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Name p-value Overlap ¥ ‘» 1 -
CAMP-mediated signaling 1.33E-05 112% 241214 E qc)
G-Protein Coupled Receptor Signaling 2.44E-05 10.2% 27/266 o E
nNOS Signaling in Skeletal Muscle Cells 1.94E-04 35.7% 5/14 ®
Amyotrophic Lateral Sclerosis Signaling 2.00E-04 12.8% 14/109 g
Melatonin Signaling 5.41E-04 147 % 10/68 8
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Name pvalue Overlap © X Q
Axonal Guidance Signaling 6.73E-07 73% 321438 S @\ Cg
Leukocyte Extravasation Signaling 5.70E-05 83% 17/204 s Q (&}
Protein Kinase A Signaling 1.1ME04 65% 241370 = ):\
Gap Junction Signaling 2.09E-04 85% 14/165 GEJ @\
G12/13 Signaling 217E-04 94 % 121127 Q




