Table S1

MicroRNA

PRIMER SEQUENCE

mmu-leu-7a-1 FORWARD

GCTGTGAGGTAGTAGGTTGTATAGTTTTAGGGTCACACCCACCACTGGGAGATAACTATACAATCTACTGTCTTTCCC

mmu-leu-7a-1 REVERSE

TCCTGGGAAAGACAGTAGATTGTATAGTTATCTCCCAGTGGTGGGTGTGACCCTAAAACTATACAACCTACTACCTCA

mmu-miR-101a FORWARD

GCTGTCAGTTATCACAGTGCTGATGCTGTCCATTCTAAAGGTACAGTACTGTGATAACTGAAC

mmu-miR-101a REVERSE

TCCTGTTCAGTTATCACAGTACTGTACCTTTAGAATGGACAGCATCAGCACTGTGATAACTGA

mmu-miR-101b FORWARD

GCTGTCGGTTATCATGGTACCGATGCTGTAGCTCTGAAAGGTACAGTACTGTGATAGCTGAAC

mmu-miR-101b REVERSE

TCCTGTTCAGCTATCACAGTACTGTACCTTTCAGAGCTACAGCATCGGTACCATGATAACCGA

mmu-miR-135a FORWARD

GCTGTATGGCTTTTTATTCCTATGTGATTCTATTGCTCGCTCATATAGGGATTGGAGCCGTGGCGC

mmu-miR-135a REVERSE

TCCTGCGCCACGGCTCCAATCCCTATATGAGCGAGCAATAGAATCACATAGGAATAAAAAGCCATA

mmu-miR-142 FORWARD

GCTGCATAAAGTAGAAAGCACTACTAACAGCACTGGAGGGTGTAGTGTTTCCTACTTTATGGAC

mmu-miR-142 REVERSE

TCCTGTCCATAAAGTAGGAAACACTACACCCTCCAGTGCTGTTAGTAGTGCTTTCTACTTTATG

mmu-miR-144 FORWARD

GCTGGGATATCATCATATACTGTAAGTTTGTGATGAGACACTACAGTATAGATGATGTACTC

mmu-miR-144 REVERSE

TCCTGAGTACATCATCTATACTGTAGTGTCTCATCACAAACTTACAGTATATGATGATATCC

mmu-miR-146b FORWARD

GCTGTGAGAACTGAATTCCATAGGCTGTGAGCTCTAGCAGACGCCCTAGGGACTCAGTTCTGGTC

mmu-miR-146b REVERSE

TCCTGACCAGAACTGAGTCCCTAGGGCGTCTGCTAGAGCTCACAGCCTATGGAATTCAGTTCTCA

mmu-miR-154 FORWARD

GCTGTAGGTTATCCGTGTTGCCTTCGCTTTATTCGTGACGAATCATACACGGTTGACCTATTC

mmu-miR-154 REVERSE

TCCTGAATAGGTCAACCGTGTATGATTCGTCACGAATAAAGCGAAGGCAACACGGATAACCTA

mmu-miR-17 FORWARD

GCTGCAAAGTGCTTACAGTGCAGGTAGTGATGTGTGCATCTACTGCAGTGAGGGCACTTGTAGC

mmu-miR-17 REVERSE

TCCTGCTACAAGTGCCCTCACTGCAGTAGATGCACACATCACTACCTGCACTGTAAGCACTTTG

mmu-miR-1983 FORWARD

GCTGAGAAAGCATGCTCCAGTGGCGCAATCGGTTAGCGCGCGGTACTTATACAGCAGTATATGTGCGGGTGATGCCGAGGT
TGTGAGTTCGAGCCTCACCTGGAGCATGTTTTCTC

mmu-miR-1983 REVERSE

TCCTGAGAAAACATGCTCCAGGTGAGGCTCGAACTCACAACCTCGGCATCACCCGCACATATACTGCTGTATAAGTACCGC
GCGCTAACCGATTGCGCCACTGGAGCATGCTTTCT

mmu-miR-19a FORWARD

GCTGTAGTTTTGCATAGTTGCACTACAAGAAGAATGTAGTTGTGCAAATCTATGCAAAACTGAC

mmu-miR-19a REVERSE

TCCTGTCAGTTTTGCATAGATTTGCACAACTACATTCTTCTTGTAGTGCAACTATGCAAAACTA

mmu-miR-19b FORWARD

GCTGAGTTTTGCAGGTTTGCATCCAGCTGTATAATATTCTGCTGTGCAAATCCATGCAAAACTGAC

