
Fig. S1. Significant matches (e−value<0.05) of auxin−associated cis−regulatory elements with transcription
factor binding sites identified by Tomtom tool (Gupta et al., 2007).

For each element alignment of two logos are presented: a transcription factor binding site sequence (above)
and a hexamer sequence (below).
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Fig. S2. Distribution of  AT−rich hexamers identified as associated with early auxin response along the upstream regions in Arabidopsis genes.
The hexamers amount was calculated per each 100 nt in [−1500; +1] upstream regions of all genes (black line), auxin up−regulated (red line) and
auxin down−regulated genes (blue line).

●
●

●
● ●

● ● ●
●

●
● ●

●

●

●

TATATA | TATATA

A
ve

ra
ge

 a
m

ou
nt

 p
er

 1
00

 n
t

●
●

●

●

●
●

●
●

●
● ●

●

●

●

●

●

●

●

●

●

●

● ●

●
●

●

● ●

●

●

[−1500; −1400] [−1200; −1100] [−900; −800] [−600; −500] [−300; −200] [−100; 0]

0.15

0.20

0.25

0.30

0.35

0.40

0.45

0.50

●

●
●

●
●

● ● ● ● ●
● ● ●

●

●

ATATAG | CTATAT

A
ve

ra
ge

 a
m

ou
nt

 p
er

 1
00

 n
t

●
●

● ●

●

● ●

●

●

●

●
●

●

●

●

●

●

●

●

● ●

●
● ●

● ●

●
●

●

●

[−1500; −1400] [−1200; −1100] [−900; −800] [−600; −500] [−300; −200] [−100; 0]

0.10

0.12

0.14

0.16

0.18

0.20

●

●
●

● ●
●

●
●

●

●
●

●

●

●

●

GATTAA | TTAATC

A
ve

ra
ge

 a
m

ou
nt

 p
er

 1
00

 n
t

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●
●

●

●

●

●
●

●

●

●
●

[−1500; −1400] [−1200; −1100] [−900; −800] [−600; −500] [−300; −200] [−100; 0]

0.08

0.09

0.10

0.11

0.12

● ●

● ●

● ●

●

●
●

●

●
●

●

●

●

ATTATG | CATAAT

A
ve

ra
ge

 a
m

ou
nt

 p
er

 1
00

 n
t

●

●

●

●

●

●

●

●

●

●

●

●

● ●

●

●
●

● ● ●

●

●

●
●

●

●

●

●

●

●

[−1500; −1400] [−1200; −1100] [−900; −800] [−600; −500] [−300; −200] [−100; 0]

0.08

0.09

0.10

0.11

0.12

0.13

●

●

● ● ● ●

●

●

●

●
●

●

●

●

●

ATATAC | GTATAT

A
ve

ra
ge

 a
m

ou
nt

 p
er

 1
00

 n
t

●

●

● ●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

[−1500; −1400] [−1200; −1100] [−900; −800] [−600; −500] [−300; −200] [−100; 0]

0.10

0.12

0.14

0.16

●

●

●
●

●
●

●
● ●

●
●

● ●

●

●

ATATAA | TTATAT

A
ve

ra
ge

 a
m

ou
nt

 p
er

 1
00

 n
t

●

●

●
●

●
●

●

● ●

●
●

●

●

●

●

●

● ●
● ●

●

●

●

●

●
●

●
●

●

●

[−1500; −1400] [−1200; −1100] [−900; −800] [−600; −500] [−300; −200] [−100; 0]

0.20

0.25

0.30

0.35

0.40

●
●

●
●

●
●

● ●

●

●

● ●

●

●

●

ATATAT | ATATAT

A
ve

ra
ge

 a
m

ou
nt

 p
er

 1
00

 n
t

● ●
●

●

●

●

●
●

●
●

●

●

●

●

●

● ●

●

● ●

●

●

●

●
●

●

●

●
●

●

[−1500; −1400] [−1200; −1100] [−900; −800] [−600; −500] [−300; −200] [−100; 0]

