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SUPPLEMENTARY INFORMATION

Supplementary Table S1. Statistical analysis of real-time data for SDF muscle



type of injury

CRUSH

gene time point fold change p- value
ErbB2 7 days 3.28+0.73 0.011
3 days 2.67+0.83 0.031
ErbB3 14 days 2.71£0.09 0.022
7 days 2.57+0.8 0.047
ErbB4 14 days 3.32+£0.39 0.006
NRG1 I-I 1 day 8.35+3.95 0.002
1 day 4.66 + 1.65 0.001
NRGI a 14 days 3.26 £ 0.97 0.015
NRGI 1 day 12.44 + 3.34 0.045
NRG1 type a 1 day 13.7+12.5 0.014
1 day 13.9+7.85 0.005
NRG1 type b 14 days 10.7 £ 6.37 0.011
3 days -1.44 £ 0.58 0.012
7 days -5.64 £0.13 0.000
NRG1 type ¢ 28 days -287+1.6 0.014
type of injury END-TO-END REPAIR
gene time point fold change p- value
14 days 7.92+3.33 0.007
ErbB2 28 days 6.88+3.0 0.006
3 days 3.75+1.37 0.013
ErbB3 28 days 2.81+0.39 0.026
NRGL1 I-11 1 day 5.08+ 2.78 0.05
NRG1 o 1 day 6.87 £2.26 0.085
NRGL1 type a 28 days 3.44 +1.17 0.036
NRG1 type b 1 day 530+£1.8 0.05
type of injury DENERVATED
gene time point fold change p- value
7 days 411+1.62 0.003
ErbB2 28 days 9.95+2.25 0.000
3 days 245+0.1 0.008
7 days 2.14 £ 0.37 0.029
ErbB3 28 days 2.92+£0.75 0.002
NRGI1 a 14 days 414+ 2.2 0.023
3 days 2.73£0.35 0.039
NRG1 type a 14 days 10.08 £4.15 0.000
NRG1 type b 14 days 12.12 £ 2.75 0.007
1 day -3.03+£1.02 0.004
NRG1 type ¢ 12 weeks 0.25£0.08 0.027
NRGL1 I-11 12 weeks 0.37+£0.04 0.000
NRGI1 B 12 weeks 0.11+£0.03 0.01




Supplementary Figure S1
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Figure S1. Full length western blots. Full length western blot for figure 3. The GAPDH band
image was acquired using Chemidoc XRS (Biorad) and Quantity One software.
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Figure S2. Full length western blots. Full length western blot for figure 6. The dotted box region
indicates, when there is more than one visible band, the cropped portion of the blot shown in the
main figure.



