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Supplementary 

Table S1. Strains and plasmids used in this study. 

Plasmid or strain Relevant properties or genotype Source  

Plasmids   

pETM6-eGFP 

pETM6 vector carrying reporter gene eGFP, vector is used to carry the T7 promoter 

library, 5’UTR library, T7 terminator library and the cis-repressing RNA [1] 

pCDM4 Vector backbone used to carry the trans-activating RNA library [1] 

Strains   

E. coli NEB5α 

fhuA2 Δ(argF-lacZ)U169 phoA glnV44 Φ80 Δ(lacZ)M15 gyrA96 recA1 relA1 endA1 

thi-1 hsdR17 

New England 

Biolabs 

E. coli BL21*(DE3) F-ompT hsdSB (rB
-, mB

-) galdcmrne131 (DE3) Invitrogen 

 

Table S2. Primers and synthetic oligoes used in this study 

No

. 
Primer  Nucleotide sequence (5’ >3’) 

1 T7lacO_F ATACNNCTCACTATAGGAATNGTNNNCGGNNNACNATTCCTCTAGAAATAATTTTGTTTA 

2 T7lacO_R ATTCCTATAGTGAGNNGTATTAATTTNNNGATCNNNNNATCCTAGGCTACGCCGGACGCA 

3 Rbslib_F TTCACACAGGAAACCGAGGAGTCTNNNNNGAGANNNNNACATATGGTGAGCAAGGGCGAG 

4 Rbslib_R GACTCCTCGGTTTCCTGTGTGAAANNNNNCCTNNNGNNTTCTAGAGGGGAATTGTTATCC 

5 T7ter_F CTTGGGGCCTCTAAACGGGTCTNNNNGGGTTNNNTGCTAGCGAAAGGAGGAGTCGACTAT 

6 T7ter_R ACCCGTTTAGAGGCCCCAAGGGGNNNTGCNNNNTGACTAGTAGACGAGTCCATGTGCTGG 

7 cisRNA1_F 
agcggataacaattcccctctagaAAttGAtAttGtGAttAtGtGAagAttACTACAAGAACAGAGGAGAtAggCACAtatggtgag

caagggcgaggag 

8 cisRNA1_R 
ctcctcgcccttgctcaccataTGTGccTaTCTCCTCTGTTCTTGTAGTaaTctTCaCaTaaTCaCaaTaTCaaTTtctagaggggaatt

gttatccgct 

9 TranAlib_R ctgtatgtcaaatgacacacataaNNNNNacataNNNNNatctagacccctatagtgagt 

10 TranAlib_F tatgtgtgtcatttgacatacagtggNNNNNtccNNNNgtggtaccctcgagtcctacta 
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Supplementary Figures 

 

Figure S1. Representative sequencing results for 5’UTR library constructed in this study. 

 

 

 

 

Figure S2. Representative sequencing results for T7 terminator library constructed in this study. 

 

 

Figure S3. Representative sequencing results for T7 terminator library constructed in this study. 

 

 

 

182 391190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340 350 360 370 380(182)

