
S17 Table. Strains 

Source Strain Genotype Use 

ATCC 

4040002 

BY4741 MATa; his3Δ1; leu2Δ0; met15Δ0; 

ura3Δ0 

Background strain for ncRNA 

deletions 

(Brachmann et al. 1998) 

ATCC 

4040004 

BY4742 MATα; his3Δ1; leu2Δ0; lys2Δ0; 

ura3Δ0 

Background strain for ncRNA 

deletions 

(Brachmann et al. 1998) 

ATCC 

4040005 

BY4743 MATa/MATα; his3Δ1/his3Δ1; leu2Δ0 

/leu2Δ0; met15Δ0/MET15; 

LYS2/lys2Δ0; ura3Δ0/ura3Δ0 

Background strain for ncRNA 

deletions 

(Brachmann et al. 1998) 

C. Stirling TR2 MATa; trp1-289; his3-600; ura3-52; 

lys2-801a; ade2-101 

Mating type testing 

(Parker et al. 1988) 

C. Stirling TR3 MATα; trp1-289; his3-600; ura3-52; 

lys2-801a; ade2-101 

Mating type testing 

(Parker et al. 1988) 

EUROSCARF CML476 MATa; ura3-52; leu2Δ1; his3Δ200; 

GAL2; CMVp(tetR’-SSN6)::LEU2; 

trp1::tTA 

Regulated expression 

(Yen et al. 2003) 
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