0.20

0.25

0.30

0.35

●

●
●

●
● ●

●
●

● ●

●

●

●

●

●

ACTATA | TATAGT

A
ve

ra
ge

 a
m

ou
nt

 p
er

 1
00

 n
t

●

●

●

●

●

●

●

●

●
●

●
●

●

●

●

●

●
●

●

●
●

●

●

●

●

● ●

●
●

●

[−1500; −1400] [−1200; −1100] [−900; −800] [−600; −500] [−300; −200] [−100; 0]

0.08

0.09

0.10

0.11

0.12



●

●
●

● ● ●
●

●
●

● ●

●

●

●

●

TAATTA | TAATTA
A

ve
ra

ge
 a

m
ou

nt
 p

er
 1

00
 n

t

●

●

●

●
●

●

●

●

● ●

●

●

●

●

●

●

●

●
●

●

●

●
●

●

●
●

●

●

●

●

[−1500; −1400] [−1200; −1100] [−900; −800] [−600; −500] [−300; −200] [−100; 0]

0.08

0.10

0.12

0.14

0.16

0.18

●

●

●

●

●

●

●

●

●
●

●
●

●
●

●

ATAATG | CATTAT

A
ve

ra
ge

 a
m

ou
nt

 p
er

 1
00

 n
t

●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

[−1500; −1400] [−1200; −1100] [−900; −800] [−600; −500] [−300; −200] [−100; 0]

0.09

0.10

0.11

0.12

0.13

0.14

0.15

●

● ● ●
● ●

●
● ●

● ●

●

●

●

●

AATATG | CATATT

A
ve

ra
ge

 a
m

ou
nt

 p
er

 1
00

 n
t

●

● ●

●
●

●

●
●

●

●

●

● ●

●

●

●

●

●

●

●
●

●
●

●

●

●
●

●

●

●

[−1500; −1400] [−1200; −1100] [−900; −800] [−600; −500] [−300; −200] [−100; 0]

0.08

0.09

0.10

0.11

0.12

0.13

0.14

0.15

●

● ● ●
●

●

● ●

● ●

●

●

●

●

●

ATTAGA | TCTAAT

A
ve

ra
ge

 a
m

ou
nt

 p
er

 1
00

 n
t

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●
●

●

●

[−1500; −1400] [−1200; −1100] [−900; −800] [−600; −500] [−300; −200] [−100; 0]

0.09

0.10

0.11

0.12

0.13

●

● ●

● ●

●
●

●
●

●

●

●

●

●

●

TATTAA | TTAATA

A
ve

ra
ge

 a
m

ou
nt

 p
er

 1
00

 n
t

●

●

●
●

●

●
●

●

●

●

●

●

●

●

●

●

● ●

●

●

● ●

●

●
●

●

●

● ●

●

[−1500; −1400] [−1200; −1100] [−900; −800] [−600; −500] [−300; −200] [−100; 0]

0.14

0.16

0.18

0.20

0.22

0.24

0.26

● ●

●

●

●
●

●
●

●
●

●

●
●

●
●

AAATAC | GTATTT

A
ve

ra
ge

 a
m

ou
nt

 p
er

 1
00

 n
t

●

●

●

●

●
●

●

●

●

●

●

●

●
●

●

●

●

●

●

●
●

●

●

●

●

●

●

● ●

●

[−1500; −1400] [−1200; −1100] [−900; −800] [−600; −500] [−300; −200] [−100; 0]

0.09

0.10

0.11

0.12

0.13

0.14

0.15

0.16

●

●
●

● ●
● ● ● ●

●

●
● ●

●

●

AACATT | AATGTT

A
ve

ra
ge

 a
m

ou
nt

 p
er

 1
00

 n
t

●

●

●

●

●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

● ●
●

●

●

●

●

●

●

[−1500; −1400] [−1200; −1100] [−900; −800] [−600; −500] [−300; −200] [−100; 0]

0.10

0.12

0.14

0.16

0.18

●

● ● ●
● ●

● ● ●
●

●
● ●

●

●

TATAAA | TTTATA

A
ve

ra
ge

 a
m

ou
nt

 p
er

 1
00

 n
t

● ●
●

●
●

●

●
●

●
●

●

●

●
●

●

●

●

●

●
● ● ●

●

●

●
● ●

●

●

●

[−1500; −1400] [−1200; −1100] [−900; −800] [−600; −500] [−300; −200] [−100; 0]

0.20

0.25

0.30

0.35

0.40

0.45

0.50


