Supplementary Dataset 1:

This dataset contains the precursor sequences of the human proteins (Part A), as well as
processed active sequences of the precursors (Part B, p.8), that were used for the viral genome
database search using tBlastn. The Fasta format sequences of the proteins were obtained from
Uniprot, and the link for each protein is reported below the sequence. The processed sequences
were also obtained from Uniprot.

PART A. Protein Sequences and Uniprot Links

>sp|P01308|INS HUMAN Insulin OS=Homo sapiens GN=INS PE=1 SV=1
MALWMRLLPLLALLALWGPDPAAAFVNQHLCGSHLVEALYLVCGERGFEFYTPKTRREAED
LOVGQVELGGGPGAGSLOQPLALEGSLOKRGIVEQCCTSICSLYQLENYCN

http://www.uniprot.org/uniprot/P01308#sequences

>sp|P05019|IGF1 HUMAN Insulin-like growth factor I OS=Homo sapiens GN=IGF1
PE=1 Sv=1

MGKISSLPTQLFKCCFCDFLKVKMHTMSSSHLEFYLALCLLTFTSSATAGPETLCGAELVD
ALQFVCGDRGFYFNKPTGYGSSSRRAPQTGIVDECCFRSCDLRRLEMYCAPLKPAKSARS
VRAQRHTDMPKTQKYQPPSTNKNTKSQRRKGWPKTHPGGEQKEGTEASLOIRGKKKEQRR
EIGSRNAECRGKKGK

http://www.uniprot.org/uniprot/P05019#sequences

>sp|P01344|IGF2 HUMAN Insulin-like growth factor II OS=Homo sapiens GN=IGF2
PE=1 Sv=1

MGIPMGKSMLVLLTFLAFASCCIAAYRPSETLCGGELVDTLQFVCGDRGEFYFSRPASRVS
RRSRGIVEECCFRSCDLALLETYCATPAKSERDVSTPPTVLPDNFPRYPVGKFFQYDTWK
QSTORLRRGLPALLRARRGHVLAKELEAFREAKRHRPLIALPTQDPAHGGAPPEMASNRK

http://www.uniprot.org/uniprot/P01344#sequences

>sp|P01275|GLUC_HUMAN Glucagon OS=Homo sapiens GN=GCG PE=1 SV=3
MKSIYFVAGLEVMLVQGSWQORSLODTEEKSRSEFSASQADPLSDPDOMNEDKRHSQGTETS
DYSKYLDSRRAQDEFVQWLMNTKRNRNNIAKRHDEFERHAEGTEFTSDVSSYLEGQAAKEFI
AWLVKGRGRRDFPEEVAIVEELGRRHADGSFSDEMNT ILDNLAARDEFINWLIQTKITDRK

http://www.uniprot.org/uniprot/P01275#sequences

>sp|000253 | AGRP_HUMAN Agouti-related protein OS=Homo sapiens GN=AGRP PE=1
sv=1

MLTAAVLSCALLLALPATRGAQMGLAPMEGIRRPDOALLPELPGLGLRAPLKKTTAEQAE
EDLLQEAQALAEVLDLODREPRSSRRCVRLHESCLGQQVPCCDPCATCYCRFFNAFCYCR
KLGTAMNPCSRT

http://www.uniprot.org/uniprot/000253

>sp|P01189|COLI_HUMAN Pro-opiomelanocortin OS=Homo sapiens GN=POMC PE=1 SV=2
MPRSCCSRSGALLLALLLQASMEVRGWCLESSQCQOQDLTTESNLLECIRACKPDLSAETPM
FPGNGDEQPLTENPRKYVMGHFRWDRFGRRNSSSSGSSGAGQKREDVSAGEDCGPLPEGG
PEPRSDGAKPGPREGKRSYSMEHFRWGKPVGKKRRPVKVYPNGAEDESAEAFPLEFKREL
TGQRLREGDGPDGPADDGAGAQADLEHSLLVAAEKKDEGPYRMEHFRWGSPPKDKRYGGF
MTSEKSQTPLVTLFKNAITIKNAYKKGE

http://www.uniprot.org/uniprot/P011894#sequences
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>sp|P41159|LEP HUMAN Leptin OS=Homo sapiens GN=LEP PE=1 SV=1
MHWGTLCGFLWLWPYLFYVQAVPIQKVODDTKTLIKTIVTRINDISHTQSVSSKQKVTGL
DFIPGLHPILTLSKMDQTLAVYQQILTSMPSRNVIQISNDLENLRDLLHVLAFSKSCHLP
WASGLETLDSLGGVLEASGYSTEVVALSRLOGSLODMLWQLDLSPGC

http://www.uniprot.org/uniprot/P411594#sequences

>sp|P01375|TNFA HUMAN Tumor necrosis factor OS=Homo sapiens GN=TNF PE=1 SV=1
MSTESMIRDVELAEEALPKKTGGPQGSRRCLFLSLFSFLIVAGATTLFCLLHFGVIGPQR
EEFPRDLSLISPLAQAVRSSSRTPSDKPVAHVVANPQAEGQLOWLNRRANALLANGVELR
DNQLVVPSEGLYLIYSQVLFKGQGCPSTHVLLTHTISRIAVSYQTKVNLLSAIKSPCQORE
TPEGAEAKPWYEPIYLGGVFQLEKGDRLSAEINRPDYLDFAESGQVYFGIIAL

http://www.uniprot.org/uniprot/P01375#sequences

>sp|P06307|CCKN_HUMAN Cholecystokinin OS=Homo sapiens GN=CCK PE=1 SV=1
MNSGVCLCVLMAVLAAGALTQPVPPADPAGSGLQRAEEAPRRQLRVSQRTDGESRAHLGA
LLARYIQQOARKAPSGRMSIVKNLONLDPSHRISDRDYMGWMDEFGRRSAEEYEYPS

http://www.uniprot.org/uniprot/P06307#sequences

>sp|P01350|GAST HUMAN Gastrin OS=Homo sapiens GN=GAST PE=1 SV=1
MORLCVYVLIFALALAAFSEASWKPRSQOPDAPLGTGANRDLELPWLEQQGPASHHRRQL
GPQGPPHLVADPSKKQOGPWLEEEEEAYGWMDEFGRRSAEDEN

http://www.uniprot.org/uniprot/P01350

>sp|P01160|ANF HUMAN Natriuretic peptides A OS=Homo sapiens GN=NPPA PE=1 SV=1
MSSEFSTTTVSFLLLLAFQLLGQTRANPMYNAVSNADLMDFKNLLDHLEEKMPLEDEVVPP
QVLSEPNEEAGAALSPLPEVPPWTGEVSPAQRDGGALGRGPWDSSDRSALLKSKLRALLT
APRSLRRSSCFGGRMDRIGAQSGLGCNSFRYRR

http://www.uniprot.org/uniprot/P01160#sequences

>sp|P01178 |NEU1 HUMAN Oxytocin-neurophysin 1 OS=Homo sapiens GN=OXT PE=1 SV=1
MAGPSLACCLLGLLALTSACY IQNCPLGGKRAAPDLDVRKCLPCGPGGKGRCFGPNICCA
EELGCFVGTAEALRCQEENYLPSPCQSGQKACGSGGRCAVLGLCCSPDGCHADPACDAEA

