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Table S1. Strains and plasmids used in this study.

Plasmid or strain Relevant properties or genotype Source
Plasmids
PETMS6 vector carrying reporter gene eGFP, vector is used to carry the T7 promoter
pPETM6-eGFP library, 5’UTR library, T7 terminator library and the cis-repressing RNA [1]
pCDM4 Vector backbone used to carry the trans-activating RNA library [1]
Strains
fhuAd2 A(argF-lacZ)U169 phoA ginV44 @80 A(lacZ)M15 gyrA96 recAl relAl endAl ~ New England
E. coli NEB5a thi-1 hsdR17 Biolabs
E. coli BL21*(DE3) FompT hsdSg (rs", ms’) galdcmrne131 (DE3) Invitrogen

Table S2. Primers and synthetic oligoes used in this study

No

Primer Nucleotide sequence (5’ >3°)
1 T7lacO_F ATACNNCTCACTATAGGAATNGTNNNCGGNNNACNATTCCTCTAGAAATAATTTTGTTTA
2 T7lacO_R ATTCCTATAGTGAGNNGTATTAATTTNNNGATCNNNNNATCCTAGGCTACGCCGGACGCA
3 Rbslib_F TTCACACAGGAAACCGAGGAGTCTNNNNNGAGANNNNNACATATGGTGAGCAAGGGCGAG
4 Rbslib_R GACTCCTCGGTTTCCTGTGTGAAANNNNNCCTNNNGNNTTCTAGAGGGGAATTGTTATCC
5 T7ter_F CTTGGGGCCTCTAAACGGGTCTNNNNGGGTTNNNTGCTAGCGAAAGGAGGAGTCGACTAT
6 T7ter_R ACCCGTTTAGAGGCCCCAAGGGGNNNTGCNNNNTGACTAGTAGACGAGTCCATGTGCTGG

agcggataacaattccectetagaAAttGAtAttGtGAttAtGtGAagAttACTACAAGAACAGAGGAGAtAggCACAtatggtgag

7 cisRNA1_F
Caagggcgaggag

ctectegececttgetcaccataTGTGecTaTCTCCTCTGTTCTTGTAGTaaTctTCaCaTaaTCaCaaTaTCaaT Ttctagaggggaatt

8  CisRNAL R
gttatccgcet

9 TranAlib_R  ctgtatgtcaaatgacacacataaNNNNNacataNNNNNatctagacccctatagtgagt

10 TranAlib_F  tatgtgtgtcatttgacatacagtggNNNNNtccNNNNgtggtaccctcgagtcctacta




Supplementary Figures

(182) 182 190 200 210 220 230 240 250 260 270 280 290 300 310 320
PETM6-RBSIib-eGFP (1) TTGTGAGCGGATAACAATTCCCCTC] NN TTTCACACAGG. f‘(‘FlﬁNNNN-NNNNN-ATGGTGAGC
632-5_T7F_2015-07-29_C07 (174) GGGGAATTGTGAGCGGATAACAATTCCCCTCRAGAABACGGGAGGTAGTCTTTCACACAGGARACCGA- TGGTGAGC
632-28_T7F_2015-07-09_B07 (179) GGGGAATTGTGAGCGGATAACAATTCCCCTCHAGAACACATARGGTTCTTTTTCACACAGGAAACCG. TGGTGAGC
632-3_T7F_2015-07-29_D07 (174) GGGGAATTGTGAGCGGATAACAATTCCCCTCHAGAAGACGTGAGGTTGT TTTTCACACAGGAAACCG. TGGTGAGC
632-22_T7F_2015-07-29_A07 (177) GGGGAATTGTGAGCGGATAACAATTCCCCTCRAGAAGCCATAAGGC CTTTCAC. 1e} CCG. TGGTGAGC
632-34_T7F_2015-07-09_B06 (175) GGGGAATTGTGAGCGGATAACAATTCCCCTCHAGARACCAACAGGATATGTTTCACACAGGARACCG. TGGTGAGC

632-24_T7F_2015-07-09_G06 (178)

(GGGGAATTGTGAGCGGATAACAATTCCCCTCEAGARACCGCCAGGCCCAGTTTCACACAGGAAACCG!
632-42_T7F_2015-07-09_H06 (175)

