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sbp2t9 Nucleotide Alignment in Texas and Australian Babesia bovis strains

20 40 60 80 100
ATGGAACTAGCAAGGCGTAACAACGGCTTCCGCAAGGTTGCCAAGTGGATTGCTGGTGCCCTTGTTGTGGCAGGTGCTGCCAGCGGﬁ@ATGTCCWﬂTGTG
A

ATGGAAIGTAGCAAGGCGTAACAACGGCTTCCGCAAGGTTGCCAAGTGGATTGTITGGTGCCCTTGTTGTGGCGGA|GTGCTAGCAGT|IGGCGATITGTCGAAIGGTG
ATGGAASTAGCAAGGCGTAACAACGGCTTCCGCAAGGTTGCCAAGTGGATTGYTGGTGCCCTTGTTGTGGCRRGTGCTRSCAGYGGMAWT GTCCWAKGTG

120 160 180 200

AIT|GA GGTITTCGGAACCAICAIGGAGGCT[GAAG - - - - - - - - - TGAAGTCTIGAGATTAATGT GAAIT GGAGAIGGA TIAAGGQGATGA GTAATIAT T GAIGA/ACGA T GA
GQTICGTCOT TCGAAACCAAIAA CAGGCCGAAGCTAATGAGGTITTAAGTCTAAAATTAATGT GAIT|IT GA/AGAAAAAAAGGAIGATGCOTAAAATTGQEGGACGATGA
RTSRKSYTTCGRAACCAMARSAGGCYGAAGCTAATGAGGTKAAGTCTRARATTAATGT GAWT GRA GARRAWAAGGMGATGMSTAAWATTGRGRACGATGA

220 240 260 280 300
TITTTIGAAGCAATTATAGGCAGACTTCCACAIJQGACCCTIGCTGCAGTGGCCATTGTGAACTCAAGEGGCAAGTCOTTTACAAACCAAGACATTTACGGATTG
QT TTIGAAGCAGTTATAGGCAGACTTCCACA|ITIGACCCCQGCTGCAGTGGCOGGTTGTGAACTCAAGAIGGCAAGTCTITTTACAAACCAAGACATTTACGGATTG
KTTTSAAGCARTTATAGGCAGACTTCCACAYGACCCYGCTGCAGTGGCSRTTGTGAACTCAAGRGGCAAGTCYTTTACAAACCAAGACATTTACGGATTG

320 340 360 380 400
A T|JGA T CAICHA TIAITA CGQAGTIAIGGT|T TIA TIT GT|CGA TIAA T|GA|ICT GAA|GAA TIACCAAGCQTCCGGGAAIGGTATAGTAGAGTTAAGAAGAIGA GAAAIT
A TAIGATCATAATGTCTAIGAT| TIGGAT T TA[T GTIGGAIAJAAIAIGA|TIA GC T GA T|IGAAIA AJACCAIGAAA[TCCGGGAAIQGGTATAGTAGAGTTAAGAAGAAAGAATT

ATMGATCAYRATMTMYRCSTWGGYTTWWT GT SSAWAAMGWTRMCT GAWGAARAKAWACCARRMRTCCGGGAASGTATAGTAGAGTTAAGAA GAMAGAAWT

420 440 460 480 500
ATTGGACGCCATATCCTTTTTCGATCAGCTACTATCAGAACTACCTGCTGAA CTCGCCCAAGAAGCATCAAAGTACAGCOTACCTTAGTGAACTACCTGA
QT TGGACGAGATATCCTATTTCGAIGQCAGCTACTATCAGAACTACCTGCTGA TICTCGCCCAAGAAGCATCAAAATACAGTITACCTTAGTGAACTACCTGA
TRTTGGACGMSATATCCTWTTTCGAYCAGCTACTATCAGAACTACCTGCTGAWCTCGCCCAAGAAGCATCAAARTACAGYTACCTTAGTGAACTACCTGA

520 540 560 580 600
AGACCTAGCTAGTGCTCTTGAICAAGTATGTIGAAGGCTCTAAACGATAGAATCGAAAAAGAIGCAAGACAAAATAGGGGA GGGAIGAIAAITGAAAAIAAAITGGT
AGACCTAGCCGA[TGCTCTTGAGGAIGTATGTAAAGGCTCT/TTAACGATAGAATCGAAGCAGAAICAAGACAAAATAAIGGGAGAAAACGAAATIAAAGAATITGG- -
AGACCTAGCYRRTGCTCTTGASRASTATGTMAAGGCTCTWAACGATAGAATCGAARMAGARCAAGACAAAATAMGGGA GRMARMAAWKAAARAAWT GGTA

620 640 660 680 700
GCTAAATGqggAAAACAAAGAGGA@GAGTAGACGAAGATG TAAAT CGACGAAGAAGATGAAGAGGAGaﬂﬂgAAGATGATCAACCCATAAAGAGCAAGA
J| MJQ A GAAIGT

ATGAAATGA - - GAAACAAAGACT TIAAA T--CGA GGAIA GAAGGA GA T|IGAAIAIAGGA A GA Al_-lAAGGAA CAAQGG
RYKAAATGRCGRAAACAAAGA SKWARAGTAGACGAAGMTGAYSAATASGAMSAAGRAGATSAARAGGARSAMGWAGATGATCAACCCATAARGARCAAGR

720 740 760 780 800
\E‘AGTGCAAAGAAAACAAGAAGATCACAGCAAdA GAGGAAGAAGAGGACGAAGATGATCAACCCATAAAIGA[GCAAGATCA GCAAAGGACCAGAlATcg
- -JAGA T|CAAAIA GGAACAAGTIAGAT( AJAGGAA/CAAGTA|GA|- - - - - - - - -[TCAA[- - - - - AA GGAIAICAA G -|TIA GA[TIGCAAA GGAAICAAG- - - -
TCAGWKCAAARRRAACAAGWAGATCACAGCAAGMGRAGGAASAAGWRGACGAAGATGATCAACCCATAARGARCAAGATMRRT SCAAAGGAMCARRATCC

820 840 860 880

AT CACGAAAA[CAACCATTTGAAA GAAAAA GCGCCA GAAAAICJAA GATAAAAAGCCAAARTICAAA[GCJATAJTACAAATT T TGGTAA
- - - -lecAlGAldeAl- - - - - - - |GAAICAAAAAA- - - - - - - - - AIAlGT QTAAAAA - - JAGGATITAAQGAAATGA - - - - - - - - - - - - - - -

ATCAGARARCAACCATTTGAAMRRAAAAGCGCCAGAAARCRARKMTAAAAAGCCARRATYMARGMMATGRTACAAATTTTGGTAA

900




