Table S3. Top 100 SNP with the highest mean posterior probability (PP) for inclusion in the
model from the Holstein/Jersey reference population using BayesMV. Shading indicates
grouping of the QTLs according to their direction of effects on each of the traits; either fat (FY),
milk (MY) or protein (PY) yield*.

SNP name BTA position (bp) PProb FY MY PY Candidate gene
BovineHD0100011295 1 39389202 0.71 - - -
BovineHD4100000422 1 73302604 0.47 - - -
BovineHD0100025771 1 90629428 0.47 + - -
BovineHD0100033516 1 118736041 0.56 ) - (-)
BovineHD0100041639 1 144440699 0.49 - - - SLC37A1 [23]
BovineHD0200012097 2 41696846 0.79 + + +
BovineHD0200033645 2 116733758 0.49 (+) - -
BovineHD0200035007 2 120723058 0.74 + - -
BovineHD0200035125 2 121128861 0.57 - + +
BovineHD0200036222 2 124656921 0.56 + - -
BovineHD0200037477 2 129028018 0.48 (+) + -
BovineHD4100001819 3 7937124 0.58 + - +
BovineHD0300004800 3 14837576 0.64 + - +
BovineHD0300005092 3 15546316 1.00 - - + SLC50A1 [39]
BovineHD0300005121 3 15638565 0.61 - + -
BovineHD0300010269 3 32929783 0.51 + + +
BovineHD0300030794 3 107112873 0.44 + + +
BovineHD0300032672 3 113140396 0.63 + - -
BovineHD0400003444 4 11360411 0.81 - + +
BovineHD0400006694 4 22682241 0.47 + - -
BovineHD0400033443 4 115414057 0.49 + - -
BovineHD0500023925 5 84525667 0.60 + + +
BovineHD0500025181 5 88795885 0.54 - - -
BovineHD0500026635 5 93843392 0.47 + - -
BovineHD0500026645 5 93875727 0.60 + - +
BovineHD0500026860 5 94586978 0.80 + - - MGST1 [26]
BovineHD0500034287 5 118099483 0.60 + + -
BovineHD0500034328 5 118206134 0.46 + - +
BovineHD0600007970 6 28759913 0.69 - - -
BovineHD0600010605 6 38284780 0.46 + - + ABCG2 [40]
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PAEP / LGB

DGAT1 [19]
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Hapmap51965-BTA-101198
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BovineHD3000007194
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#absolute SNP effects < 1x10-3 are shown in brackets.
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0.48
0.80
0.46
0.60
0.50
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0.51
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0.45
0.49
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0.75
0.46
0.45
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0.46
0.54
0.46
0.48
0.78
0.53
0.55
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0.44
0.55
0.44
0.60
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0.60
0.55
0.48
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(+)

)
(+)

KCNJ2 (Fig. S2)

GHR [41]

GPAT4 [25]



There are 4 QTL types:

FY MY PY Comment

+ + + Increase in milk volume, fat and protein yield
- + + Decrease in fat yield, increase in milk volume and protein yield
+ - + Increase in milk solids (fat and protein yield) and decrease milk volume

+ + - Increase in milk volume and fat yield, decrease protein yield
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