A B
HCT116

HEK293T
(induced in HCT116PARP-- relative to HCT116EY)

(induced in HEK293TPARP-- rglative to HEK293TEY)

PANTHER GO-Slim Molecular Function
Tetal ® Genas: 411 Total # funcuion hits: 343

lim
Total # Ganes: 313 Total # function hits: 353

Click to get gene kst for a category:

@ binding (G0:0005483) ©

B catalyic activity (G0:0003824) B

W channel requiator activity (G0:0016247) @

W receptor activity (GO:0004872) ®

W signal transducer activity (GO:0004871) B

W structural molecule activity Ll
a0 L v R H 2

**Chart toolkips are read asi Category name (Accession);  ganes; Percent of gene
it against total # genes: Percect of gene kit against total # Function

Click to get gene list for a category
W binding (GO:0005488) ¢

W catalvtc activity (GO:0003824) 9
W channel regulator activty (GQ:0016247 2
B receptor activity (GO:0004872) 9
W signal transducer activity (GO:0004871) B
B stryctyeal molecyle activity (GO:0005198) @
requlator activity { 10045182) 2
a0 i vl 2

22Churt touits sco read ez Catagory neme {Accession): @ gunass Percact of geme bt
against total @ genas; Percent of gene Kt against total @ Function hits

PANTHER GO-Slim Molecular Function
Lavel 3: be 0:0005408)

Total # Genes: 31 Total # function hits: 102

GO-Slim
Level 1: binding (G0:0003488)
Total # Genes: 130 Total @ functien hits: 181

Click to get gene list for a category Click to get gene list for a category
B calcium ion binding (GO:0005509) = B calcium ion binding (GO:0005509) @
o o binding ( 5544) 9 L E=1t h iinid binding (G 2
M jipid binding (GO:0008289) ® W chromatin binding (GO:0003682) 9
nucleic acid binding (GO: 76) ® W koid binding (GO:0008289) B
pucleotide binding (G010000166) 9 nugleic acid binding (GO:0003676)  ®
W protein binding (GO:000551S) ¢ W protein binding (GO:0005515) ©

**Chart tooltips are read asi Category name (Accession)i @ genes; Percent of
gene hit against total @ ganes; Percest total # Puncticn
has

**Chart tooltips are read as: e (Accession): # genes; Percest of
fane it agaieat total ® ganas: Percent of gene NE gainst toeal & Function

PANTHER GO-Slim Molecular Function
Lavel 1: binding (G0-0005488)

PANTHER GO-Slim Molecular Function
Level 2 protein bindng (G0:0005515)
Total ® Ganes: 63 Total ® function hits: 41

Level 1: binding (60.0005488)
Level 2: proten binding (G0:0003313)
Total # Genes: 82 Total ® function hits: 43

Chck(ogetpenehslloracalegoty

Click to get gene list for a category
W calmodulin binding (GQ:0005516) 9 W calmodybn binding (G0:0005516) @
L] protein binding 2) 9 L] protein binding ) 2
8 protein binding factor activity 2 8 protein binding factor activity E]
W receptor binding (GO:0005102) © W receptor binding (G0:0005102) ¢
*+Chart tooltigs are read 51 Category name (Accession): # genes: Percent of **Chart tociti
geoe bt total ® genes: Percant of gane ht against total ® Funct

ips ace rand as: Category name (Accession): ® genes: Percet of
gene hit against total # genes; Percent of gene Nt against total # Function
hits