IGGGGAATTGTGAGCGGATAACAATTCCCCTCHAGAAAGCCTCAGGAGTGGTTTCACACAGGAAACCG:

TGGTGAGC
TGGTGAGC

632-13_T7F_2015-07-09_A06 (176) GGGGAATTGTGAGCGGATAACAATTCCCCTCEAGAABACAATAGGCGCATTTTCACACAGGAAACCG: TGGTGAGC
632-1_T7F_2015-07-29_F07 (175) GGGGAATTGTGAGCGGATAACAATTCCCCTCEAG CAATAGGTACCATTTCACACAGGAAACCG: TGGTGAGC
632-2_T7F_2015-07-09_F05 (175) GGGGAATTGTGAGCGGATARCAATTCCCCTCEAGAAGGCACCAGGACCACTTTCACACAGGAAACCG! TGGTGAGC
632-16_T7F_2015-07-29_G07 (173) GGGGAATTGTGAGCGGATAACAATTCCCCTC-AGAAGCCCGAAGGAGCGATTTCACACAGGAAACCG! TGGTGAGC

632-19_T7F_2015-07-09_G05 (179) IGGGGAATTGTGAGCGGATAACAATTCCCCTC] AGAA.CCCAGAGGATGGATTTCACACAGGAAACCG TGGTGAGC
632-36_T7F_2015-07-09_E05 (178) IGGGGAATTGTGAGCGGATAACAATTCCCCTC] AGAATTCCGAAGGAAACATTTCACACAGGAAACCG TGGTGAGC

632-43_T7F_2015-07-30_H09 (175) GGGGAATTGTGAGCGGATAACAATTCCCCTCH TCTCTAGGAATGCTTTCACACAGGAAACCG. TGGTGAGC
632-6_T7F_2015-07-09_F06 (178) GGGGAATTGTGAGCGGATAACAATTCCCCTC] GGGAGGTAGTCTTTCAC. G, CCGA-——————————————————m——— ATGGTGAGC
632-18_T7F_2015-07-09_C06 (176) GGGGAATTGTGAGCGGATAACAATTCCCCTC] GAGAGGTATGATTTCACACAGG. CCt TGGTGAGC
632-26_T7F_2015-07-09_D06 (176) GGGGAATTGTGAGCGGATAACAATTCCCCTCIAGARCTCAGCAGGCACTCTTTCACACAGGAAACCG TGGTGAGC
632-17_T7F_2015-07-29_E07 (175) GGGGAATTGTGAGCGGATAACAATTCCCCTC GTTAGGAATCCTTTCACACAGGAAACCG: TGGTGAGC
632-23_T7F_2015-07-09_A07 (182) GGGGAATTGTGAGCGGATAACAATTCCCCTC TTCAGGCCACCTTTCACACAGGAAACCG: TGGTGAGC
632-30_T7F_2015-07-29_B07 (175) GGGGAATTGTGAGCGGATAACAATTCCCCTC] CTCAGGCCACATTTCACACAGGAAACCG TGGTGAGC
632-4_T7F_2015-07-09_HO05 (177) GGGGARTTGTGAGCGGAT:! TTCCCCTC) TCATCAGGTCAACTTTCACACAGGARACCG, TGGTGAGC

Consensus (182) CGAGATCGATCTCGATCCCGCGARATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAAC C  AGG TTTCACACAGGAAACCGAGGAGTCTT GAGA ACATATGGTGAGC

Figure S1. Representative sequencing results for 5’UTR library constructed in this study.

(1811) 1811 1820 1830 1840 1850 1860 1870 1880 1890 1900
pCDM4-eGFP-Xbal-T7teriib(1810) GAACGCCAGCACATGGACTCGTCTACTAGTCANNNNGCANNNCCCCTTGEGGCCTCTAAACGGGTCTNNNNGGGTTNNNTGCTAGCGAAAGGAL
680-10_FP-F_2015-07-22_H02 (379) GAACGCCAGCACATGGACTCGTCTACTAGTCAACITGC*CCCCTTG GGCCTCTARACGGGTCTGCGTGGGTTGCETGCTAGCGAAAGGAL