TFSQR

http://www.uniprot.org/uniprot/P01178#sequences

>sp|P01185|NEU2 HUMAN Vasopressin-neurophysin 2-copeptin OS=Homo sapiens
GN=AVP PE=1 SV=2
MPDTMLPACFLGLLAFSSACYFQONCPRGGKRAMSDLELRQCLPCGPGGKGRCFGPSICCA
DELGCFVGTAEALRCQEENYLPSPCQSGQKACGSGGRCAAFGVCCNDESCVTEPECREGF
HRRARASDRSNATQLDGPAGALLLRLVQLAGAPEPFEPAQPDAY

http://www.uniprot.org/uniprot/P01185#sequences

>sp|P01241|SOMA HUMAN Somatotropin OS=Homo sapiens GN=GH1l PE=1 SV=2
MATGSRTSLLLAFGLLCLPWLQEGSAFPTIPLSRLFDNAMLRAHRLHQLAFDTYQEFEEA
YIPKEQKYSFLONPQTSLCEFSESIPTPSNREETQOKSNLELLRISLLLIQSWLEPVQFLR
SVFANSLVYGASDSNVYDLLKDLEEGIQTLMGRLEDGSPRTGQIFKQTYSKEDTNSHNDD
ALLKNYGLLYCFRKDMDKVETFLRIVQCRSVEGSCGEFE

http://www.uniprot.org/uniprot/P01241#sequences

>sp|P01258|CALC_HUMAN Calcitonin OS=Homo sapiens GN=CALCA PE=1 SV=2
MGFQOKFSPFLALSILVLLQAGSLHAAPFRSALESSPADPATLSEDEARLLLAALVQNYVQ
MKASELEQEQEREGSSLDSPRSKRCGNLSTCMLGTYTQODFNKFHTFPQTAIGVGAPGKKR
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>sp|P01137|TGFB1_HUMAN Transforming growth factor beta-1 OS=Homo sapiens
GN=TGFB1 PE=1 SV=2
MPPSGLRLLLLLLPLLWLLVLTPGRPAAGLSTCKTIDMELVKRKRIEAIRGQILSKLRLA
SPPSQGEVPPGPLPEAVLALYNSTRDRVAGESAEPEPEPEADYYAKEVTRVLMVETHNE I
YDKFKQSTHSIYMFFNTSELREAVPEPVLLSRAELRLLRLKLKVEQHVELYQKYSNNSWR
YLSNRLLAPSDSPEWLSEFDVTGVVROQWLSRGGEIEGFRLSAHCSCDSRDNTLQVDINGET
TGRRGDLATIHGMNRPFLLLMATPLERAQHLQSSRHRRALDTNYCEFSSTEKNCCVRQLYI
DFRKDLGWKWIHEPKGYHANFCLGPCPYIWSLDTQYSKVLALYNQHNPGASAAPCCVPQA
LEPLPIVYYVGRKPKVEQLSNMIVRSCKCS

http://www.uniprot.org/uniprot/P01137

>sp|P61812|TGFB2 HUMAN Transforming growth factor beta-2 OS=Homo sapiens
GN=TGFB2 PE=1 SV=1
MHYCVLSAFLILHLVTVALSLSTCSTLDMDQFMRKRIEAIRGQILSKLKLTSPPEDYPEP
EEVPPEVISIYNSTRDLLQEKASRRAAACERERSDEEYYAKEVYKIDMPPFEFPSENAIPP
TFYRPYFRIVRFDVSAMEKNASNLVKAEFRVFRLONPKARVPEQRIELYQILKSKDLTSP
TORYIDSKVVKTRAEGEWLSFDVTDAVHEWLHHKDRNLGFKISLHCPCCTFVPSNNYIIP
NKSEELEARFAGIDGTSTYTSGDQKTIKSTRKKNSGKTPHLLLMLLPSYRLESQQTNRRK
KRALDAAYCFRNVODNCCLRPLYIDFKRDLGWKWIHEPKGYNANFCAGACPYLWSSDTQH
SRVLSLYNTINPEASASPCCVSQDLEPLTILYYIGKTPKIEQLSNMIVKSCKCS

http://www.uniprot.org/uniprot/P61812#sequences

>sp|P10997 | IAPP _HUMAN Islet amyloid polypeptide OS=Homo sapiens GN=IAPP PE=1
Sv=1

MGILKLQVFLIVLSVALNHLKATPIESHQVEKRKCNTATCATQRLANFLVHSSNNEFGAIL
SSTNVGSNTYGKRNAVEVLKREPLNYLPL

http://www.uniprot.org/uniprot/P10997#sequences

>sp|Q15848 |ADIPO HUMAN Adiponectin OS=Homo sapiens GN=ADIPOQ PE=1 SV=1
MLLLGAVLLLLALPGHDQETTTQGPGVLLPLPKGACTGWMAGIPGHPGHNGAPGRDGRDG
TPGEKGEKGDPGLIGPKGDIGETGVPGAEGPRGFPGIQGRKGEPGEGAYVYRSAFSVGLE
TYVTIPNMPIRFTKIFYNQONHYDGSTGKFHCNIPGLYYFAYHITVYMKDVKVSLFKKDK
AMLFTYDQYQENNVDQASGSVLLHLEVGDQVWLQVYGEGERNGLYADNDNDSTFTGFLLY

HDTN

http://www.uniprot.org/uniprot/Q15848#sequences

>sp|P06850|CRF_HUMAN Corticoliberin OS=Homo sapiens GN=CRH PE=1 SV=1
MRLPLLVSAGVLLVALLPCPPCRALLSRGPVPGARQAPQHPQOQPLDFFQPPPQSEQPQQPQ
ARPVLLRMGEEYFLRLGNLNKSPAAPLSPASSLLAGGSGSRPSPEQATANFFRVLLOQLL
LPRRSLDSPAALAERGARNALGGHQEAPERERRSEEPPISLDLTFHLLREVLEMARAEQL
AQQAHSNRKLMEIIGK

http://www.uniprot.org/uniprot/P06850#sequences

>sp 000230 |CORT_HUMAN Cortistatin OS=Homo sapiens GN=CORT PE=2 SV=1
MPLSPGLLLLLLSGATATAALPLEGGPTGRDSEHMQEAAGIRKSSLLTFLAWWFEWTSQA
SAGPLIGEEAREVARRQEGAPPQOSARRDRMPCRNFEWKTESSCK

http://www.uniprot.org/uniprot/000230#sequences

>sp|P01210| PENK_HUMAN Proenkephalin-A OS=Homo sapiens GN=PENK PE=1 SV=1
MARFLTLCTWLLLLGPGLLATVRAECSQDCATCSYRLVRPADINFLACVMECEGKLPSLK
IWETCKELLQLSKPELPOQDGTSTLRENSKPEESHLLAKRYGGFMKRYGGFMKKMDELYPM
EPEEEANGSEILAKRYGGFMKKDAEEDDSLANSSDLLKELLETGDNRERSHHQDGSDNEE
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EVSKRYGGFMRGLKRSPQLEDEAKELQKRYGGEMRRVGRPEWWMDYQKRYGGFLKRFAEA
LPSDEEGESYSKEVPEMEKRYGGFMRF

