCCARRA T YMARGMMA T GRTA CAAA T T T T GGTAA