680-40_FP-F_2015-07-22_E03 (378) GAACGCCAGCACATGGACTCGTCTACTAGTCAACTTGC CCCCTTGEGGGCCTCTAAACGGGTCTGCGTGGGTTGCEGTGCTAGCGAAAGGAC
680-5_FP-F_2015-07-22_C03 (379) GAACGCCAGCACATGGACTCGTCTACTAGTCAGCTTGC. CCCCTTGEBGGCCTCTAAACGGGTCTCTGCGGGTTATGTGCTAGCGAAAGGAC
680-22_FP-F_2015-07-22_E02 (378) GAACGCCAGCACATGGACTCGTCTACTAGTCAAACAGCACTTCCCCTTGGGGCCTCTAAACGGGTCTTTGGGGGTTTTGTGCTAGCGAAAGGAC
680-46_FP-F_2015-07-22_D02 (379) GAACGCCAGCACATGGACTCGTCTACTAGTCATTCAGC. CCCCTTGEBGGCCTCTAAACGGGTCTCGCAGGGTTATCTGCTAGCGAAAGGAC
680-17_FP-F_2015-07-22_A03 (381) GAACGCCAGCACATGGACTCGTCTZ—\CTAGTCAC CGCACACCCCCTTG! GGCCTCTAAACGGGTCTGATGGGGTTTGITGCTAGCGAAAGGAG
680-26_FP-F_2015-07-22_B03 (380) GAACGCCAGCACATGGACTCGTCTACTAGTCAC CGCAACECCCCTTGEGGCCTCTAAACGGGTCTAATCGGGTTTGATGCTAGCGAAAGGACL
680-30_FP-F_2015-07-22_F03 (378) GAACGCCAGCACATGGACTCGTCTACTAGTCACACCGCACCGCCCCTTGAGGCCTCTAAACGGGTCTTGATGGGTTAATTGCTAGCGAAAGGAL

Consensus(1811) GAACGCCAGCACATGGACTCGTCTACTAGTCA T GCAAACCCCCTTGGGGCCTCTAAACGGGTCT GGGTT GTGCTAGCGAAAGGAC

Figure S2. Representative sequencing results for T7 terminator library constructed in this study.

(862) 862 870 880 890 900 910 920 93 940 950
pETM6-eGFP-T7terlib (859) ACTCGTCTACTAGTCANNNNGCANNNCCCCTTGGGGCCTCTAII:ICGGGTCTNNNNGGITTNNNTGCTAl §GG GABTCGACTATAT

602-1_M6-F_2015-06-24_A10 (757) ACTCGTCTACTAGTC TTGCAATACCCC-TTGGGGCCTCTARACGGGTCTCTGCGG AITGCTA GGAGGAGTCGACTATAT
602-2_M6-F_2015-06-24_B10 (757) ACTCGTCTACTAGTC GGCATGGCCCC-TTGGGGCCTCTAA CGGGTCTIACAGG TTATETGCTA! GGAGGAGTCGACTATAT
602-4_M6-F_2015-06-24_D10 (759) ACTCGTCTACTAGTCATGACGCAATACCCC-TTGGGGCCTCTARACGGGTCTAGTCGGGTTAGTTGCTA GGAGGAGTCGACTATAT
602-5_M6-F_2015-06-24_E10 (755) ACTCGTCTACTAGTC GCACCCCCCCCTTGGGGCCTCTAAACGGGTCTGGGGGG TGCTA| GGAGGAGTCGACTATAT
602-7_M6-F_2015-06-24_G10 (760) ACTCGTCTACTAGTC TGCATACCCCC-TTGGGGCCTCTA. CGGGTCT CCTGGGTTAGATGCTATCGAATGGAAGACTCGACTATAT

Consensus (862) ACTCGTCTACTAGTCACGA GCA CCCC TTGGGGCCTCTAAACGGGTCTG GGGTTA CTGCTAGCGAAAGGAGGAGTCGACTATAT

Figure S3. Representative sequencing results for T7 terminator library constructed in this study.