http://www.uniprot.org/uniprot/P01210#sequences

>sp|P05305|EDN1_HUMAN Endothelin-1 OS=Homo sapiens GN=EDN1 PE=1 SV=1
MDYLLMIFSLLEFVACQGAPETAVLGAELSAVGENGGEKPTPSPPWRLRRSKRCSCSSLMD
KECVYFCHLDIIWVNTPEHVVPYGLGSPRSKRALENLLPTKATDRENRCQCASQKDKKCW
NEFCQAGKELRAEDIMEKDWNNHKKGKDCSKLGKKCIYQQLVRGRKIRRSSEEHLRQTRSE
TMRNSVKSSEFHDPKLKGKPSRERYVTHNRAHW

http://www.uniprot.org/uniprot/P05305#sequences

>sp|P20800 |EDN2 HUMAN Endothelin-2 OS=Homo sapiens GN=EDN2 PE=1 SV=2
MVSVPTTWCSVALALLVALHEGKGQAAATLEQPASSSHAQGTHLRLRRCSCSSWLDKECV
YFCHLDIIWVNTPEQTAPYGLGNPPRRRRRSLPRRCQCSSARDPACATFCLRRPWTEAGA
VPSRKSPADVFQTGKTGATTGELLOQRLRDISTVKSLFAKRQOEAMREPRSTHSRWRKR

http://www.uniprot.org/uniprot/P20800#sequences

>sp|P01588 |EPO_HUMAN Erythropoietin OS=Homo sapiens GN=EPO PE=1 SV=1
MGVHECPAWLWLLLSLLSLPLGLPVLGAPPRLICDSRVLERYLLEAKEAENITTGCAEHC
SLNENITVPDTKVNEFYAWKRMEVGOQAVEVWQGLALLSEAVLRGOALLVNSSQPWEPLQL
HVDKAVSGLRSLTTLLRALGAQKEAISPPDAASAAPLRTITADTFRKLFRVYSNFLRGKL
KLYTGEACRTGDR

http://www.uniprot.org/uniprot/P01588#sequences

>sp|P22466|GALA HUMAN Galanin peptides OS=Homo sapiens GN=GAL PE=1 SV=3
MARGSALLLASLLLAAALSASAGLWSPAKEKRGWTLNSAGYLLGPHAVGNHRSFSDKNGL
TSKRELRPEDDMKPGSEFDRSIPENNIMRTITEFLSFLHLKEAGALDRLLDLPAAASSEDI

ERS

http://www.uniprot.org/uniprot/P22466#sequences

>sp |Q9UBU3 | GHRL HUMAN Appetite-regulating hormone OS=Homo sapiens GN=GHRL
PE=1 SV=1

MPSPGTVCSLLLLGMLWLDLAMAGSSFLSPEHQRVQORKESKKPPAKLQPRALAGWLRPE
DGGQAEGAEDELEVRFNAPFDVGIKLSGVQYQQHSQALGKFLODILWEEAKEAPADK

http://www.uniprot.org/uniprot/Q9UBU3#sequences

>sp|P01286|SLIB_HUMAN Somatoliberin OS=Homo sapiens GN=GHRH PE=1 SV=1
MPLWVFFEVILTLSNSSHCSPPPPLTLRMRRYADAIFTNSYRKVLGOLSARKLLODIMSR
QOGESNQERGARARLGRQVDSMWAEQKQOQMELESTILVALLQKHSRNSQG

http://www.uniprot.org/uniprot/P01286#sequences

>sp|P81172|HEPC HUMAN Hepcidin OS=Homo sapiens GN=HAMP PE=1 SV=2
MALSSQIWAACLLLLLLLASLTSGSVFPQOTGQLAELQPODRAGARASWMPMFQRRRRRD
THFPICIFCCGCCHRSKCGMCCKT

http://www.uniprot.org/uniprot/P81172#sequences

>sp | PODN86 |CGB3 HUMAN Choriogonadotropin subunit beta 3 OS=Homo sapiens
GN=CGB3 PE=1 SV=1
MEMFQGLLLLLLLSMGGTWASKEPLRPRCRPINATLAVEKEGCPVCITVNTTICAGYCPT
MTRVLQGVLPALPQVVCNYRDVRFESTIRLPGCPRGVNPVVSYAVALSCQCALCRRSTTDC
GGPKDHPLTCDDPRFQDSSSSKAPPPSLPSPSRLPGPSDTPILPQ

http://www.uniprot.org/uniprot/PODN86#sequences
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>sp|PODML2 |CSH1 HUMAN Chorionic somatomammotropin hormone 1 OS=Homo sapiens
GN=CSH1 PE=1 SV=1
MAPGSRTSLLLAFALLCLPWLOEAGAVQTVPLSRLFDHAMLOAHRAHQLAIDTYQEFEET
YIPKDQKYSFLHDSQTSFCEFSDSIPTPSNMEETQOKSNLELLRISLLLIESWLEPVREFLR
SMEFANNLVYDTSDSDDYHLLKDLEEGIQTLMGRLEDGSRRTGQILKQTYSKFDTNSHNHD
ALLKNYGLLYCFRKDMDKVETFLRMVQCRSVEGSCGF

http://www.uniprot.org/uniprot/PODML2

>sp | PODML3 |CSH2 HUMAN Chorionic somatomammotropin hormone 2 OS=Homo sapiens
GN=CSH2 PE=1 SV=1
MAAGSRTSLLLAFALLCLPWLOEAGAVQTVPLSRLFDHAMLOAHRAHQLAIDTYQEFEET
YIPKDQKYSFLHDSQTSFCFSDSIPTPSNMEETQQOKSNLELLRISLLLIESWLEPVRFLR
SMEFANNLVYDTSDSDDYHLLKDLEEGIQTLMGRLEDGSRRTGQILKQTYSKFDTNSHNHD
ALLKNYGLLYCFRKDMDKVETFLRMVQCRSVEGSCGF

http://www.uniprot.org/uniprot/PODML3#sequences

>sp|P08476| INHBA HUMAN Inhibin beta A chain OS=Homo sapiens GN=INHBA PE=1
Sv=2

MPLLWLRGFLLASCWIIVRSSPTPGSEGHSAAPDCPSCALAALPKDVPNSQPEMVEAVKK
HILNMLHLKKRPDVTQPVPKAALLNAIRKLHVGKVGENGYVEIEDDIGRRAEMNELMEQT
SEIITFAESGTARKTLHFEISKEGSDLSVVERAEVWLEFLKVPKANRTRTKVTIRLFQQOQK
HPOGSLDTGEEAEEVGLKGERSELLLSEKVVDARKSTWHVEFPVSSSIQRLLDQGKSSLDV
RIACEQCQESGASLVLLGKKKKKEEEGEGKKKGGGEGGAGADEEKEQSHRPFLMLQARQS
EDHPHRRRRRGLECDGKVNICCKKQFFVSFKDIGWNDWIIAPSGYHANYCEGECPSHIAG
TSGSSLSFHSTVINHYRMRGHSPFANLKSCCVPTKLRPMSMLYYDDGONITIKKDIQNMIV

