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-I DLA------ KKDI F- - GASDPYVKLSL YVADENREL AL VQTKTI KKTLNPKWNEEFYF

HLDLPLSPLPTSDELFLPG CDPYVKLSL YVADENRELALVQTKTI KKTLNPKWNEEFYF

-TDLA------ KKDI F- - GASDPYVKL SL YVADENRELAL VOTKTI KKTLNPKWNEEFFF
C2 domai n

RVNPTNHRL L FEVFDENRL TRDDFL GQVDVPL SHL PTEDPSMVERPYTFKDFL L RPRSHKS

RVNPSNHRL L FEVFDENRL TRDDFL GQVDVPL SHL PTEDPTMVERPYTFKDFL L RPRSHKS
RVHPTNHRL L FEVFDENRL TRDDFL GQVDVPL NHL PTEDPTMERPY TFKDFL L RPRSHKS

RVKGFL RLKMAYMPKNGGQEEENSDQRDESEHGADVVDSSDSASQRQEEL PPPPL PPGE
RVKGFL RLKMAYMPKNGGQDEENS EHGWEVVDSNDSASQHOEEL PPPPL PPGAE
RVKGFL RLKMAYL PKNGVQEEE TNEQREESEQAVDVVDSNDSSSPHQCEL PAPPNPPGAE

EKVDNL GRTYYVNHNNRT TQAHRPSL | DVGSDSDNNI RQ NHEAAHRRFRSRRHI SEDLE

EKVDNL GRTYYVNHNNRT TQAHRPSL VDVSSESDNNI RQI NQEAAHRRFRSRRHI SEDLE

EKVDNL GRTYYVNHNNKSTOARPSL | DVASESDNNI RYl CQEA- HRVFRSRRHI SEDLE
VWV domai n

PEPLET- GDI PEPWEAI SEEASATGDTL SLSLPPPPASPVSRSSPCQEL SEELSRRLQ TP
PEPSEG- GDVPEPVEETI SEEVNI AGDSL CLALPPPPASPCSRTSPQELSEELSRRLQ TP
PEHLEGVGDIVPEPWET| SEEMTL TADTLNQSLPPP- ASPDSRATANVELSEELNRRLQ SS

DSNGEQL SSLI QRDPSSRLRSCSVTDTVAEQSGLSLPS- - - = = =« == =< 2o mc e o - VA
DSNGEQFSSLI QREPSSRLRSCSVTDAVAEQCHLPPPS- - - - - - < = - < << << < - - - VA
DSNGEQFSS! | QREPSTRLRSCSVTDGVPEQAHL SLPSTSTGRARSSTVTGGEDSTPTVA

YVHT TPGA. PSGNEERKDAKGRT YYVNHNNRT TTWI RPI MQL AEDGVWGSAANNNNHL SEP

YVHTTPGA. PSGAEERKDAKGRTYYVNHNNRT TTWIRPI MOL AEDGASGSATNSNNHL | EP

YVHTTPG. PSGAEERKDAKGRTYYVNHNNRTTTWIRPI VQHAEDGAVGSTSNSSNHL SEP
VWV donai n

Q RRPRSLSSPTVTLSAPL EGVKDSPVRRAVKDTL SNPQSPQPSPYNSPKPOQHKVAQSFL
Q RRPRSLSSPTVTLSAPL EGAKDSPVRRAVKDT L SNPQSPQPSPYNSPKPOHKVTQSFL
Q RRPRSLSSPTVTLSAPL EGTKDFPVRRAVKDT L SNPQSPOQPSPYNSPKPQHKCAQSFL

PPGNEVRI APNGRPFFI DHNTKT TTWEDPRL KFPVHL RTKASL NPNDL GPL PPGWEERI H

PPGNEVRI APNGRPFFI DHNTKT T TWEDPRL KFPVHVRSKTSLNPNDL GPL PPGWEERI H

PPGAEVRI APNGRPFEFI DHNTKTTTWEDPRL KFPVHVRTKASL NPNDL GPL PPGWEERI H
VWV domai n

LDGRTFYI DHNNKI TOAEDPRL QNPAI TGPAVPYSREFKQKR

LDGRTFYI DHNSKI TOANEDPRL ONPAI TGPAVPYSREFKQOKYDYFRKKLKKPADI PNRFE

VDGRTFYI DHNTKI TQAEDPRL ONPAI TGPAVPYSREFKQKYDYFRKKLKKPADI PNRFE
VWV donmi n

VKLHRNNI FEESYRRI M5VKRPDVL KARLW EFESEKGLDYGGVAREWFFL L SKEMFNPY
MKLHRNNI FEESYRRI MSVKRPDVLKARLW EFESEKG. DYGGVAREWFFL L SKEMENPY

YGLFEYSATDNYTLQ NPNSGLCNEDHLSYFTFI GRVAGLAVFHGKLLDGFFI RPFYKMM
YGLFEYSATDNYTLQ NPNSGLCNEDHL SYFTFI GRI AGLAVFHGKL L DGFFI RPFYKMM
Put ati ve E2-bi ndi ng domai n

LGKQ TLNDMVESVDSEYYNSLKW LENDPTEL DLM-Cl DEENFGQT YQVDL KPNGSEI MV
LGKQ TLKDVESVDSEYYNSL KW L ENDPTEL DLMFCI DEENFGQTYQVDLKPNGSEMVV

TNENKREY! DLVI QARFVNRVQKQWNAFLEGFTELLPI DLI KI FDENELELLMCGLGDVD
TNDNKREY! DLVI QARFVNRVQKQWNAFLEGFTELI Al DLI KI FDENELELLMCG-GDVD

VNDWRQHSI YKNGYCPNHPVI QAWFWKAVL L MDAEKRI RLLQFVTGTSRVPVNGFAELYGS
VNDWRCQHT L YKNGYCPNHPAVOQWFWKAVL L VDAEKRI RLL QFVTGTSRVPMNGFAEL YGS
HECT donmi n

*

NGPQLFTI EQWGSPEKL PRAHT CFNRL DL PPYETFEDL REKL L MAVENAQGFEGVYD 980
NGPQLFTI EQAGSPDKL PRAHT CENRL DL PPYDSFEDL REKL L MAVENAQGFEGVD 956
*
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