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Igf2-PO0-promoter sequence

ZFP568 binding site
—————————————— CCCCCCGCCATTTTACCAGTGCCACGTCCACCAACATTCCAGGGTGTCAAGTAACTGCCAAGTGTCACTCTAAGTAAAGCTACACCCACTCCCCACCACCTCCACATAGCCCCCACCTCCTAGCTGG
CCCCCECCATTTTACCAGTGCCACGTCCACCAACATTCCGGGGTGTCAAGTAACTGCCAAGTGTCACTCTAAGTAAAGCTACACCCACTCCCCACCACCTCCACATAGCCCCCACCTCCTAGCTGG
——————————— TATTCCTCCACCATTTTACCAGTGCCACGCCCACCAACATTCCAGGGTGTCAAGTAACTGCCAAGTGTCACTCTAAGTAGAGCTACACCCACTCCCCACTACCTCCACATAGCCCCTACCTCCTGGCAGG
CTAATTTGCATAAGCCACGCCCCITTTTACCTGTGCCACGCCCACAGACATTCCAGGGTGTCAGGTGACTGCCAGGTGTCAATCC-AGTGAAGCCCCACCCACTCTCCACC-CCTGCACATAGTCCCTACCCCCTAGCTAA

CAGGGA--GCTTCTGGCTT-ATGCCCACGCCCACAGGCGCCTTTCTGCCAGGTCAGGGGTGGGCCAAACCTCCACCCGCTAATGTACC-ATGCCCTGGTGCTGGAAAGTGCCTGAGCCAGCTGCCCCAGCGGCCTCAGCAC
CAGGGA--GCTTCTGGCTT-ATGCCCACGCCCACAGGCGCCTTTCTGCCAGGTCAGGGGTGGGCCAAACCTCCACCCCCTAATGTACC-ATGCCCTGGTGCTGGAAAGTGCCTGAGCCAGCTGCCCCAGCGGCCTCAGCAC
CAGGGG--GCTTCTGGCTT-ATACCCACGCCCACAGGCGCCTTTCTGCCAGGTCAGAGGTGGGCCAAACCTCCATCCCCTAATGCACC-ATGCCCTGGTGCTGGAAAGTGCCTGAGCCAGCTGCCCCAGCGGCCTCAGCAC
CAGGAAGTGCTTCTAGCTTAATTCAAACCTGCATAGACGCCTTCCTGTCT-GTCAGGCAGGGGCCAAAGCCCCACCCTCTAATGCCCCCATACCCTAGTGTGGGAAAGCGCCATAGCCAGCTGCCCCATAAGTCTTTGCAG

TACCAAGTTGGCACAAAGCTCCCCAAATTCGGAGGGGCTCAGGGAAACGAGTGGAGGGGATGAGGAGGTGAGGGGTAAACCCATCATTTCAGTTGGCATTTGAGCAGGTGCCATGCTCAGCGGAAGCTTGGCATTCCGGTA
TACCAAGTTGGCACAAAGCTCCCCAAATTCGGAGGGGCTCAGGGAAACGAGTGGAGGGGATGAGGAGGTGAGGGGTAAACCCATCATTTCAGTTGGCATTTGAGCAGGTGCCATGCTCAGC-~-AAGCTTGGCATTCCGGTA
TACCAAGTTGGCACAAAGCTCCCCAAATTTGGAGGGGCTCAGGGAAAGGAGTGGAGGGGAAGAGGAGGTGAGGGGTGAACCCATCATTTCAGTTGGCATTTGAGCAGGTGCCATGCTC————~ AAGCTTGGCATTCCGGTA
TACTTTACTGGCATATCATTTCCCAAATTTGGAGGGGGCTGGAAGTGGGCGTGGAGGGGACGAGGTG~~~AGGGATAAAAGCGT~~~~~—~ GGTGTCATTCGAGCAGGTGCCTTACTCAGTGGAAGCTTGGCATTCCGGTA




