
Contig DisplaySoftGenetics
Mutation Surveyor V4.0.8

2,3602,3402,3202,3002,2802,2602,2402,2202,2002,1802,1602,1402,1202,1002,0802,060

6,000
4,000
2,000

0

T C C C A G C G G C G C G C C A C C C G C A G C G G G G C G C A G
210 215 220 225 230 235

1R-->    LMNAgene_F_Synthesis_194.scf-->

2,3602,3402,3202,3002,2802,2602,2402,2202,2002,1802,1602,1402,1202,1002,0802,060

4,000

2,000

0

T C C C A G C G G C G C G C C A C C C G C A G C G G G G C G C A G
225 230 235 240 245 250 255

1R<--    LMNAgene_R_Synthesis_194.scf<--

2,3602,3402,3202,3002,2802,2602,2402,2202,2002,1802,1602,1402,1202,1002,0802,060

3,000
2,000
1,000

0

T C C C A G C G G C G C G C C A C C G C A G C G G G G C G C A G
65 70 75 80 85 90 95

1S-->    LMNA.ex1_16.0279_F_A01.ab1-->

2,3602,3402,3202,3002,2802,2602,2402,2202,2002,1802,1602,1402,1202,1002,0802,060

2,000
1,500
1,000

500
0

25.30
1545

1S-->    LMNA.ex1_16.0279_F_A01.ab1 Mutations:  29C>CT$25.3

2,3602,3402,3202,3002,2802,2602,2402,2202,2002,1802,1602,1402,1202,1002,0802,060

2,000
1,500
1,000

500
0

92.23
2221

1S<--    LMNA.ex1_16.0279_R_A02.ab1 Mutations:  29C>CT$92.2

2,3602,3402,3202,3002,2802,2602,2402,2202,2002,1802,1602,1402,1202,1002,0802,060

2,000

1,000

0

T C C C A G C G G C G C G C C A C C G C A G C G G G G C G C A G
105 110 115 120 125 130

1S<--    LMNA.ex1_16.0279_R_A02.ab1<--

2,3602,3402,3202,3002,2802,2602,2402,2202,2002,1802,1602,1402,1202,1002,0802,060

3,000

2,000

1,000

0

T C C C A G C G G C G C G C C A C C C G C A G C G G G G C G C A G
65 70 75 80 85 90 95

1S-->    LMNA.ex1_NC_F_A03.ab1-->

2,3602,3402,3202,3002,2802,2602,2402,2202,2002,1802,1602,1402,1202,1002,0802,060

2,000
1,500
1,000

500
0

1S-->    LMNA.ex1_NC_F_A03.ab1

2,3602,3402,3202,3002,2802,2602,2402,2202,2002,1802,1602,1402,1202,1002,0802,060

2,000
1,500
1,000

500
0

1S<--    LMNA.ex1_NC_R_A04.ab1

2,3602,3402,3202,3002,2802,2602,2402,2202,2002,1802,1602,1402,1202,1002,0802,060

2,000

1,000

0

T C C C A G C G G C G C G C C A C C C G C A G C G G G G C G C A G
105 110 115 120 125 130 135

1S<--    LMNA.ex1_NC_R_A04.ab1<--

K
M

Pa
ti

en
t

N
o

rm
al

 c
o

n
tr

o
l

c.29C>T heterozygous - present

Wild type

Appendix 1

Appendix 1. Sanger sequencing chromatogram completed by a CLIA certified laboratory



Antibody Clone, source and dilution Retrieval Protocol 
MHC1 HLA-ABC (Clone W6/32) 

Dako cat# M0736 used at a 
dilution of 1:1000 

I-View DAB Kit, 44 minutes primary antibody 
incubation (no heat) 

LAMIN A/C (Clone 131C3) Millipore cat# 
MAB3538 used at a dilution 
of 1:50 

I-View DAB Kit, 44 minutes primary antibody 
incubation (no heat) 

C5b9 (Clone aE11) Dako cat# 
M0777 used at a dilution of 
1:50 

UltraView DAB Kit, Ultra CC1 36 minutes, 32 
minutes primary antibody incubation at 37°C 

CD163 (Clone 10D6) Leica cat# 
NCL-CD163 used at a 
dilution of 1:100 

UltraView DAB Kit, Ultra CC1 36 minutes, 32 
minutes primary antibody incubation at 37°C 

CD3 (Clone 2GV6) Ventana cat# 
790-4341 (pre-dilute) 

UltraView DAB Kit, Ultra CC1 36 minutes, 28 
minutes primary antibody incubation at 36°C 

CD20 (Clone L26) Ventana cat# 
760-2531 (pre-dilute) 

UltraView DAB Kit, Ultra CC1 20 minutes, 32 
minute primary antibody incubation at 36°C, 
UltraWash 

Appendix 2. Antibodies used for immunohistochemistry 

Appendix 2


	appendix1_v2
	Appendix2