-------------------------------------------GGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAANNCNNNAGGNNNNNTTTCACACAGGAAACCGAGGAGTCTNNNNNGAGANNNNNACATATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGpETM6-RBSlib-eGFP (1)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAACACGGGAGGTAGTCTTTCACACAGGAAACCGA-------------------------ATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGG632-5_T7F_2015-07-29_C07 (174)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAACACATAAGGTTCTTTTTCACACAGGAAACCGAGGAGTCTTTTTAGAGAGCAGTACATATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGG632-28_T7F_2015-07-09_B07 (179)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAACACGTGAGGTTGTTTTTCACACAGGAAACCGAGGAGTCTTGTGGGAGATAAGTACATATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGG632-3_T7F_2015-07-29_D07 (174)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAAGCCATAAGGCGAGCTTTCACACAGGAAACCGA---TCCTTA-------------CATATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGG632-22_T7F_2015-07-29_A07 (177)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAAACCAACAGGATATGTTTCACACAGGAAACCGAGGAGTCTTATCAGAGAGGCAAACATATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGG632-34_T7F_2015-07-09_B06 (175)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAAACCGCCAGGCCCAGTTTCACACAGGAAACCGAGGAGTCTTAGTAGAGATGCATACATATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGG632-24_T7F_2015-07-09_G06 (178)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAAAGCCTCAGGAGTGGTTTCACACAGGAAACCGAGGAGTCTTCGTGGAGATACGTACATATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGG632-42_T7F_2015-07-09_H06 (175)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAACACAATAGGCGCATTTTCACACAGGAAACCGAGGAGTCTTACAGGAGATGTGTACATATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGG632-13_T7F_2015-07-09_A06 (176)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAACACAATAGGTACCATTTCACACAGGAAACCGAGGAGTCTCAGGGGAGATTTGGACATATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGG632-1_T7F_2015-07-29_F07 (175)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAACGCACCAGGACCACTTTCACACAGGAAACCGAGGAGTCTAATTGGAGAGTTGGACATATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGG632-2_T7F_2015-07-09_F05 (175)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTC-AGAAGCCCGAAGGAGCGATTTCACACAGGAAACCGAGGAGTCTGAACAGAGACATAAACATATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGG632-16_T7F_2015-07-29_G07 (173)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAACCCCAGAGGATGGATTTCACACAGGAAACCGAGGAGTCTTGAATG-GATATTTACATATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGG632-19_T7F_2015-07-09_G05 (179)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAATTCCGAAGGAAACATTTCACACAGGAAACCGAGGAGTCTTTGGAGAGACAGGGACATATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGG632-36_T7F_2015-07-09_E05 (178)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAACTCTCTAGGAATGCTTTCACACAGGAAACCGAGGAGTCTTAGGTGAGAAGGTTACATATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGG632-43_T7F_2015-07-30_H09 (175)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAACACGGGAGGTAGTCTTTCACACAGGAAACCGA-------------------------ATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGG632-6_T7F_2015-07-09_F06 (178)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAACACGAGAGGTATGATTTCACACAGGAAACCGAGGAGTCTGGGAGGAGAAAAATACATATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGG632-18_T7F_2015-07-09_C06 (176)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAACTCAGCAGGCACTCTTTCACACAGGAAACCGAGGAGTCTTGGATGAGAGATCCACATATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGG632-26_T7F_2015-07-09_D06 (176)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAACACGTTAGGAATCCTTTCACACAGGAAACCGAGGAGTCTCCCAAGAGAATCTGACATATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGG632-17_T7F_2015-07-29_E07 (175)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAACACTTCAGGCCACCTTTCACACAGGAAACCGAGGAGTCTATGACGAGAATACCACATATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGG632-23_T7F_2015-07-09_A07 (182)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAACACCTCAGGCCACATTTCACACAGGAAACCGAGGAGTCTCGGTGGAGAAGGCTACATATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGG632-30_T7F_2015-07-29_B07 (175)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAACTCATCAGGTCAACTTTCACACAGGAAACCGAGGAGTCTCGATCGAGATCGCGACATATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGG632-4_T7F_2015-07-09_H05 (177)

CGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAAC C   AGG     TTTCACACAGGAAACCGAGGAGTCTT    GAGA     ACATATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGConsensus (182)

1811 20201820 1830 1840 1850 1860 1870 1880 1890 1900 1910 1920 1930 1940 1950 1960 1970 1980 1990 2000 2010(1811)

GAACGCCAGCACATGGACTCGTCTACTAGTCANNNNGCANNNCCCCTTGGGGCCTCTAAACGGGTCTNNNNGGGTTNNNTGCTAGCGAAAGGAGGAGTCGACACTGCTTCCGGTAGTCAATAAACCGGTAAACCAGCAATAGACATAAGCGGCTATTTAACGACCCTGCCCTGAACCGACGACCGGGTCATCGTGGCCGGATCTTGCGGCpCDM4-eGFP-XbaI-T7terlib(1810)

GAACGCCAGCACATGGACTCGTCTACTAGTCAACTTGCAAACCCCCTTGGGGCCTCTAAACGGGTCTGCGTGGGTTGCGTGCTAGCGAAAGGAGGAGTCGACACTGCTTCCGGTAGTCAATAAACCGGTAAACCAGCAATAGACATAAGCGGCTATTTAACGACCCTGCCCTGAACCGACGACCGGGTCATCGTGGCCGGATCTTGCGGC680-10_FP-F_2015-07-22_H02 (379)

