
sbp2t11 Nucleotide Alignment in Texas and Australian Babesia bovis strains

sbp2t11 Tx
sbp2t11 T and Dixie strain

20 40 60 80 100
A TGGAACTAGCAAGGCGTAACAACGGCT TCCGCAAGGT TGCCAAGTGGA T TGT TGGCGCA GT TGT TGTGGCAGGTGCTGCCAGTGGCAA TGTCA TA TGTG
A TGGAAGTAGCAAGGCGTAACAACGGCT TCCGCAAGGT TGCCAAGTGGA T TGT TGGTGCCGTGGT TGTGGCAGGTGCTGCTAGTGGCAA TGTCCTA TGCG

sbp2t11 Tx
sbp2t11 T and Dixie strain

120 140 160 180 200
A TGAGGT T TCGGAACCACAGGAGGCTGAAGT - - - - GAAGT - - - - - CTGAGA TTAA TGTGAA TGGA GAGGA TAAGGCGA TGAGTAA TA T TGAAGAGGACGA
A TGAGGT T TCGGAACCACAA GAGGCTGAAGT TGGTGAAGTGAACACTGAGAGTAA TGTGAA TGGTGAGGA TAAGGCGA TGAGTAA TA T TGAAGACGA TGA

sbp2t11 Tx
sbp2t11 T and Dixie strain

220 240 260 280 300
T T T TGA TGCAGT TA TAGGCAGGCT TCCACACGACCCA TCTGCTGTGGCCA T TCT GAACTCAAGGGGCAAGTCGT T TACAAACCAAGACA T T TACGGA T TG
T T T TGA TGCAGT TA TAGGTAGA CT TCCACACGACCCA TCTGCA GTGGCCA T TGT GAACTCAAGA GGCAAGTCTT T TACAAACCAAGACA T T TACGGA T TG

sbp2t11 Tx
sbp2t11 T and Dixie strain

320 340 360 380 400
A TAGA TCACGA TA TACGCCTAGGTGTA T TGCCCA TAAAGT TGTCTGAA GAAGAGA TACCTAGAGT TCGGGAACGTA TA GTAGAGT TAAGAAGAAAGAAGT
A TAAA TCACGA TA TACGCCTAGGTGTA T TGTCCA TAAAGT TGTCTGAGGAAGAGA TACCTAGAGTCCGGGAACGTA TGGTAGAGT TAAGAAGAAAGAAGT

sbp2t11 Tx
sbp2t11 T and Dixie strain

420 440 460 480 500
T GT TGGACGCCA TA TCCTA T T TCGA TCAGT TACTA TCAGAACTA CCTGA T GAACTCGCCCAAGAAGCA TCGAAA TACAGT TACCT TAGTGAA TTACCTGA
TGT TGGACGCCA TA TCCT TT T TCGACCAGT TACTA TCAGAACTGCCTGCT GAACTCGCCCAAGAAGCA TCAAAA TACAGT TACCT TAGTGAACTACCTGA

sbp2t11 Tx
sbp2t11 T and Dixie strain

520 540 560 580 600
AGACCTAGCCAA TGCTCT TGAGGACTA TGTAAAGGCTCT TAACGA TAGAA TCGAAGCAGAGCAAGACAAAA TAA GGGAA GCAGAAA TGAAAGAAA TGT TC
AGACCTAA CCAA TGCGGT TGAGGACTA TGTAAAGGCTCTAAACGA TAGAA TCGAAGCAGAGCAAGACAAAA TACGGGAGGCAGAAA TGGAAAAAA TGT TC

sbp2t11 Tx
sbp2t11 T and Dixie strain

620 640 660 680 700
GAAAAAA TGAAGGAAGAAGGAGCGCAAAA TA TGGGAGGAGCAGGAACAACGAA TGTA TCTA TGCCACCAAGT GGAAAA GGA - - - GA GCACAA TAA TGAAG
GAAAAAA TGAAGGAAGAAGGAGCGCAAAA TA TGGGAGGAGCAGTAACAACGAACGGACCTA TGCCACCAAC - - - GAACGGACCTA TGC - CACCAACGAA -

sbp2t11 Tx
sbp2t11 T and Dixie strain

720 740 760 780 800
T GACGGAAGCCAA TAAAACCGA TGGT TCAA TGGA T - CAGAA TCC - - - - A TCAGAAA - A CAACCA T - - - - - - - - - T TGAAA GGGAAAG - - - - CACCAGAAA
- - - CGGA - - CCCA TGCCACCGAGTGTA CAAGGGACGCAA GA TAA T GGAA T TAGGGA TGCAAA CA TAACCGA TGGT TCAA TGGGTAAGAA TCCA TCAGAAA

sbp2t11 Tx
sbp2t11 T and Dixie strain

820 840 860 880 900
ACGAAGA TAAAAAACCGAAA TCCAAGCCA TGGTACAAA T T T TGGTAA
ACGAAGA TACAAAACCGAAA TCCAAGCCA TGGTACAAA T T T TGGTAA