mmu-miR-19b REVERSE

TCCTGTCAGTTTTGCATGGATTTGCACAGCAGAATATTATACAGCTGGATGCAAACCTGCAAAACT

mmu-miR-21 FORWARD

GCTGTAGCTTATCAGACTGATGTTGACTGTTGAATCTCATGGCAACAGCAGTCGATGGGCTGTCC

mmu-miR-21 REVERSE

TCCTGGACAGCCCATCGACTGCTGTTGCCATGAGATTCAACAGTCAACATCAGTCTGATAAGCTA

mmu-miR-2137 FORWARD

GCTGCTTCCTGCTGCCTTGTTGGCTTGCCGGCGGGAGCCCCAGGGAGC

mmu-miR-2137 REVERSE

TCCTGCTCCCTGGGGCTCCCGCCGGCAAGCCAACAAGGCAGCAGGAAG

mmu-miR-219 FORWARD

GCTGTGATTGTCCAAACGCAATTCTCGAGTCTCTGGCTCCGGCCGAGAGTTGCGTCTGGACGTCCCGC

mmu-miR-219 REVERSE

TCCTGCGGGACGTCCAGACGCAACTCTCGGCCGGAGCCAGAGACTCGAGAATTGCGTTTGGACAATCA

mmu-miR-222 FORWARD

GCTGTCAGTAGCCAGTGTAGATCCTGTCTTTGGTAATCAGCAGCTACATCTGGCTACTGGGTC

mmu-miR-222 REVERSE

TCCTGACCCAGTAGCCAGATGTAGCTGCTGATTACCAAAGACAGGATCTACACTGGCTACTGA

mmu-miR-223 FORWARD

GCTGCGTGTATTTGACAAGCTGAGTTGGACACTCTGTGTGGTAGAGTGTCAGTTTGTCAAATACCCCAC

mmu-miR-223 REVERSE

TCCTGTGGGGTATTTGACAAACTGACACTCTACCACACAGAGTGTCCAACTCAGCTTGTCAAATACACG

mmu-miR-27a FORWARD

GCTGAGGGCTTAGCTGCTTGTGAGCAAGGTCCACAGCAAAGTCGTGTTCACAGTGGCTAAGTTCCGCC

mmu-miR-27a REVERSE

TCCTGGCGGAACTTAGCCACTGTGAACACGACTTTGCTGTGGACCTTGCTCACAAGCAGCTAAGCCCT

mmu-miR-28 FORWARD

GCTGAAGGAGCTCACAGTCTATTGAGTTGCCTTTCTGATTCTCCCACTAGATTGTGAGCTGCTGGAC

mmu-miR-28 REVERSE

TCCTGTCCAGCAGCTCACAATCTAGTGGGAGAATCAGAAAGGCAACTCAATAGACTGTGAGCTCCTT

mmu-miR-290 FORWARD

GCTGGTACTCAAACTATGGGGGCACTTTTTTTTTTCTTTAAAAAGTGCCGCCTAGTTTTAAGCCCC

mmu-miR-290 FORWARD

GCTGGTACTCAAACTATGGGGGCACTTTTTTTTTTCTTTAAAAAGTGCCGCCTAGTTTTAAGCCCC

mmu-miR-290 REVERSE

TCCTGGGGCTTAAAACTAGGCGGCACTTTTTAAAGAAAAAAAAAAGTGCCCCCATAGTTTGAGTAC




mmu-miR-290 REVERSE

TCCTGGGGCTTAAAACTAGGCGGCACTTTTTAAAGAAAAAAAAAAGTGCCCCCATAGTTTGAGTAC

mmu-miR-298 FORWARD

GCTGGGCAGAGGAGGGCTGTTCTTCCCTTGAGTTTTATGACTGGGAGGAACTAGCCTTCTCTCAGCC

mmu-miR-298 REVERSE

TCCTGGCTGAGAGAAGGCTAGTTCCTCCCAGTCATAAAACTCAAGGGAAGAACAGCCCTCCTCTGCC

mmu-miR-299 FORWARD

GCTGTGGTTTACCGTCCCACATACATTTTGAGTATGTATGTGGGACGGTAAACCGCTTC

mmu-miR-299 REVERSE

TCCTGAAGCGGTTTACCGTCCCACATACATACTCAAAATGTATGTGGGACGGTAAACCA

mmu-miR-29b FORWARD

GCTGGCTGGTTTCATATGGTGGTTTAGATTTAAATAGTGATTGTCTAGCACCATTTGAAATCAGTGTTC

mmu-miR-29b REVERSE

TCCTGAACACTGATTTCAAATGGTGCTAGACAATCACTATTTAAATCTAAACCACCATATGAAACCAGC

