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Supplemental Figure S9. RNAPII and H3K4me3 signals are more enriched at
promoters bound by ZFX. Shown are the average RNAPII (A) and H3K4me3 (B)
normalized ChlP-seq signals £2kb from the TSS of promoters bound by ZFX (red) and
promoters not bound by ZFX (black) in MCF-7 cells.



