
O’Geen, S3 Fig 

FW guide

     CTGACTGGGCCTGCTATCTGT

GACTGACCCGGACGATAGACA
     |||||||||||||||||||||
5’ P-CTGACTGGGCCTGCTATCTGT 3’

Target region and synthetic guide 

  3’ GACTGACCCGGACGATAGACA-P 5’
     |||||||||||||||||||||

CTGACTGGGCCTGCTATCTGT

GACTGACCCGGACGATAGACA
     |||||||||||||||||||||
5’ P-CTGACTGGGCCTGCTATCTGT 3’FW guide

RV guide

                           spacer           
3’ GACGGGGTGTTTTGGTTCGCT-P 5’

                                         |||||||||||||||||||||
     CTGACTGGGCCTGCTATCTGTnnnnnnnnnnnnnnnCTGCCCCACAAAACCAAGCGA

GACTGACCCGGACGATAGACAnnnnnnnnnnnnnnnGACGGGGTGTTTTGGTTCGCT
     |||||||||||||||||||||
5’-P-CTGACTGGGCCTGCTATCTGT 3’FW guide

RV guide
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S3 Fig. Design of hTtAgo guide DNAs. Diagram illustrating the three different gDNA 
constellations that were tested: forward (FW) guide only, forward (FW) and reverse (RV) 
guides or forward (FW) and reverse (RV) guides separated by a 15-nt spacer sequence. 
The genomic RPL13A target site is indicated in blue and complementary ssDNA guides 
are indicated in red. 


