Hendrix dataset

V]

P value 0.002
Fold change 1.212

0.5

log2 median-centered intensity

——

0.0
Ovary Serous Adenocarcinoma

O

1.0

P value 0.003
Fold change 1.203

-

log2 median-centered intensity

0.0 T

Ovary Endometrioid Adenocarcinoma

b

log2 median-centered intensity

(@}

log2 median-centered intensity

1.0

0.5

0.0

0.5

0.0

P value 0.001
Fold change 1.215

==
—

Ovary Mucinous Adenocarcinoma

P value 0.001
Fold change 1.201

=

Ovary Clear Cell Carcinoma

Supplementary Figure S8 PNPO mRNA expression in ovarian tissues. Data were

obtained from the microarray datasets of Hendrix

in Oncomine database

(www.oncomine.org). High level of PNPO mRNA expression was found in (a) serous

adenocarcinoma (n=41), (b) mucinous adenocarcinoma (13), (c) endometrioid

adenocarcinoma (n=37), and (d) clear cell carcinoma (n=8) compared with normal

ovary (n=4).




