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Supplemental Figure S7. Gene Set Enrichment Analysis (GSEA) and Gene
Ontology (GO) analysis of ZFX-regulated genes. Shown are the top 10 gene
sets/categories of ZFX-regulated genes from GSEA (A) and GO (B) analysis. The set of
ZFX-regulated genes used were differentially expressed genes in siZFX- vs. siCtrl-
treated C42B cells with promoters bound by ZFX (Supplemental Table S4).



