
Ring finger protein 145 (RNF145) is a ubiquitin ligase for sterol-induced degradation of 
HMG-CoA reductase 
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SUPPLEMENTARY FIGURE 1. Screening for ER-localized ubiquitin ligases involved in 
sterol-induced degradation of HMGCR 
The gp78-KO CHO cells were transfected with plasmids encoding HMGCR-T7, Insig-1-Myc and 
the shRNAs targeting ubiquitin ligases (Supplementary table). After 48 h, the cells were depleted 
of sterol and then treated with or without 10 mM Mevalonate plus indicated concentrations of 
25-HC for 5 hr. Cells were harvested and subjected to SDS-PAGE followed by immunoblot 
analysis. 

SUPPLEMENTARY FIGURE 2. Knockout of gp78 stabilized exogenous HMGCR and 
Insig-1 

The WT and gp78-KO CHO cells were transfected with indicated plasmids, depleted of sterol and 
treated with or without 1 μg/ml 25-HC plus 10 mM Mevalonate for 5 h. Cells were harvested and 
subjected to SDS-PAGE followed by immunoblot analysis. 
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SUPPLEMENTARY FIGURE 1
Screening for ER-localized ubiquitin ligases involved in sterol-induced degradation of 
HMGCR



SUPPLEMENTARY FIGURE 2
Knockout of gp78 stabilized exogenous HMGCR and Insig-1
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Sequence
March6-1-F CCGGGGAAAGAATGCTTGGGCTTGACTCGAGTCAAGCCCAAGCATTCTTTCCTTTTTG
March6-1-R AATTCAAAAAGGAAAGAATGCTTGGGCTTGACTCGAGTCAAGCCCAAGCATTCTTTCC
March6-2-F CCGGGCTGGGAGTCTGCTATATTGTCTCGAGACAATATAGCAGACTCCCAGCTTTTTG
March6-2-R AATTCAAAAAGCTGGGAGTCTGCTATATTGTCTCGAGACAATATAGCAGACTCCCAGC
Syvn-1-F CCGGGCAGCTGGTGTTTGGCTTTGACTCGAGTCAAAGCCAAACACCAGCTGCTTTTTG
Syvn-1-R AATTCAAAAAGCAGCTGGTGTTTGGCTTTGACTCGAGTCAAAGCCAAACACCAGCTGC
Syvn-2-F CCGGGCTCTACACGGAGCTGTTTACCTCGAGGTAAACAGCTCCGTGTAGAGCTTTTTG
Syvn-2-R AATTCAAAAAGCTCTACACGGAGCTGTTTACCTCGAGGTAAACAGCTCCGTGTAGAGC
RNF5-1-F CCGGGCGCGACCTTCGAATGTAATACTCGAGTATTACATTCGAAGGTCGCGCTTTTTG
RNF5-1-R AATTCAAAAAGCGCGACCTTCGAATGTAATACTCGAGTATTACATTCGAAGGTCGCGC
RNF5-2-F CCGGGCTAGAGGAGAATCAGTATTGCTCGAGCAATACTGATTCTCCTCTAGCTTTTTG
RNF5-2-R AATTCAAAAAGCTAGAGGAGAATCAGTATTGCTCGAGCAATACTGATTCTCCTCTAGC
RNF47-1-F CCGGGCCCTCAGATTTCTGTGAATGCTCGAGCATTCACAGAAATCTGAGGGCTTTTTG
RNF47-1-R AATTCAAAAAGCCCTCAGATTTCTGTGAATGCTCGAGCATTCACAGAAATCTGAGGGC
RNF47-2-F CCGGGCCTAGCTTTATGGTGGATGTCTCGAGACATCCACCATAAAGCTAGGCTTTTTG
RNF47-2-R AATTCAAAAAGCCTAGCTTTATGGTGGATGTCTCGAGACATCCACCATAAAGCTAGGC
