
 
Supplemental Figure S8.  ZFX binding sites in normal prostate epithelial cells 
(PrEC). (A) Shown is the average ZFX ChIP-seq signal ±2kb from the TSS of promoters 
bound by ZFX in PrEC. (B) Shown is a comparison of C42B and PrEC ZFX binding sites 
in promoter regions. (C) Shown is a scatter plot of the normalized PrEC ZFX vs. C42B 
ZFX ChIP-seq tags for the shared ZFX binding sites found in promoters. A gray line 
indicates x=y, a diagonal line. (D) Shown are examples of PrEC-specific (left), C42B-
specific (center), and common ZFX binding sites located at CpG island promoters. (E) 
Shown are the top 10 categories that are enriched from GO (Gene Ontology) analysis of 
genes with PrEC-specific ZFX binding at their promoters.  
  

PrEC 

C42B 
CpG island 

RefSeq 

 

0 0.5 1 1.5 2 2.5 3 3.5 4 4.5 

TISSUE DEVELOPMENT 

EPITHELIUM DEVELOPMENT 

TISSUE MORPHOGENESIS 

MORPHOGENESIS OF AN EPITHELIUM 

SINGLE-MULTICELLULAR ORGANISM PROCESS 

MULTICELLULAR ORGANISMAL PROCESS 

WNT SIGNALING, PLANAR CELL POLARITY PATHWAY 

MULTICELLULAR ORGANISMAL DEVELOPMENT 

REGULATION OF ESTABLISHMENT OF PLANAR POLARITY 

BRANCHING MORPHOGENESIS OF AN EPITHELIAL TUBE 

-Log(adjusted P-value) 

A B C 

E D 

−2000 −1000 0 1000 2000

1
2

3
4

Distance from TSS

C
hI
P−

Fr
ag

m
en

t D
ep

th
 (p

er
 b

p 
pe

r p
ea

k)

C42B PrEC

9332399 4486

2 3 4 5 6

4
5

6
7

8
9

10

PrEC ZFX ChIP-seq Tags

C
42

B 
ZF

X 
C

hI
P-

se
q 

Ta
gs

x=y

2kb 

  ANKRD6     CDK2AP2  ABHD3 

[0-15] 

[0-15] 

[0-70] 

[0-70] 

[0-20] 

[0-40] 