mmu-miR-323 FORWARD

GCTGAGGTGGTCCGTGGCGCGTTCGCTTCATTTATGGCGCACATTACACGGTCGACCTCTC

mmu-miR-323 REVERSE

TCCTGAGAGGTCGACCGTGTAATGTGCGCCATAAATGAAGCGAACGCGCCACGGACCACCT

mmu-mir-344 FORWARD

GCTGCCAGTCAGGCTCCTGGCTAGATTCCAGGTACCAGCTGGTACCTGATCTAGCCAAAGCCTGACTGTC

mmu-miR-344 FORWARD

GCTGCCAGTCAGGCTCCTGGCTAGATTCCAGGTACCAGCTGGTACCTGATCTAGCCAAAGCCTGACTGTC

mmu-mir-344 REVERSE

TCCTGACAGTCAGGCTTTGGCTAGATCAGGTACCAGCTGGTACCTGGAATCTAGCCAGGAGCCTGACTGG

mmu-miR-344 REVERSE

TCCTGACAGTCAGGCTTTGGCTAGATCAGGTACCAGCTGGTACCTGGAATCTAGCCAGGAGCCTGACTGG

mmu-miR-34c FORWARD

GCTGAGGCAGTGTAGTTAGCTGATTGCTAATAGTACCAATCACTAACCACACAGCCAGGC

mmu-miR-34c REVERSE

TCCTGCCTGGCTGTGTGGTTAGTGATTGGTACTATTAGCAATCAGCTAACTACACTGCCT

mmu-miR-380 FORWARD

GCTGATGGTTGACCATAGAACATGCGCTACTTCTGTGTCGTATGTAGTATGGTCCACATCTTC

mmu-miR-380 REVERSE

TCCTGAAGATGTGGACCATACTACATACGACACAGAAGTAGCGCATGTTCTATGGTCAACCAT

mmu-miR-423 FORWARD

GCTGTGAGGGGCAGAGAGCGAGACTTTTCTATTTTCCAAAAGCTCGGTCTGAGGCCCCTCAGTC

mmu-miR-423 REVERSE

TCCTGACTGAGGGGCCTCAGACCGAGCTTTTGGAAAATAGAAAAGTCTCGCTCTCTGCCCCTCA

mmu-miR-433 FORWARD

GCTGTACGGTGAGCCTGTCATTATTCAGAGAGGCTAGATCCTCTGTGTTGAGAAGGATCATGATGGGCTCCTCGGTGTC

mmu-miR-433 REVERSE

TCCTGACACCGAGGAGCCCATCATGATCCTTCTCAACACAGAGGATCTAGCCTCTCTGAATAATGACAGGCTCACCGTA

mmu-mir-450a FORWARD

GCTGGTTTTTGCGATGTGTTCCTAATATGTGCTATAATTATATTGGGAACATTTTGCATAAATC

mmu-miR-450a FORWARD

GCTGGTTTTTGCGATGTGTTCCTAATATGTGCTATAATTATATTGGGAACATTTTGCATAAATC

mmu-mir-450a REVERSE

TCCTGATTTATGCAAAATGTTCCCAATATAATTATAGCACATATTAGGAACACATCGCAAAAAC

mmu-miR-450a REVERSE

TCCTGATTTATGCAAAATGTTCCCAATATAATTATAGCACATATTAGGAACACATCGCAAAAAC

mmu-miR-450b FORWARD

GCTGTTTTGCAGTATGTTCCTGAATACATAACATAAGCGTATTGGGAACATTTTGCATGCATC

mmu-miR-450b REVERSE

TCCTGATGCATGCAAAATGTTCCCAATACGCTTATGTTATGTATTCAGGAACATACTGCAAAA

mmu-miR-466d FORWARD

GCTGTGTGTGTGCGTACATGTACATGTGTGTATATGAATATACATATACATACACGCACACATAGATACGCACGCACAC

mmu-miR-466d REVERSE

TCCTGTGTGCGTGCGTATCTATGTGTGCGTGTATGTATATGTATATTCATATACACACATGTACATGTACGCACACACA

mmu-miR-467b FORWARD

GCTGGTAAGTGCCTGCATGTATATGCGTGTATATTTTATGCATATACATACACACACCAACACC

mmu-miR-467b REVERSE

TCCTGGTGTTGGTGTGTGTATGTATATGCATAAAATATACACGCATATACATGCAGGCACTTAC

mmu-miR-487b FORWARD