EECGCS

http://www.uniprot.org/uniprot/P08476#sequences

>sp|P01229|LSHB_HUMAN Lutropin subunit beta OS=Homo sapiens GN=LHB PE=1 SV=3
MEMLQGLLLLLLLSMGGAWASREPLRPWCHPINAILAVEKEGCPVCITVNTTICAGYCPT
MMRVLQAVLPPLPQVVCTYRDVRFESIRLPGCPRGVDPVVSFPVALSCRCGPCRRSTSDC
GGPKDHPLTCDHPQLSGLLFL

http://www.uniprot.org/uniprot/P012294#sequences

>sp|043612|OREX HUMAN Orexin OS=Homo sapiens GN=HCRT PE=1 SV=1
MNLPSTKVSWAAVTLLLLLLLLPPALLSSGAAAQPLPDCCRQKTCSCRLYELLHGAGNHA
AGILTLGKRRSGPPGLOGRLORLLOASGNHAAGILTMGRRAGAEPAPRPCLGRRCSAPAA
ASVAPGGQSGI

http://www.uniprot.org/uniprot/043612#sequences

>sp|P02818|OSTCN_HUMAN Osteocalcin OS=Homo sapiens GN=BGLAP PE=1 SV=2
MRALTLLALLALAALCIAGQAGAKPSGAESSKGAAFVSKQEGSEVVKRPRRYLYQWLGAP
VPYPDPLEPRREVCELNPDCDELADHIGFQEAYRREFYGPV

http://www.uniprot.org/uniprot/P02818#sequences

>sp|P01298 | PAHO HUMAN Pancreatic prohormone OS=Homo sapiens GN=PPY PE=1 SV=1
MAAARLCLSLLLLSTCVALLLQPLLGAQGAPLEPVYPGDNATPEQMAQYAADLRRYINML
TRPRYGKRHKEDTLAFSEWGSPHAAVPRELSPLDL

http://www.uniprot.org/uniprot/P01298#sequences

>sp|P01270|PTHY HUMAN Parathyroid hormone OS=Homo sapiens GN=PTH PE=1 SV=1
MIPAKDMAKVMIVMLAICFLTKSDGKSVKKRSVSEIQLMHNLGKHLNSMERVEWLRKKLQ
DVHNFVALGAPLAPRDAGSQRPRKKEDNVLVESHEKSLGEADKADVNVLTKAKSQ

http://www.uniprot.org/uniprot/P01270#sequences
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>sp|P18509| PACA HUMAN Pituitary adenylate cyclase-activating polypeptide
OS=Homo sapiens GN=ADCYAP1l PE=1 SV=3
MTMCSGARLALLVYGIIMHSSVYSSPAAAGLRFPGIRPEEEAYGEDGNPLPDEFDGSEPPG
AGSPASAPRAAAAWYRPAGRRDVAHGILNEAYRKVLDQLSAGKHLQSLVARGVGGSLGGG
AGDDAEPLSKRHSDGIFTDSYSRYRKOMAVKKYLAAVLGKRYKQRVKNKGRRIAYL

http://www.uniprot.org/uniprot/P18509#sequences

>sp|P01236| PRL_HUMAN Prolactin OS=Homo sapiens GN=PRL PE=1 SV=1
MNIKGSPWKGSLLLLLVSNLLLCQSVAPLPICPGGAARCQVTLRDLFDRAVVLSHYIHNL
SSEMFSEFDKRYTHGRGEFITKAINSCHTSSLATPEDKEQAQOMNQKDEFLSLIVSILRSWN
EPLYHLVTEVRGMQEAPEAILSKAVEIEEQTKRLLEGMELIVSQVHPETKENEIYPVWSG
LPSLOMADEESRLSAYYNLLHCLRRDSHKIDNYLKLLKCRIIHNNNC

http://www.uniprot.org/uniprot/P01236#sequences

>sp|P01148|GON1 HUMAN Progonadoliberin-1 OS=Homo sapiens GN=GNRH1 PE=1 SV=1
MKPIQKLLAGLILLTWCVEGCSSQHWSYGLRPGGKRDAENLIDSFQEIVKEVGQLAETQR
FECTTHQPRSPLRDLKGALESLIEEETGQKKI

http://www.uniprot.org/uniprot/P01148#sequences

>sp|P04090 |REL2 HUMAN Prorelaxin H2 OS=Homo sapiens GN=RLN2 PE=1 SV=1
MPRLFFFHLLGVCLLLNQFSRAVADSWMEEVIKLCGRELVRAQIATICGMSTWSKRSLSQE
DAPQTPRPVAEIVPSFINKDTETINMMSEFVANLPOQELKLTLSEMQPALPQLQQOHVPVLK
DSSLLFEEFKKLIRNRQSEAADSSPSELKYLGLDTHSRKKROLYSALANKCCHVGCTKRS

LARFC

http://www.uniprot.org/uniprot/P04090#sequences

>sp | Q8WXF3 |REL3 HUMAN Relaxin-3 OS=Homo sapiens GN=RLN3 PE=1 SV=1
MARYMLLLLLAVWVLTGELWPGAEARAAPYGVRLCGREFIRAVIFTCGGSRWRRSDILAH
EAMGDTFPDADADEDSLAGELDEAMGSSEWLALTKSPOAFYRGRPSWOGTPGVLRGSRDV
LAGLSSSCCKWGCSKSEISSLC

http://www.uniprot.org/uniprot/Q8WXF3#sequences

>sp|P04808 |REL1 _HUMAN Prorelaxin H1 OS=Homo sapiens GN=RLN1l PE=1 SV=1
MPRLFLFHLLEFCLLLNQFSRAVAAKWKDDVIKLCGRELVRAQIAICGMSTWSKRSLSQE
DAPQTPRPVAEIVPSFINKDTETIIIMLEFIANLPPELKAALSERQPSLPELQQYVPALK
DSNLSFEEFKKLIRNRQSEAADSNPSELKYLGLDTHSQKKRRPYVALFEKCCLIGCTKRS

LAKYC

http://www.uniprot.org/uniprot/P04808#sequences

>sp|P00797 | RENI_HUMAN Renin OS=Homo sapiens GN=REN PE=1 SV=1
MDGWRRMPRWGLLLLLWGSCTFGLPTDTTTFKRIFLKRMPSIRESLKERGVDMARLGPEW
SQPMKRLTLGNTTSSVILTNYMDTQYYGEIGIGTPPQTFKVVEDTGSSNVWVPSSKCSRL
YTACVYHKLEFDASDSSSYKHNGTELTLRYSTGTVSGFLSQDIITVGGITVTOMFGEVTEM
PALPFMLAEFDGVVGMGFIEQAIGRVTPIFDNIISQGVLKEDVFSFYYNRDSENSQSLGG
QIVLGGSDPQHYEGNFHYINLIKTGVWQIQOMKGVSVGSSTLLCEDGCLALVDTGASYISG
STSSIEKLMEALGAKKRLFDYVVKCNEGPTLPDISFHLGGKEYTLTSADYVFQESYSSKK
LCTLATHAMDIPPPTGPTWALGATFIRKFYTEFDRRNNRIGFALAR

http://www.uniprot.org/uniprot/P00797#sequences

>sp|P09683 | SECR_HUMAN Secretin OS=Homo sapiens GN=SCT PE=1 SV=2
MAPRPLLLLLLLLGGSAARPAPPRARRHSDGTFTSELSRLREGARLQRLLQGLVGKRSEQ
DAENSMAWTRLSAGLLCPSGSNMPILOQAWMPLDGTWSPWLPPGPMVSEPAGAAAEGTLRP