(951) 951 960 970 980 990 1000 1010 1020 1030 10¢

pCDM4-transA1-Xbal (951) TAATACGACTCACTATAGGGGTCTAGATGTGATTATGTGAAGATTATGHGTGTCATTTGACATACAGTGGCATAGTCCGTATGTGGTACCC
572a_T7_2015-04-14_A04 (199) TAATACGACTCACTATAGGGGTCTAGATTCCAGTATGTAAGAGTTATGEGTGTCATTTGACATACAGTGGTTAAGTCCARTGGTGGTACCC
572c_T7_2015-04-14_C04 (200) TAATACGACTCACTATAGGGGTCTAGATTTTCETATGTTGAAATTATGEGTGTCATTTGACATACAGTGGCTATATCCTTGEGGTGGTACCC
572d_T7_2015-04-14_D04 (199) TAATACGACTCACTATAGGGGTCTAGATAATGGTATGTTTTGATTATGEGTGTCATTTGACATACAGTGGTAAGATCCAATGGTGGTACCC!
573a_T7_2015-04-14_E04 (199) TAATACGACTCACTATAGGGGTCTAGATTGGCATATGTGATAGTTATGEGTGTCATTTGACATACAGTGGGGGTETCCTAGEGGTGGTACCC
573c_T7_2015-04-14_G04 (200) TAATACGACTCACTATAGGGGTCTAGATGAACETATGTACCCCTTATGEGTGTCATTTGACATACAGTGGTGTTGTCCAAGAGTGGTACCC
573d_T7_2015-04-14_H04 (200) TAATACGACTCACTATAGGGGTCTAGATCGCACTATGTCTCAGTTATGEGTGTCATTTGACATACAGTGGGGGAGTCCACEGGTGGTACCC
572b_T7_2015-04-14_B04 (200) TAATACGACTCACTATAGGGGTCTAGATGCATETATGTTAACGTTATGEGTGTCATTTGACATACAGTGGTAGAGTCCGATTGTGGTACCC
573b_T7_2015-04-14_F04 (201) TAATACGACTCACTATAGGGGTCTAGATCGGTETATGTCGATATTATGAGTGTCATTTGACATACAGTGGAACCTTCCATHTGTGGTACCC
Consensus (951) TAATACGACTCACTATAGGGGTCTAGAT CTATGT TTATGTGTGTCATTTGACATACAGTGG GTCCAATGGTGGTACCC'

Figure S4. Representative sequencing results for trans-activating RNA library No 1-8 constructed
in this study.

(942) 942 950 960 970 980 990 1000 1010 1020 1030 ;

pCDM4-transA1-Xbal (942) CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATGTGATTATGTGAAGATTATGTGTGTCATTTGACATACAGTGGCATAGTCCGTATGTGGTAC!
TAlib21_T7_2015-04-17_E02 (193) CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATATCCATATGTCTTGATTATGTGTGTCATTTGACATACAGTGGCGACTTCCATATGTGGTAC!
Talb10_T7_2015-04-17_B01 (192) CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATAGACATATGTGTACATTATGTGTGTCATTTGACATACAGTGGAGGAATCCACGTGTGGTAC!
TAlib11_T7_2015-04-17_C01 (194) CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATACAGCTATGTACATTTTATGTGTGTCATTTGACATACAGTGGCCGTCTCCAACAGTGGTAC!
TAlb13_T7_2015-04-17_E01 (193) CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATCAACGTAT-TGARATTTATGTGTGTCATTTGACATACAGTGGTTTTATCCCCTTGTGGTAC!
TAlb22_T7_2015-04-17_F02 (196) CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATTCATTTATGTGGCGCTTATGTGTGTCATTTGACATACAGTGGTTCTGTCCCATTGTGGTAC!
Talibl12_T7_2015-04-17_DO01 (193) CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATCAGCATATGTCGACGTTATGTGTGTCATTTGACATACAGTGGAGATCTCCGTCGGTGGTAC!
TAlb16_T7_2015-04-17_HO1 (192) CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATCACGATATGTCCCGCTTATGTGTGTCATTTGACATACAGTGGGGCTATCCGTCGGTGGTAC!
TAlb18_T7_2015-04-17_B02 (191) CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATGCTGTTATGTCCACCTTATGTGTGTCATTTGACATACAGTGGGTCTGTCCAAAGGTGGTAC!
TAIlib19_T7_2015-04-17_C02 (192) CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATGAGGCTATGTCGAATTTATGTGTGTCATTTGACATACAGTGGGTCAGTCCACGGGTGGTAC!
TAlb23_T7_2015-04-17_G02 (193) CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATCGCCTTATGTAAGCCTTATGTGTGTCATTTGACATACAGTGGACAAATCCGAGCGTGGTAC!
TAlb15_T7_2015-04-17_GO01 (194) CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATCTAACTATGTGCAAGTTATGTGTGTCATTTGACATACAGTGGATAATTCCTAGCGTGGTAC!
TAlib20_T7_2015-04-17_D02 (194) CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATGAAAATATGTTANTATTATGTGTGTCATTTGACATACAGTGGGGTGTTCCTACCGTGGTAC!
Consensus (942) CCGCGAAATTAATACGACTCACTATAGGGGTCTAGAT TATGT A TTATGTGTGTCATTTGACATACAGTGG TCC GTGGTAC!