GCTGTGGTTATCCCTGTCCTCTTCGCTTCACTCATGCCGAATCGTACAGGGTCATCCACTTC

mmu-miR-487b REVERSE

TCCTGAAGTGGATGACCCTGTACGATTCGGCATGAGTGAAGCGAAGAGGACAGGGATAACCA

mmu-miR-488 FORWARD

GCTGCCCAGATAATAGCACTCTCAAACAAGTTTCCATGTTGTTTGAAAGGCTGTTTCTTGGTCC

mmu-miR-488 REVERSE

TCCTGGACCAAGAAACAGCCTTTCAAACAACATGGAAACTTGTTTGAGAGTGCTATTATCTGGG

mmu-miR-544 FORWARD

GCTGTCTTGTTAAAAAGCAGAGTCTGATTGAGGGGCCAAGATTCTGCATTTTTAGCAAGCTCC

mmu-miR-544 REVERSE

TCCTGGAGCTTGCTAAAAATGCAGAATCTTGGCCCCTCAATCAGACTCTGCTTTTTAACAAGA

mmu-miR-9 FORWARD

GCTGATCTTTGGTTATCTAGCTGTATGAGTGGTGTGGAGTCTTCATAAAGCTAGATAACCGAAAGTC

mmu-miR-9 REVERSE

TCCTGACTTTCGGTTATCTAGCTTTATGAAGACTCCACACCACTCATACAGCTAGATAACCAAAGAT

rno-leu-7f-1 FORWARD

GCTGGAGTGAGGTAGTAGATTGTATAGTTGTGGGGTAGTGATTTTACCCTGTTTAGGAGATAACTATACAATCTATTGCCTTC
CCC

rno-leu-7f-1 REVERSE

TCCTGGGGAAGGCAATAGATTGTATAGTTATCTCCTAAACAGGGTAAAATCACTACCCCACAACTATACAATCTACTACCTC
ACTC

mo-miR-136 FORWARD

GCTGAGGACTCCATTTGTTTTGATGATGGATTCTTAAGCTCCATCATCGTCTCAAATGAGTCTTC




mo-miR-136 REVERSE

TCCTGAAGACTCATTTGAGACGATGATGGAGCTTAAGAATCCATCATCAAAACAAATGGAGTCCT

mo-miR-146b FORWARD

GCTGTCTGAGAACTGAATTCCATAGGCTGTGAGCTCTAGCAGACGCCCTAGGGACTCAGTTCTGGTC

mo-miR-146b REVERSE

TCCTGACCAGAACTGAGTCCCTAGGGCGTCTGCTAGAGCTCACAGCCTATGGAATTCAGTTCTCAGA

rmo-miR-290 FORWARD

GCTGTCTCAAACTATGGGGGCACTTTTTTTTTCTTTAAAAAGTGCCGCCAGGTTTTAGGC

rmo-miR-290 REVERSE

TCCTGCCTAAAACCTGGCGGCACTTTTTAAAGAAAAAAAAAGTGCCCCCATAGTTTGAGA

mo-miR-337 FORWARD

GCTGGAACGGCGTCATGCAGGAGTTGATTGCACAGCCATTCAGCTCCTATATGATGCCTTTCC

rmo-miR-337 REVERSE

TCCTGAAAGGCATCATATAGGAGCTGAATGGCTGTGCAATCAACTCCTGCATGACGCCGTTC

rno-miR-344a-3p FORWARD

GCTGACCAGTCAGGCTCCTGGCTAGATTCCAGGTACCAACTGGTACCTGATCTAGCCAAAGCCTGACCGTC

rno-miR-344a-3p REVERSE

TCCTGACGGTCAGGCTTTGGCTAGATCAGGTACCAGTTGGTACCTGGAATCTAGCCAGGAGCCTGACTGGT

rno-miR-345-3p FORWARD

GCTGGCCTGCTGACCCCTAGTCCAGTGCTTGTGGTGGCTACTGGGCCCTGAACTAGGGGTCTGGAGACC

rno-miR-345-3p REVERSE

TCCTGGTCTCCAGACCCCTAGTTCAGGGCCCAGTAGCCACCACAAGCACTGGACTAGGGGTCAGCAGGC

rno-miR-450a FORWARD

GCTGTTTTGCGATGTGTTCCTAATGTGTGCTACAATTATATTGGGAACATTTTGCATAAC

rno-miR-450a REVERSE

TCCTGTTATGCAAAATGTTCCCAATATAATTGTAGCACACATTAGGAACACATCGCAAAA
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