R

http://www.uniprot.org/uniprot/P09683#sequences



http://www.uniprot.org/uniprot/P18509#sequences
http://www.uniprot.org/uniprot/P01236#sequences
http://www.uniprot.org/uniprot/P01148#sequences
http://www.uniprot.org/uniprot/P04090#sequences
http://www.uniprot.org/uniprot/Q8WXF3#sequences
http://www.uniprot.org/uniprot/P04808#sequences
http://www.uniprot.org/uniprot/P00797#sequences
http://www.uniprot.org/uniprot/P09683#sequences

>sp|P61278|SMS _HUMAN Somatostatin OS=Homo sapiens GN=SST PE=1 SV=1
MLSCRLQCALAALSIVLALGCVTGAPSDPRLRQFLOKSLAAAAGKQELAKYFLAELLSEP
NOQTENDALEPEDLSQAAEQDEMRLELQRSANSNPAMAPRERKAGCKNEFFWKTETSC

http://www.uniprot.org/uniprot/P61278#sequences

>sp|P40225|TPO_HUMAN Thrombopoietin OS=Homo sapiens GN=THPO PE=1 SV=1
MELTELLLVVMLLLTARLTLSSPAPPACDLRVLSKLLRDSHVLHSRLSQCPEVHPLPTPV
LLPAVDFSLGEWKTOMEETKAQDILGAVTLLLEGVMAARGQLGPTCLSSLLGQLSGQOVRL
LLGALQSLLGTQLPPOGRTTAHKDPNAIFLSFQHLLRGKVRFLMLVGGSTLCVRRAPPTT
AVPSRTSLVLTLNELPNRTSGLLETNFTASARTTGSGLLKWQOGFRAKIPGLLNQTSRSL
DOQIPGYLNRIHELLNGTRGLFPGPSRRTLGAPDISSGTSDTGSLPPNLQPGYSPSPTHPP
TGOQYTLFPLPPTLPTPVVQLHPLLPDPSAPTPTPTSPLLNTSYTHSQONLSQEG

http://www.uniprot.org/uniprot/P40225#sequences

>sp|P01222 | TSHB_HUMAN Thyrotropin subunit beta OS=Homo sapiens GN=TSHB PE=1
SvV=2

MTALFLMSMLFGLTCGQAMSFCIPTEYTMHIERRECAYCLTINTTICAGYCMTRDINGKL
FLPKYALSQDVCTYRDFIYRTVEIPGCPLHVAPYFSYPVALSCKCGKCNTDYSDCIHEAT
KTNYCTKPQKSYLVGFESV

http://www.uniprot.org/uniprot/P01222#sequences

>sp|P20396| TRH_HUMAN Pro-thyrotropin-releasing hormone OS=Homo sapiens GN=TRH
PE=1 Sv=1

MPGPWLLLALALTLNLTGVPGGRAQPEAAQQOEAVTAAEHPGLDDEFLRQVERLLFLRENIQ
RLOGDQGEHSASQIFQSDWLSKROQHPGKREEEEEEGVEEEEEEEGGAVGPHKRQHPGRRE
DEASWSVDVTQHKRQHPGRRSPWLAYAVPKROHPGRRLADPKAQRSWEEEEEEEEREEDL
MPEKRQHPGKRALGGPCGPQGAYGQOAGLLLGLLDDLSRSQGAEEKROQHPGRRAAWVREPL

EE

http://www.uniprot.org/uniprot/P20396#sequences

>sp|P01282|VIP HUMAN VIP peptides OS=Homo sapiens GN=VIP PE=1 SV=1
MDTRNKAQLLVLLTLLSVLESQTSAWPLYRAPSALRLGDRIPFEGANEPDQVSLKEDIDM
LONALAENDTPYYDVSRNARHADGVFEFTSDFSKLLGOLSAKKYLESLMGKRVSSNISEDPV
PVKRHSDAVFTDNYTRLRKOMAVKKYLNSILNGKRSSEGESPDFPEELEK

http://www.uniprot.org/uniprot/P01282#sequences

>sp|Q02747|GUC2A HUMAN Guanylin OS=Homo sapiens GN=GUCA2A PE=1 SV=2
MNAFLLSALCLLGAWAALAGGVTVQDGNFSFSLESVKKLKDLQEPQEPRVGKLRNFAPIP
GEPVVPILCSNPNFPEELKPLCKEPNAQEILQRLEEIAEDPGTCEICAYAACTGC

http://www.uniprot.org/uniprot/Q02747#sequences

>sp|Q16661|GUC2B HUMAN Guanylate cyclase activator 2B OS=Homo sapiens
GN=GUCA2B PE=1 sSv=1
MGCRAASGLLPGVAVVLLLLLQSTQSVYIQYQGFRVQLESMKKLSDLEAQWAPSPRLQAQ
SLLPAVCHHPALPQDLQPVCASQEASSIFKTLRTIANDDCELCVNVACTGCL

http://www.uniprot.org/uniprot/Q16661#sequences

>sp|P00746|CFAD HUMAN Complement factor D OS=Homo sapiens GN=CFD PE=1 SV=5
MHSWERLAVLVLLGAAACAAPPRGRILGGREAEAHARPYMASVQLNGAHLCGGVLVAEQW
VLSAAHCLEDAADGKVQVLLGAHSLSQPEPSKRLYDVLRAVPHPDSQPDTIDHDLLLLQL
SEKATLGPAVRPLPWQRVDRDVAPGTLCDVAGWGIVNHAGRRPDSLQHVLLPVLDRATCN
RRTHHDGAITERLMCAESNRRDSCKGDSGGPLVCGGVLEGVVTSGSRVCGNRKKPGIYTR
VASYAAWIDSVLA

http://www.uniprot.org/uniprot/P01024



http://www.uniprot.org/uniprot/P61278#sequences
http://www.uniprot.org/uniprot/P40225#sequences
http://www.uniprot.org/uniprot/P01222#sequences
http://www.uniprot.org/uniprot/P20396#sequences
http://www.uniprot.org/uniprot/P01282#sequences
http://www.uniprot.org/uniprot/Q02747#sequences
http://www.uniprot.org/uniprot/Q16661#sequences
http://www.uniprot.org/uniprot/P01024

>sp|Q9HD89 |RETN HUMAN Resistin OS=Homo sapiens GN=RETN PE=1 SV=1
MKALCLLLLPVLGLLVSSKTLCSMEEAINERIQEVAGSLIFRAISSIGLECQSVTSRGDL
ATCPRGFAVTGCTCGSACGSWDVRAETTCHCQCAGMDWTGARCCRVQP
http://www.uniprot.org/uniprot/Q9HD89

>sp|P02753|RET4 HUMAN Retinol-binding protein 4 OS=Homo sapiens GN=RBP4 PE=1
SV=3

