
    1 TSDMATASPRTDTSNNHNGRLQMQVTVSSAKLK-RKKNWFGTTFYTELTADGEIKKTAKS clone 2
  1 MGSLTMKS-------------QLQITVISAKLKENKKNWFGPSPYVEVTVDGQSKKTEKC mouse PUL
  1 TNHVPTST-------------LVQNSC---------------CSYV---VNGDNTPSSPS human WWP1

 60 SSSSNPKWDEQLTVNVTPQTTLEFRVWSHHTLKADALLGRATVDLRQALEIHNRKLDKVK  clone 2
 49 NNTNSPKWKQPLTVIVTPTSKLCFRVWSHQTLKSDVLLGTAGLDIYETLKSNNMKLEEVV mouse PUL
 30 QVAARPKNTPAPKPLASEPA--------DDTVNGES-------SSFAPTDNASVTGTPVV human WWP1

120 EQLKLSLENKSGMVQTGELTVVLDGLVVEQESLTNLSSP-ATKVQQNGEAVHENRDASAR clone 2
109 MTLQL-VGDKEPTETMGDLSVCLDGLQVEAEVVTNGETSCSESTTQNDDGCRTRDDTRVS mouse PUL
 75 SEENA-LSPNCTSTTVEDPPV--------QEILTSSE----------NNECIPSTSAELE human WWP1

179 STSRSACDVSNGNDNQVPSNSVVQNAFCIEAVNGNNSPSPTHIAARPKNTPVPKPLGAEL clone 2
168 TNGSEDPEVAASGENKRA--------------NGNNSPSLSNGGFKPSRPPRPSRPPPPT mouse PUL
116 SEARSILEPDTSNSR-------------------------SSSAFEAAKSRQPD------ human WWP1

239 VNSTVNGETSSSAPETGNSSVSEAMVGSEEAPMSTDCTNTTAEPQSTEEAASCSESHTSA clone 2
214 PRRPASVNGSPSTNSDSDGSSTGSL-----------------PPTNTNVNTSTSEGATSG mouse PUL
145 ----------------------GCM-----------------DPVRQQSGNANTET---- human WWP1

299 LSVASAGLEASTTTDCAQPNTSTAADAAKPRESSSASSASGDPVRQQTVNAGTEPLPPGW clone 2
257 LII---------------PLTISGGSGPRPLNTVSQA-----------------PLPPGW mouse PUL
162 -------------------------------------------------------LPSGW human WWP1

359 EQRKDPHGRTYYVDHNTRTTTWERPQPLPPGWERRVDDRGRVYYVDHNTRTTTWQRPTME clone 2
285 EQRVDQHGRVYYVDHVEKRTTWDRPEPLPPGWERRVDNMGRIYYVDHFTRTTTWQRPTLE mouse PUL
167 EQRKDPHGRTYYVDHNTRTTTWERPQPLPPGWERRVDDRRRVYYVDHNTRTTTWQRPTME human WWP1

     WW domain  WW domain

419 SVRNFEQWQSQRNQLQGAMQQFNQRYLYSASMLSAEN-----DPLGPLPP-WERRVDSND clone 2
345 SVRNYEQWQLQRSQLQGAMQQFNQRFIYGNQDLFATSQNKEFDPLGPLPPGWEKRTDSNG mouse PUL
227 SVRNFEQWQSQRNQLQGAMQQFNQRYLYSASMLAAEN-----DPYGPLPPGWEKRVDSTD human WWP1

473 RVYFVNHNTKTTQWEDPRTQGLQNEDPLPEGWEIRYTREGVRYFVDHNTRTTTFNDPRTG clone 1
405 RVYFVNHNTRITQWEDPRSQGQLNEKPLPEGWEMRFTVDGIPYFVDHNRRATTYIDPRTG mouse PUL
282 RVYFVNHNTKTTQWEDPRTQGLQNEEPLPEGWEIRYTREGVRYFVDHNTRTTTFKDPRNG human WWP1
    WW domain  WW domain

533 KSSVNKG-PQIAYERSFRWKLAHFRYLCQSNAP clone 2
465 KSALDNG-PQIAYVRDFKAKVQYFRFWCQQLAMPQHIKITVTRKTLFEDSFQQIMSFSPQ mouse PUL
342 KSSVTKGGPQIAYERGFRWKLAHFRYLCQSNALPSHVKINVSRQTLFEDSFQQIMALKPY human WWP1

525 DLRRRLWVIFPGEEGLDYGGVAREWFFLLSHEVLNPMYCLFEYAGKDNYCLQINPASYIN mouse PUL
402 DLRRRLYVIFRGEEGLDYGGLAREWFFLLSHEVLNPMYCLFEYAGKNNYCLQINPASTIN human WWP1

Putative E2-bindng domain

585 PDHLKYFRFIGRFIAMALFHGKFIDTGFSLPFYKRILNKPVGLKDLESIDPEFYNSLIWV mouse PUL
462 PDHLSYFCFIGRFIAMALFHGKFIDTGFSLPFYKRMLSKKLTIKDLESIDTEFYNSLIWI human WWP1

645 KENNIEECGLEMYFSVDKEILGEIKSHDLKPNGGNILVTEENKEEYIRMVAEWRLSRGVE mouse PUL
522 RDNNIEECGLEMYFSVDMEILGKVTSHDLKLGGSNILVTEENKDEYIGLMTEWRFSRGVQ human WWP1

705 EQTQAFFEGFNEILPQQYLQYFDAKELEVLLCGMQEIDLNDWQRHAIYRHYTRTSKQIMW mouse PUL
582 EQTKAFLDGFNEVVPLQWLQYFDEKELEVMLCGMQEVDLADWQRNTVYRHYTRNSKQIIW human WWP1

                                                               *
765 FWQFVKEIDNEKRMRLLQFVTGTCRLPVGGFADLMGSNGPQKFCIEKVGKENWLPRSHTC mouse PUL
642 FWQFVKETDNEVRMRLLQFVTGTCRLPLGGFAELMGSNGPRNS                   human WWP1

HECT domain

825 FNRLDLPPYKSYEQLKEKLLFAIEETEGFGQE mouse PUL