GAACGCCAGCACATGGACTCGTCTACTAGTCAACTTGCAAACCCCCTTGGGGCCTCTAAACGGGTCTGCGTGGGTTGCGTGCTAGCGAAAGGAGGAGTCGACACTGCTTCCGGTAGTCAATAAACCGGTAAACCAGCAATAGACATAAGCGGCTATTTAACGACCCTGCCCTGAACCGACGACCGGGTCATCGTGGCCGGATCTTGCGGC680-40_FP-F_2015-07-22_E03 (378)

GAACGCCAGCACATGGACTCGTCTACTAGTCAGCTTGCAAA-CCCCTTGGGGCCTCTAAACGGGTCTCTGCGGGTTATGTGCTAGCGAAAGGAGGAGTCGACACTGCTTCCGGTAGTCAATAAACCGGTAAACCAGCAATAGACATAAGCGGCTATTTAACGACCCTGCCCTGAACCGACGACCGGGTCATCGTGGCCGGATCTTGCGGC680-5_FP-F_2015-07-22_C03 (379)

GAACGCCAGCACATGGACTCGTCTACTAGTCAAACAGCACTTCCCCTTGGGGCCTCTAAACGGGTCTTTGGGGGTTTTGTGCTAGCGAAAGGAGGAGTCGACACTGCTTCCGGTAGTCAATAAACCGGTAAACCAGCAATAGACATAAGCGGCTATTTAACGACCCTGCCCTGAACCGACGACCGGGTCATCGTGGCCGGATCTTGCGGC680-22_FP-F_2015-07-22_E02 (378)

GAACGCCAGCACATGGACTCGTCTACTAGTCATTCAGCAAACCCCCTTGGGGCCTCTAAACGGGTCTCGCAGGGTTATCTGCTAGCGAAAGGAGGAGTCGACACTGCTTCCGGTAGTCAATAAACCGGTAAACCAGCAATAGACATAAGCGGCTATTTAACGACCCTGCCCTGAACCGACGACCGGGTCATCGTGGCCGGATCTTGCGGC680-46_FP-F_2015-07-22_D02 (379)

GAACGCCAGCACATGGACTCGTCTACTAGTCACATCGCACACCCCCTTGGGGCCTCTAAACGGGTCTGATGGGGTTTGGTGCTAGCGAAAGGAGGAGTCGACACTGCTTCCGGTAGTCAATAAACCGGTAAACCAGCAATAGACATAAGCGGCTATTTAACGACCCTGCCCTGAACCGACGACCGGGTCATCGTGGCCGGATCTTGCGGC680-17_FP-F_2015-07-22_A03 (381)

GAACGCCAGCACATGGACTCGTCTACTAGTCACTTCGCAACCCCCCTTGGGGCCTCTAAACGGGTCTAATCGGGTTTGATGCTAGCGAAAGGAGGAGTCGACACTGCTTCCGGTAGTCAATAAACCGGTAAACCAGCAATAGACATAAGCGGCTATTTAACGACCCTGCCCTGAACCGACGACCGGGTCATCGTGGCCGGATCTTGCGGC680-26_FP-F_2015-07-22_B03 (380)

GAACGCCAGCACATGGACTCGTCTACTAGTCACACCGCACCGCCCCTTGAGGCCTCTAAACGGGTCTTGATGGGTTAATTGCTAGCGAAAGGAGGAGTCGACACTGCTTCCGGTAGTCAATAAACCGGTAAACCAGCAATAGACATAAGCGGCTATTTAACGACCCTGCCCTGAACCGACGACCGGGTCATCGTGGCCGGATCTTGCGGC680-30_FP-F_2015-07-22_F03 (378)

GAACGCCAGCACATGGACTCGTCTACTAGTCA  T GCAAACCCCCTTGGGGCCTCTAAACGGGTCT    GGGTT  GTGCTAGCGAAAGGAGGAGTCGACACTGCTTCCGGTAGTCAATAAACCGGTAAACCAGCAATAGACATAAGCGGCTATTTAACGACCCTGCCCTGAACCGACGACCGGGTCATCGTGGCCGGATCTTGCGGCConsensus(1811)

862 1009870 880 890 900 910 920 930 940 950 960 970 980 990(862)

ACTCGTCTACTAGTCANNNNGCANNNCCCC-TTGGGGCCTCTAAACGGGTCTNNNNGGGTTNNNTGCTAGCGAAAGGAGGAGTCGACTATATCC-GGATTGGCGAATGG-GACGCGCCCTGT-AGCGGCGCATTAAGCG-CGGCGGG-pETM6-eGFP-T7terlib (859)