Figure Sb5. Representative sequencing results for trans-activating RNA library No 9-23
constructed in this study.

(954) 954 960 970 980 990 1000 1010 1020 1030 1040

pCDM4-transA1-Xbal (953) ATACGACTCACTATAGGGGTCTAGATGTGATTATGTGAAGATTATGTGTGTCATTTGACATACAGTGGCATAGTCCGTATGTGGTACCCTCGAGT
TAIlb30_T7_2015-04-19_G08 (203) ATACGACTCACTATAGGGGTCTAGATCGETATATGTATATTTTATGTGTGTCATTTGACATACAGTGGTCTCTTCCCAAGGTGGTACCCTCGAGT
TAIlb33_T7_2015-04-19_B09 (204) ATACGACTCACTATAGGGGTCTAGATCTACCTATGTGTTTATTATGTGTGTCATTTGACATACAGTGGTCGATTCCCGGGGTGGTACCCTCGAGT
TAlb32_T7_2015-04-19_A09 (205) ATACGACTCACTATAGGGGTCTAGATCAGGGTATGTGTTCTTTATGTGTGTCATTTGACATACAGTGGTTTTTTCCTTGTGTGGTACCCTCGAGT
TAIb29_T7_2015-04-19_F08 (206) ATACGACTCACTATAGGGGTCTAGATAATTTTATGTGCAACTTATGTGTGTCATTTGACATACAGTGGGTTTGTCCCCTTGTGGTACCCTCGAGT
TAlb24_T7_2015-04-19_A08 (207) ATACGACTCACTATAGGGGTCTAGATGGTATTATGTCAGATTTATGTGTGTCATTTGACATACAGTGGTTGCGTCCTCTCGTGGTACCCTCGAGT
TAIlb38_T7_2015-04-19_G09 (205) ATACGACTCACTATAGGGGTCTAGATGTTACTATGTTARAACTTATGTGTIGTICATTTGACATACAGTGGTACCGTCCGCGGGTGGTACCCTCGAGT
TAlib35_T7_2015-04-19_D09 (204) ATACGACTCACTATAGGGGTCTAGATTGTACTATGTTCTCATTATGTGTGTCATTTGACATACAGTGGGCCCATCCAAGTGTGGTACCCTCGAGT
TAIlb37_T7_2015-04-19_F09 (202) ATACGACTCACTATAGGGGTCTAGATTATATTATGTTCTCCTTATGTGTGTCATTTGACATACAGTGGGGGCCTCCATCCGTGGTACCCTCGAGT
TAlb26_T7_2015-04-19_C08 (205) ATACGACTCACTATAGGGGTCTAGATGACAGTATGTTATAATTATGTGTGTCATTTGACATACAGTGGGACAATCCTGCAGTGGTACCCTCGAGT
TAlb34_T7_2015-04-19_C09 (203) ATACGACTCACTATAGGGGTCTAGATGATAATATGTAAAGATTATGTGTGTCATTTGACATACAGTGGGATTCTCCTGTAGTGGTACCCTCGAGT
TAlb25_T7_2015-04-19_B08 (208) ATACGACTCACTATAGGGGTCTAGATAAAGGTATGTTCGCTTTATGTGTGTCATTTGACATACAGTGGGATTGTCCTGAAGTGGTACCCTCGAGT
TAIlb28_T7_2015-04-19_E08 (207) ATACGACTCACTATAGGGGTCTAGATCCTAGTATGTCAGCCTTATGTGTGTCATTTGACATACAGTGGTTAGTTCCGAAGGTGGTACCCTCGAGT
TAIlb36_T7_2015-04-19_E09 (206) ATACGACTCACTATAGGGGTCTAGATCAAGTTATGTTTCCCTTATGTGTGTCATTTGACATACAGTGGCAGGCTCCCGTGGTGGTACCCTCGAGT
TAlb31_T7_2015-04-19_H08 (207) ATACGACTCACTATAGGGGTCTAGATACAAGTATGTAAGTGTTATGTGTGTCATTTGACATACAGTGGGAGAGTCCGCCCGTGGTACCCTCGAGT
TAlb27_T7_2015-04-19_D08 (207) ATACGACTCACTATAGGGGTCTAGATCATAATATGTGGTTGTTATGTGTIGTICATTTGACATACAGTGGCCATGTCCTTGTGTGGTACCCTCGAGT
TAIlb39_T7_2015-04-19_H09 (203) ATACGACTCACTATAGGGGTCTAGATAGAGTTATGTTCGCGTTATGTGTIGTCATTTGACATACAGTGGCCATGTCCGTTTGTGGTACCCTCGAGT
Consensus (954) ATACGACTCACTATAGGGGTCTAGAT TA TATGT TTATGTGTGTCATTTGACATACAGTGG TCC GTGGTACCCTCGAGT