MKWVWALLLLAALGSGRAERDCRVSSFRVKENFDKARFSGTWYAMAKKDPEGLFLQDNIV
AEFSVDETGOMSATAKGRVRLLNNWDVCADMVGTFTDTEDPAKFKMKYWGVASFLQKGND
DHWIVDTDYDTYAVQYSCRLLNLDGTCADSYSEFVFSRDPNGLPPEAQKIVRQRQEELCLA
ROYRLIVHNGYCDGRSERNLL

http://www.uniprot.org/uniprot/P02753

>sp|P80188 | NGAL HUMAN Neutrophil gelatinase-associated lipocalin OS=Homo
sapiens GN=LCN2 PE=1 SV=2
MPLGLLWLGLALLGALHAQAQDSTSDLIPAPPLSKVPLOONFODNQFQGKWYVVGLAGNA
ILREDKDPQKMYATIYELKEDKSYNVTSVLFRKKKCDYWIRTEFVPGCQPGEFTLGNIKSY
PGLTSYLVRVVSTNYNQHAMVEFEFKKVSONREYFKITLYGRTKELTSELKENFIREFSKSLG
LPENHIVFPVPIDQCIDG

http://www.uniprot.org/uniprot/P80188

>sp|P05231|IL6_HUMAN Interleukin-6 OS=Homo sapiens GN=IL6 PE=1 SV=1
MNSFSTSAFGPVAFSLGLLLVLPAAFPAPVPPGEDSKDVAAPHROQPLTSSERIDKQIRYTI
LDGISALRKETCNKSNMCESSKEALAENNLNLPKMAEKDGCFQSGFNEETCLVKIITGLL
EFEVYLEYLONRFESSEEQARAVOMSTKVLIQFLOKKAKNLDAITTPDPTTNASLLTKLQ
AQONQWLODMTTHLILRSFKEFLQOSSLRALRQM
http://www.uniprot.org/uniprot/P05231

>sp|Q14116|IL18 HUMAN Interleukin-18 OS=Homo sapiens GN=IL18 PE=1 SV=1
MAAEPVEDNCINFVAMKFIDNTLYFIAEDDENLESDYFGKLESKLSVIRNLNDQVLEIDQ
GNRPLFEDMTDSDCRDNAPRTIFITISMYKDSQPRGMAVTISVKCEKISTLSCENKIISFK
EMNPPDNIKDTKSDIIFFQRSVPGHDNKMQFESSSYEGYFLACEKERDLFKLILKKEDEL
GDRSIMFTVQNED

http://www.uniprot.org/uniprot/Q14116

>sp|P09681|GIP HUMAN Gastric inhibitory polypeptide OS=Homo sapiens GN=GIP
PE=1 Sv=1

MVATKTFALLLLSLFLAVGLGEKKEGHFSALPSLPVGSHAKVSSPQPRGPRYAEGTEISD
YSTAMDKIHQODFVNWLLAQKGKKNDWKHNITQREARALELASQANRKEEEAVEPQSSPA
KNPSDEDLLRDLLIQELLACLLDQTNLCRLRSR

http://www.uniprot.org/uniprot/P09681

>sp |Q8NAUL | FNDC5 HUMAN Fibronectin type III domain-containing protein 5
OS=Homo sapiens GN=FNDC5 PE=1 SV=3
MHPGSPSAWPPRARAALRLWLGCVCEFALVQADSPSAPVNVTVRHLKANSAVVSWDVLEDE
VVIGFAISQQKKDVRMLRFIQEVNTTTRSCALWDLEEDTEYIVHVQAISIQGQSPASEPV
LFKTPREAEKMASKNKDEVTMKEMGRNQQLRTGEVLIIVVVLFMWAGVIALFCRQYDIIK
DNEPNNNKEKTKSASETSTPEHQGGGLLRSKI

http://www.uniprot.org/uniprot/Q8NAU1

>sp|Q9NSAL |FGF21 HUMAN Fibroblast growth factor 21 OS=Homo sapiens GN=FGF21
PE=1 SV=1

MDSDETGFEHSGLWVSVLAGLLLGACQAHPIPDSSPLLQFGGQVRQRYLYTDDAQQTEAH
LETREDGTVGGAADQSPESLLOQLKALKPGVIQILGVKTSRFLCORPDGALYGSLHEFDPEA
CSFRELLLEDGYNVYQSEAHGLPLHLPGNKSPHRDPAPRGPARFLPLPGLPPALPEPPGI
LAPQPPDVGSSDPLSMVGPSQGRSPSYAS


http://www.uniprot.org/uniprot/Q9HD89
http://www.uniprot.org/uniprot/P02753
http://www.uniprot.org/uniprot/P80188
http://www.uniprot.org/uniprot/P05231
http://www.uniprot.org/uniprot/Q14116
http://www.uniprot.org/uniprot/P09681
http://www.uniprot.org/uniprot/Q8NAU1

http://www.uniprot.org/uniprot/Q9NSAl

>sp| 095750 | FGF19 HUMAN Fibroblast growth factor 19 OS=Homo sapiens GN=FGF19
PE=1 Sv=1

MRSGCVVVHVWILAGLWLAVAGRPLAFSDAGPHVHYGWGDPIRLRHLYTSGPHGLSSCFL
RIRADGVVDCARGQSAHSLLEIKAVALRTVAIKGVHSVRYLCMGADGKMQGLLQYSEEDC
AFEEEIRPDGYNVYRSEKHRLPVSLSSAKQRQLYKNRGFLPLSHFLPMLPMVPEEPEDLR
GHLESDMFSSPLETDSMDPFGLVTGLEAVRSPSFEK

http://www.uniprot.org/uniprot/095750

PART B. Processed Protein Sequences : The sequences of the processed hormones reported
above were obtained from Uniprot and reported with Uniprot naming. For instance for this first
code reported >sp|000253|21-82, 000253 is the ID of the protein at Uniprot and 21-82 shows
the corresponding sequence of the active peptide.

>sp|000253(21-82
AQMGLAPMEGIRRPDQALLPELPGLGLRAPLKKTTAEQAEEDLLQEAQALAEVLDLQDRE
PR

>sp|Q15848(19-244

ETTTQGPGVLLPLPKGACTGWMAGI PGHPGHNGAPGRDGRDGTPGEKGEKGDPGLIGPKG
DIGETGVPGAEGPRGFPGIQGRKGEPGEGAYVYRSAFSVGLETYVTIPNMPIRFTKIFYN
QONHYDGSTGKFHCNIPGLYYFAYHITVYMKDVKVSLFKKDKAMLETYDQYQENNVDQAS
GSVLLHLEVGDQVWLQVYGEGERNGLYADNDNDSTFTGFLLYHDTN
>sp|P01160|124-151

SLRRSSCFGGRMDRIGAQSGLGCNSFRY

>sp|P01160]26-123
NPMYNAVSNADLMDFKNLLDHLEEKMPLEDEVVPPQVLSEPNEEAGAALSPLPEVPPWTG
EVSPAQRDGGALGRGPWDSSDRSALLKSKLRALLTAPR

>sp|P01258|85-116

CGNLSTCMLGTYTQDFNKFHTFPQTAIGVGAP

>sp|P01258(121-141

DMSSDLERDHRPHVSMPQONAN

>sp | PODN86|21-165
SKEPLRPRCRPINATLAVEKEGCPVCITVNTTICAGYCPTMTRVLQGVLPALPQVVCNYR
DVRFESIRLPGCPRGVNPVVSYAVALSCQCALCRRSTTDCGGPKDHPLTCDDPRFQDSSS
SKAPPPSLPSPSRLPGPSDTPILPQ