ACTCGTCTACTAGTCACGTTGCAATACCCC-TTGGGGCCTCTAAACGGGTCTCTGCGGGTTAACTGCTAGCGAAAGGAGGAGTCGACTATATCC-GGATTGGCGAATGG-GACGCGCCCTGT-AGCGGCGCATTAAGCG-CGGCGGG-602-1_M6-F_2015-06-24_A10 (757)

ACTCGTCTACTAGTCACGAGGCATGGCCCC-TTGGGGCCTCTAA-CGGGTCTGACAGG-TTATCTGCTAGCGAAAGGAGGAGTCGACTATATCC-GGATTGGCGAATGG-GACGCGCCCTGT-AGCGGCGCATTAAGCG-CGGCGGG-602-2_M6-F_2015-06-24_B10 (757)

ACTCGTCTACTAGTCATGACGCAATACCCC-TTGGGGCCTCTAAACGGGTCTAGTCGGGTTAGTTGCTAGCGAAAGGAGGAGTCGACTATATCC-GGATTGACGAATGG-GACGCGCCCTGT-AGCGGCGCATTAAGCG-CGGCGGG-602-4_M6-F_2015-06-24_D10 (759)

ACTCGTCTACTAGTCAAGAAGCACCCCCCCCTTGGGGCCTCTAAACGGGTCTGGGGGGGTTAACTGCTAGCGAAAGGAGGAGTCGACTATATCC-GGATTGGCGAATGG-GACGCGCCCTGT-AGCGGCGCATTAAGCG-CGGCGGG-602-5_M6-F_2015-06-24_E10 (755)

ACTCGTCTACTAGTCACAATGCATACCCCC-TTGGGGCCTCTAAACGGGTCTGCCTGGGTTAGATGCTATCGAATGGAAGACTCGACTATATCCCGGATTGGCGACTGCTGACTCACCCTGTTAGCGGAGCATTATACGTCGGCGGGG602-7_M6-F_2015-06-24_G10 (760)

ACTCGTCTACTAGTCACGA GCA   CCCC TTGGGGCCTCTAAACGGGTCTG   GGGTTA CTGCTAGCGAAAGGAGGAGTCGACTATATCC GGATTGGCGAATGG GACGCGCCCTGT AGCGGCGCATTAAGCG CGGCGGG Consensus (862)
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Figure S4. Representative sequencing results for trans-activating RNA library No 1-8 constructed 

in this study. 

 

 

Figure S5. Representative sequencing results for trans-activating RNA library No 9-23 

constructed in this study. 

 

 

Figure S6. Representative sequencing results for trans-activating RNA library No 24-39 

constructed in this study. 

 

951 1100960 970 980 990 1000 1010 1020 1030 1040 1050 1060 1070 1080 1090(951)

TAATACGACTCACTATAGGGGTCTAGATGTGATTATGTGAAGATTATGTGTGTCATTTGACATACAGTGGCATAGTCCGTATGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACpCDM4-transA1-XbaI (951)

TAATACGACTCACTATAGGGGTCTAGATTCCAGTATGTAAGAGTTATGTGTGTCATTTGACATACAGTGGTTAAGTCCAATGGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAAC572a_T7_2015-04-14_A04 (199)

TAATACGACTCACTATAGGGGTCTAGATTTTCCTATGTTGAAATTATGTGTGTCATTTGACATACAGTGGCTATATCCTTGGGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAAC572c_T7_2015-04-14_C04 (200)

TAATACGACTCACTATAGGGGTCTAGATAATGGTATGTTTTGATTATGTGTGTCATTTGACATACAGTGGTAAGATCCAATGGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAAC572d_T7_2015-04-14_D04 (199)

TAATACGACTCACTATAGGGGTCTAGATTGGCATATGTGATAGTTATGTGTGTCATTTGACATACAGTGGGGGTGTCCTAGGGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAAC573a_T7_2015-04-14_E04 (199)

TAATACGACTCACTATAGGGGTCTAGATGAACCTATGTACCCCTTATGTGTGTCATTTGACATACAGTGGTGTTGTCCAAGAGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAAC573c_T7_2015-04-14_G04 (200)