Figure S6. Representative sequencing results for trans-activating RNA library No 24-39
constructed in this study.



(946) 946 960 970 980 990 1000 1010 1020 1030 1040
pCDM4-transAl (946) GAAATTAATACGACTCACTATAGGGGTCTAGATGTGATTATGTGAAGATTATGEGTGTCATTEGACATACAGTGGCATAGTCCGTATGTGGTACCCTCGAGT
TAIlb43_T7_2015-04-21_D10 (197) GAAATTAATACGACTCACTATAGGGGTCTAGATACTAGTATGTCACAATTATGEGTGTCATT-GACATACAGTGGETCCATCCCTCCGTGGTACCCTCGAGT
TAlb47_T7_2015-04-21_H10 (193) GAAATTAATACGACTCACTATAGGGGTCTAGATGTCATTATGTGCCAGTTATGTIGTGTCATTIGACATACAGTGGTGGCTTCCAACCGTGGTACCCTCGAGT
TAIlib40_T7_2015-04-21_A10 (196) GAAATTAATACGACTCACTATAGGGGTCTAGATAACGCTATGTACATETTATGEGTGTCATTIGACATACAGTGGICCTATCCGAATGTGGTACCCTCGAGT
TAlb41_T7_2015-04-21_B10 (195) GAAATTAATACGACTCACTATAGGGGTCTAGATTGAGATATGTACCGETTATGEGTGTCATTEGACATACAGTGGETTGATCCCGTCGTGGTACCCTCGAGT
TAlb42_T7_2015-04-21_C10 (195) GAAATTAATACGACTCACTATAGGGGTCTAGATTGCACTATGTTCCTETTATGEGTGTCATTIGACATACAGTGGITAGATCCGGGAGTGGTACCCTCGAGT
TAlib44_T7_2015-04-21_E10 (195) GAAATTAATACGACTCACTATAGGGGTCTAGATACCCCTATGTTATGETTATGEIGTGTCATTEGACATACAGTGGEAGCGTCCTGCAGTGGTACCCTCGAGT
TAlib45_T7_2015-04-21_F10 (195) GAAATTAATACGACTCACTATAGGGGTCTAGATCACACTATGTGCAGETTATGCGTGTCATTEGACATACAGTGGEACAGTCCTATAGTGGTACCCTCGAGT
TAIlb46_T7_2015-04-21_G10 (195) GAAATTAATACGACTCACTATAGGGGTCTAGATCGAGATATGTCATAATTATGEGTGTCATTIGACATACAGTGGETGATTCCGTGTGTGGTACCCTCGAGT
Consensus (946) GAAATTAATACGACTCACTATAGGGGTCTAGAT CA TATGT C TTTATGTGTGTCATTTGACATACAGTGGT TCC

GTGGTACCCTCGAGT

Figure S7. Representative sequencing results for trans-activating RNA library No 40-47
constructed in this study.
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