>sp|P06307(21-115
QPVPPADPAGSGLQRAEEAPRRQLRVSQRTDGESRAHLGALLARY IQQARKAPSGRMSIV
KNLQNLDPSHRISDRDYMGWMDFGRRSAEEYEYPS

>sp|P06307|46-103
VSQRTDGESRAHLGALLARY IQQOARKAPSGRMS IVKNLONLDPSHRISDRDYMGWMDE
>sp|P06307|65-103

YIQQARKAPSGRMSIVKNLQONLDPSHRISDRDYMGWMDFE

>sp|P06307|71-103

KAPSGRMSIVKNLQNLDPSHRISDRDYMGWMDF

>sp|P06307|92-103

ISDRDYMGWMDF

>sp|P06307|79-103

IVKNLQONLDPSHRISDRDYMGWMDF

>sp|P06307|86-103

LDPSHRISDRDYMGWMDF

>sp|P01024123-1663
SPMYSIITPNILRLESEETMVLEAHDAQGDVPVTVTVHDFPGKKLVLSSEKTVLTPATNH
MGNVTFTIPANREFKSEKGRNKFVTVQATFGTQVVEKVVLVSLQSGYLFIQTDKTIYTPG
STVLYRIFTVNHKLLPVGRTVMVNIENPEGIPVKQDSLSSQNQLGVLPLSWDIPELVNMG


http://www.uniprot.org/uniprot/Q9NSA1
http://www.uniprot.org/uniprot/O95750

OWKIRAYYENSPQQVFSTEFEVKEYVLPSFEVIVEPTEKFYYIYNEKGLEVTITARFLYG
KKVEGTAFVIFGIQDGEQRISLPESLKRIPIEDGSGEVVLSRKVLLDGVQONPRAEDLVGK
SLYVSATVILHSGSDMVQAERSGIPIVTSPYQIHFTKTPKYFKPGMPFDLMVEVTNPDGS
PAYRVPVAVQGEDTVQSLTQGDGVAKLSINTHPSQKPLSITVRTKKQELSEAEQATRTMQ
ALPYSTVGNSNNYLHLSVLRTELRPGETLNVNFLLRMDRAHEAKIRYYTYLIMNKGRLLK
AGRQVREPGQDLVVLPLSITTDFIPSFRLVAYYTLIGASGQREVVADSVWVDVKDSCVGS
LVVKSGQSEDRQPVPGQOMTLKIEGDHGARVVLVAVDKGVEVLNKKNKLTQSKIWDVVEK
ADIGCTPGSGKDYAGVFSDAGLTEFTSSSGQQTAQRAELQCPQPAARRRRSVQLTEKRMDK
VGKYPKELRKCCEDGMRENPMREFSCQRRTRFISLGEACKKVEFLDCCNYITELRRQHARAS
HLGLARSNLDEDIIAEENIVSRSEFPESWLWNVEDLKEPPKNGISTKLMNIFLKDSITTW
EILAVSMSDKKGICVADPFEVTVMQODFFIDLRLPYSVVRNEQVEIRAVLYNYRQONQELKV
RVELLHNPAFCSLATTKRRHQQTVTIPPKSSLSVPYVIVPLKTGLQEVEVKAAVYHHFIS
DGVRKSLKVVPEGIRMNKTVAVRTLDPERLGREGVQKEDIPPADLSDQVPDTESETRILL
OGTPVAQMTEDAVDAERLKHLIVTPSGCGEQNMIGMTPTVIAVHYLDETEQWEKFGLEKR
QGALELIKKGYTQQLAFRQPSSAFAAFVKRAPSTWLTAYVVKVFSLAVNLIAIDSQVLCG
AVKWLILEKQKPDGVFQEDAPVIHQEMIGGLRNNNEKDMALTAFVLISLOQEAKDICEEQV
NSLPGSITKAGDFLEANYMNLQRSYTVAIAGYALAQMGRLKGPLLNKFLTTAKDKNRWED
PGKOQLYNVEATSYALLALLQLKDFDFVPPVVRWLNEQRYYGGGYGSTQATFMVFQALAQY
OKDAPDHQELNLDVSLQLPSRSSKITHRIHWESASLLRSEETKENEGFTVTAEGKGQGTL
SVVTMYHAKAKDQLTCNKFDLKVTIKPAPETEKRPOQDAKNTMILEICTRYRGDQDATMS I
LDISMMTGFAPDTDDLKQLANGVDRYISKYELDKAFSDRNTLIIYLDKVSHSEDDCLAFK
VHQYFNVELIQPGAVKVYAYYNLEESCTRFYHPEKEDGKLNKLCRDELCRCAEENCFIQK
SDDKVTLEERLDKACEPGVDYVYKTRLVKVQLSNDFDEYIMAIEQTIKSGSDEVQVGQQOR
TFISPIKCREALKLEEKKHYLMWGLSSDFWGEKPNLSYIIGKDTWVEHWPEEDECQDEEN
QKQCQODLGAFTESMVVFGCPN

>sp|P01189|27-102-NPP
WCLESSQCQODLTTESNLLECIRACKPDLSAETPMFPGNGDEQPLTENPRKYVMGHERWDR
FGRRNSSSSGSSGAGQ

>sp|P01189|77-87-Melanotropin gamma

YVMGHFRWDRF

>sp|P01189]138-150-Melanocyte-stimulating hormone alpha
SYSMEHFRWGKPV

>sp|P01189]156-176- Corticotropin-like intermediary peptide
PVKVYPNGAEDESAEAFPLEF

>sp|P01189|179-267- Lipotropin beta
ELTGQRLREGDGPDGPADDGAGAQADLEHSLLVAAEKKDEGPYRMEHFRWGSPPKDKRYG
GFMTSEKSQTPLVTLFKNAIIKNAYKKGE

>sp|P011891179-234 Lipotropin gamma
ELTGQRLREGDGPDGPADDGAGAQADLEHSLLVAAEKKDEGPYRMEHFRWGSPPKD
>sp|P01189]217-234-Melanocyte-stimulating hormone beta
DEGPYRMEHFRWGSPPKD

>sp|P01189]237-267- Beta-endorphin
YGGFMTSEKSQTPLVTLEFKNAIIKNAYKKGE

>sp|P011891138-176- Corticotropin
SYSMEHFRWGKPVGKKRRPVKVYPNGAEDESAEAFPLEF

>sp|P01189]105-134- Potential peptide
EDVSAGEDCGPLPEGGPEPRSDGAKPGPRE

>sp|000230]77-105

QEGAPPQOSARRDRMPCRNFFWKTEFSSCK

>sp|000230189-105

DRMPCRNFFWKTESSCK

>sp | PODML3|27-217
VOTVPLSRLFDHAMLQAHRAHQLAIDTYQEFEETYIPKDQKYSFLHDSQTSFCEFSDSIPT
PSNMEETQQKSNLELLRISLLLIESWLEPVRFLRSMFANNLVYDTSDSDDYHLLKDLEEG
IQTLMGRLEDGSRRTGQILKQTYSKEFDTNSHNHDALLKNYGLLYCFRKDMDKVETFEFLRMV
QCRSVEGSCGF