TAATACGACTCACTATAGGGGTCTAGATCGCACTATGTCTCAGTTATGTGTGTCATTTGACATACAGTGGGGGAGTCCACTGGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAAC573d_T7_2015-04-14_H04 (200)

TAATACGACTCACTATAGGGGTCTAGATGCATCTATGTTAACGTTATGTGTGTCATTTGACATACAGTGGTAGAGTCCGATTGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAAC572b_T7_2015-04-14_B04 (200)

TAATACGACTCACTATAGGGGTCTAGATCGGTCTATGTCGATATTATGAGTGTCATTTGACATACAGTGGAACCTTCCATTTGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAAC573b_T7_2015-04-14_F04 (201)

TAATACGACTCACTATAGGGGTCTAGAT    CTATGT     TTATGTGTGTCATTTGACATACAGTGG    GTCCAATGGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACConsensus (951)

942 1152950 960 970 980 990 1000 1010 1020 1030 1040 1050 1060 1070 1080 1090 1100 1110 1120 1130 1140(942)

CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATGTGATTATGTGAAGATTATGTGTGTCATTTGACATACAGTGGCATAGTCCGTATGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCpCDM4-transA1-XbaI (942)

CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATATCCATATGTCTTGATTATGTGTGTCATTTGACATACAGTGGCGACTTCCATATGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCTAlib21_T7_2015-04-17_E02 (193)

CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATAGACATATGTGTACATTATGTGTGTCATTTGACATACAGTGGAGGAATCCACGTGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCTalib10_T7_2015-04-17_B01 (192)

CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATACAGCTATGTACATTTTATGTGTGTCATTTGACATACAGTGGCCGTCTCCAACAGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCTAlib11_T7_2015-04-17_C01 (194)

CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATCAACGTAT-TGAAATTTATGTGTGTCATTTGACATACAGTGGTTTTATCCCCTTGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCTAlib13_T7_2015-04-17_E01 (193)

CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATTCATTTATGTGGCGCTTATGTGTGTCATTTGACATACAGTGGTTCTGTCCCATTGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCTAlib22_T7_2015-04-17_F02 (196)

CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATCAGCATATGTCGACGTTATGTGTGTCATTTGACATACAGTGGAGATCTCCGTCGGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCTalib12_T7_2015-04-17_D01 (193)

CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATCACGATATGTCCCGCTTATGTGTGTCATTTGACATACAGTGGGGCTATCCGTCGGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCTAlib16_T7_2015-04-17_H01 (192)

CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATGCTGTTATGTCCACCTTATGTGTGTCATTTGACATACAGTGGGTCTGTCCAAAGGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCTAlib18_T7_2015-04-17_B02 (191)

CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATGAGGCTATGTCGAATTTATGTGTGTCATTTGACATACAGTGGGTCAGTCCACGGGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCTAlib19_T7_2015-04-17_C02 (192)

CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATCGCCTTATGTAAGCCTTATGTGTGTCATTTGACATACAGTGGACAAATCCGAGCGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGAAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCTAlib23_T7_2015-04-17_G02 (193)

CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATCTAACTATGTGCAAGTTATGTGTGTCATTTGACATACAGTGGATAATTCCTAGCGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCTAlib15_T7_2015-04-17_G01 (194)

CCGCGAAATTAATACGACTCACTATAGGGGTCTAGATGAAAATATGTTAATATTATGTGTGTCATTTGACATACAGTGGGGTGTTCCTACCGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCTAlib20_T7_2015-04-17_D02 (194)

CCGCGAAATTAATACGACTCACTATAGGGGTCTAGAT     TATGT  A  TTATGTGTGTCATTTGACATACAGTGG     TCC    GTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCConsensus (942)

954 1164960 970 980 990 1000 1010 1020 1030 1040 1050 1060 1070 1080 1090 1100 1110 1120 1130 1140 1150(954)

ATACGACTCACTATAGGGGTCTAGATGTGATTATGTGAAGATTATGTGTGTCATTTGACATACAGTGGCATAGTCCGTATGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCGAAAGGAGGAGpCDM4-transA1-XbaI (953)

ATACGACTCACTATAGGGGTCTAGATCGTTATATGTATATTTTATGTGTGTCATTTGACATACAGTGGTCTCTTCCCAAGGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCGAAAGGAGGAGTAlib30_T7_2015-04-19_G08 (203)