RNF77-1-F CCGGGGATGTGATGGAGCTGCTTGACTCGAGTCAAGCAGCTCCATCACATCCTTTTTG
RNF77-1-R AATTCAAAAAGGATGTGATGGAGCTGCTTGACTCGAGTCAAGCAGCTCCATCACATCC
RNF77-2-F CCGGGGGAATGTGCGGAATTCATTGCTCGAGCAATGAATTCCGCACATTCCCTTTTTG
RNF77-2-R AATTCAAAAAGGGAATGTGCGGAATTCATTGCTCGAGCAATGAATTCCGCACATTCCC
RNF139-1-F CCGGGCTCTTCAGACTGGCTTAAGTCTCGAGACTTAAGCCAGTCTGAAGAGCTTTTTG
RNF139-1-R AATTCAAAAAGCTCTTCAGACTGGCTTAAGTCTCGAGACTTAAGCCAGTCTGAAGAGC
RNF139-2-F CCGGGGGCCTATACCATGATGTTTGCTCGAGCAAACATCATGGTATAGGCCCTTTTTG
RNF139-2-R AATTCAAAAAGGGCCTATACCATGATGTTTGCTCGAGCAAACATCATGGTATAGGCCC
VHL-F CCGGGGTGCTTAAGGATAAACATCACTCGAGTGATGTTTATCCTTAAGCACCTTTTTG
VHL-R AATTCAAAAAGGTGCTTAAGGATAAACATCACTCGAGTGATGTTTATCCTTAAGCACC
RNF145-F CCGGGCAGCATCTGGTTCAGCTTTACTCGAGTAAAGCTGAACCAGATGCTGCTTTTTG
RNF145-R AATTCAAAAAGCAGCATCTGGTTCAGCTTTACTCGAGTAAAGCTGAACCAGATGCTGC
RNF170-1-F CCGGGGATGATTCAGTTATAGAAGGCTCGAGCCTTCTATAACTGAATCATCCTTTTTG
RNF170-1-R AATTCAAAAAGGATGATTCAGTTATAGAAGGCTCGAGCCTTCTATAACTGAATCATCC
RNF170-2-F CCGGGCTCGACAGCAGTTCTATACTCTCGAGAGTATAGAACTGCTGTCGAGCTTTTTG
RNF170-2-R AATTCAAAAAGCTCGACAGCAGTTCTATACTCTCGAGAGTATAGAACTGCTGTCGAGC
RNF172-1-F CCGGGCACTGAGAAGCGGACATTGTCTCGAGACAATGTCCGCTTCTCAGTGCTTTTTG
RNF172-1-R AATTCAAAAAGCACTGAGAAGCGGACATTGTCTCGAGACAATGTCCGCTTCTCAGTGC
RNF172-2-F CCGGGGAGGAAGACCAATCAGAAAGCTCGAGCTTTCTGATTGGTCTTCCTCCTTTTTG
RNF172-2-R AATTCAAAAAGGAGGAAGACCAATCAGAAAGCTCGAGCTTTCTGATTGGTCTTCCTCC
RNF173-1-F CCGGGCCACAGTATGTCATGCAAGTCTCGAGACTTGCATGACATACTGTGGCTTTTTG
RNF173-1-R AATTCAAAAAGCCACAGTATGTCATGCAAGTCTCGAGACTTGCATGACATACTGTGGC
RNF173-2-F CCGGGGACCAATCAGAGGGTGATTCCTCGAGGAATCACCCTCTGATTGGTCCTTTTTG
RNF173-2-R AATTCAAAAAGGACCAATCAGAGGGTGATTCCTCGAGGAATCACCCTCTGATTGGTCC
RNF174-1-F CCGGGCCTCCTTCTGTGGAAGATGACTCGAGTCATCTTCCACAGAAGGAGGCTTTTTG
RNF174-1-R AATTCAAAAAGCCTCCTTCTGTGGAAGATGACTCGAGTCATCTTCCACAGAAGGAGGC
RNF174-2-F CCGGGCTGTGAGCTGTGTTACTACACTCGAGTGTAGTAACACAGCTCACAGCTTTTTG
RNF174-2-R AATTCAAAAAGCTGTGAGCTGTGTTACTACACTCGAGTGTAGTAACACAGCTCACAGC
RNF185-1-F CCGGGCTTCTCCATTAGAGCTTTGACTCGAGTCAAAGCTCTAATGGAGAAGCTTTTTG
RNF185-1-R AATTCAAAAAGCTTCTCCATTAGAGCTTTGACTCGAGTCAAAGCTCTAATGGAGAAGC
RNF185-2-F CCGGGCTGTAAACACCCTCTATAACCTCGAGGTTATAGAGGGTGTTTACAGCTTTTTG
RNF185-2-R AATTCAAAAAGCTGTAAACACCCTCTATAACCTCGAGGTTATAGAGGGTGTTTACAGC

Table S1 
Primers used to generate the plasmids expressing shRNAs
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