ATACGACTCACTATAGGGGTCTAGATCTACCTATGTGTTTATTATGTGTGTCATTTGACATACAGTGGTCGATTCCCGGGGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCGAAAGGAGGAGTAlib33_T7_2015-04-19_B09 (204)

ATACGACTCACTATAGGGGTCTAGATCAGGGTATGTGTTCTTTATGTGTGTCATTTGACATACAGTGGTTTTTTCCTTGTGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCGAAAGGAGGAGTAlib32_T7_2015-04-19_A09 (205)

ATACGACTCACTATAGGGGTCTAGATAATTTTATGTGCAACTTATGTGTGTCATTTGACATACAGTGGGTTTGTCCCCTTGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCGAAAGGAGGAGTAlib29_T7_2015-04-19_F08 (206)

ATACGACTCACTATAGGGGTCTAGATGGTATTATGTCAGATTTATGTGTGTCATTTGACATACAGTGGTTGCGTCCTCTCGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCGAAAGGAGGAGTAlib24_T7_2015-04-19_A08 (207)

ATACGACTCACTATAGGGGTCTAGATGTTACTATGTTAAACTTATGTGTGTCATTTGACATACAGTGGTACCGTCCGCGGGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCGAAAGGAGGAGTAlib38_T7_2015-04-19_G09 (205)

ATACGACTCACTATAGGGGTCTAGATTGTACTATGTTCTCATTATGTGTGTCATTTGACATACAGTGGGCCCATCCAAGTGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCGAAAGGAGGAGTAlib35_T7_2015-04-19_D09 (204)

ATACGACTCACTATAGGGGTCTAGATTATATTATGTTCTCCTTATGTGTGTCATTTGACATACAGTGGGGGCCTCCATCCGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCGAAAGGAGGAGTAlib37_T7_2015-04-19_F09 (202)

ATACGACTCACTATAGGGGTCTAGATGACAGTATGTTATAATTATGTGTGTCATTTGACATACAGTGGGACAATCCTGCAGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCGAAAGGAGGAGTAlib26_T7_2015-04-19_C08 (205)

ATACGACTCACTATAGGGGTCTAGATGATAATATGTAAAGATTATGTGTGTCATTTGACATACAGTGGGATTCTCCTGTAGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCGAAAGGAGGAGTAlib34_T7_2015-04-19_C09 (203)

ATACGACTCACTATAGGGGTCTAGATAAAGGTATGTTCGCTTTATGTGTGTCATTTGACATACAGTGGGATTGTCCTGAAGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCGAAAGGAGGAGTAlib25_T7_2015-04-19_B08 (208)

ATACGACTCACTATAGGGGTCTAGATCCTAGTATGTCAGCCTTATGTGTGTCATTTGACATACAGTGGTTAGTTCCGAAGGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCGAAAGGAGGAGTAlib28_T7_2015-04-19_E08 (207)

ATACGACTCACTATAGGGGTCTAGATCAAGTTATGTTTCCCTTATGTGTGTCATTTGACATACAGTGGCAGGCTCCCGTGGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCGAAAGGAGGAGTAlib36_T7_2015-04-19_E09 (206)

ATACGACTCACTATAGGGGTCTAGATACAAGTATGTAAGTGTTATGTGTGTCATTTGACATACAGTGGGAGAGTCCGCCCGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCGAAAGGAGGAGTAlib31_T7_2015-04-19_H08 (207)

ATACGACTCACTATAGGGGTCTAGATCATAATATGTGGTTGTTATGTGTGTCATTTGACATACAGTGGCCATGTCCTTGTGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCGAAAGGAGGAGTAlib27_T7_2015-04-19_D08 (207)

ATACGACTCACTATAGGGGTCTAGATAGAGTTATGTTCGCGTTATGTGTGTCATTTGACATACAGTGGCCATGTCCGTTTGTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCGAAAGGAGGAGTAlib39_T7_2015-04-19_H09 (203)

ATACGACTCACTATAGGGGTCTAGAT  TA TATGT     TTATGTGTGTCATTTGACATACAGTGG     TCC    GTGGTACCCTCGAGTCCTACTAGTCGCAGCTTAATTAACCTAAACTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAACGGGTCTTGAGGGGTTTTTTGCTAGCGAAAGGAGGAGConsensus (954)
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Figure S7. Representative sequencing results for trans-activating RNA library No 40-47 

constructed in this study. 
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