>sp | P06850(154-194



SEEPPISLDLTFHLLREVLEMARAEQLAQQAHSNRKLMET I
>sp | PODML2 |27-217
VQTVPLSRLFDHAMLQAHRAHQLAIDTYQEFEETYIPKDQKYSFLHDSQTSFCEFSDSIPT
PSNMEETQQKSNLELLRISLLLIESWLEPVRFLRSMFANNLVYDTSDSDDYHLLKDLEEG
IQTLMGRLEDGSRRTGQILKQTYSKFDTNSHNHDALLKNYGLLYCFRKDMDKVETFLRMV
QCRSVEGSCGF

>sp|P01588|28-193
APPRLICDSRVLERYLLEAKEAENITTGCAEHCSLNENITVPDTKVNEYAWKRMEVGQQA
VEVWQGLALLSEAVLRGQALLVNSSQPWEPLQLHVDKAVSGLRSLTTLLRALGAQKEATIS
PPDAASAAPLRTITADTFRKLFRVYSNFLRGKLKLYTGEACRTGDR
>sp|P20800[49-69

CSCSSWLDKECVYFCHLDIIW

>sp|P05305|53-90

CSCSSLMDKECVYFCHLDIIWVNTPEHVVPYGLGSPRS

>sp|P05305|53-73

CSCSSLMDKECVYFCHLDIIW

>sp|QINSAL[29-209
HPIPDSSPLLOFGGQVRQRYLYTDDAQQTEAHLEIREDGTVGGAADQSPESLLQLKALKP
GVIQILGVKTSRFLCQRPDGALYGSLHFDPEACSFRELLLEDGYNVYQSEAHGLPLHLPG
NKSPHRDPAPRGPARFLPLPGLPPALPEPPGILAPQPPDVGSSDPLSMVGPSQGRSPSYA
S

>sp|095750(25-216
LAFSDAGPHVHYGWGDPIRLRHLYTSGPHGLSSCFLRIRADGVVDCARGQSAHSLLEIKA
VALRTVAIKGVHSVRYLCMGADGKMQGLLQYSEEDCAFEEEIRPDGYNVYRSEKHRLPVS
LSSAKQRQLYKNRGFLPLSHFLPMLPMVPEEPEDLRGHLESDMFSSPLETDSMDPFGLVT
GLEAVRSPSFEK

>sp | Q8NAUL|32-212
DSPSAPVNVTVRHLKANSAVVSWDVLEDEVVIGFAISQQKKDVRMLRFIQEVNTTTRSCA
LWDLEEDTEYIVHVQAISIQGQSPASEPVLFKTPREAEKMASKNKDEVTMKEMGRNQQLR
TGEVLIIVVVLFMWAGVIALFCRQYDIIKDNEPNNNKEKTKSASETSTPEHQGGGLLRSK
I

>sp | Q8NAUL |32-143
DSPSAPVNVTVRHLKANSAVVSWDVLEDEVVIGFAISQQKKDVRMLRFIQEVNTTTRSCA
LWDLEEDTEYIVHVQAISIQGQSPASEPVLFKTPREAEKMASKNKDEVTMKE
>sp|P01350(22-92
SWKPRSQQPDAPLGTGANRDLELPWLEQQGPASHHRRQLGPQGPPHLVADPSKKQGPWLE
EEEEAYGWMDF

>sp|P01350(41-92
DLELPWLEQQGPASHHRRQLGPQGPPHLVADPSKKQGPWLEEEEEAYGWMDF
>sp|P01350|59-92

QLGPQGPPHLVADPSKKQGPWLEEEEEAYGWMDF

>sp|P01350|76-92

QGPWLEEEEEAYGWMDF

>sp|P01350]79-92

WLEEEEEAYGWMDF

>sp|P22466|33-62

GWTLNSAGYLLGPHAVGNHRSFSDKNGLTS

>sp|P22466|65-123
ELRPEDDMKPGSFDRSIPENNIMRTIIEFLSFLHLKEAGALDRLLDLPAAASSEDIERS
>sp | Q9UBU3 | 24-51

GSSFLSPEHQRVQQRKESKKPPAKLQPR

>sp |Q9UBU3|24-50

GSSFLSPEHQRVQORKESKKPPAKLQP

>sp|P09681[52-93

YAEGTFISDYSIAMDKIHQQODFVNWLLAQKGKKNDWKHNITQ

>sp|P01275]21-89 Glicentin
RSLODTEEKSRSFSASQADPLSDPDQMNEDKRHSQGTFTSDYSKYLDSRRAQDEVQWLMN



TKRNRNNIA

>sp|P01275]21-50 Glicentin-related polypeptide
RSLODTEEKSRSEFSASQADPLSDPDQOMNED

>sp|P01275]53-89 Oxyntomodulin
HSQOGTEFTSDYSKYLDSRRAQDEVQWLMNTKRNRNNIA

>sp|P01275]53-81 Glucagon

HSQOGTEFTSDYSKYLDSRRAQDEVQWLMNT

>sp|P01275]92-128 Glucagon-like peptide 1
HDEFERHAEGTFTSDVSSYLEGQAAKEFIAWLVKGRG

>sp|P01275]198-128 Glucagon-like peptide 1(7-37)
HAEGTFTSDVSSYLEGQAAKEFIAWLVKGRG

>sp|P01275]198-127 Glucagon-like peptide 1(7-36)
HAEGTFTSDVSSYLEGQAAKEFIAWLVKGR

>sp|P01275|146-178 Glucagon-like peptide 2
HADGSEFSDEMNTILDNLAARDFINWLIQTKITD

>sp|P01275|GLUC_HUMAN Glucagon OS=Homo sapiens GN=GCG PE=1 SV=3
MKSIYFVAGLEVMLVQGSWQRSLODTEEKSRSEFSASQADPLSDPDOMNEDKRHSQGTETS
DYSKYLDSRRAQDEFVQWLMNTKRNRNNIAKRHDEFERHAEGTFTSDVSSYLEGQAAKEFT
AWLVKGRGRRDFPEEVAIVEELGRRHADGSEFSDEMNTILDNLAARDEFINWLIQTKITDRK
>sp|P01148|24-92
QHWSYGLRPGGKRDAENLIDSFQEIVKEVGOLAETQRFECTTHOQPRSPLRDLKGALESLT
EEETGQOKKI

>sp|P01148(37-92
DAENLIDSFQEIVKEVGQLAETQRFECTTHQPRSPLRDLKGALESLIEEETGQKKI
>sp|P01229|21-141
SREPLRPWCHPINAILAVEKEGCPVCITVNTTICAGYCPTMMRVLOAVLPPLPQVVCTYR
DVRFESIRLPGCPRGVDPVVSFPVALSCRCGPCRRSTSDCGGPKDHPLTCDHPQOLSGLLFE
L

>sp|P01185(32-124
AMSDLELRQCLPCGPGGKGRCFGPSICCADELGCFVGTAEALRCQEENYLPSPCQSGQKA
CGSGGRCAAFGVCCNDESCVTEPECREGEFHRRA

>sp|P01185|126-164

ASDRSNATQLDGPAGALLLRLVQLAGAPEPFEPAQPDAY

>sp|P80188[21-198
ODSTSDLIPAPPLSKVPLOONFQODNQFOGKWYVVGLAGNAILREDKDPOQKMYATIYELKE
DKSYNVTSVLFRKKKCDYWIRTEFVPGCQPGEFTLGNIKSYPGLTSYLVRVVSTNYNQHAM
VEFKKVSONREYFKITLYGRTKELTSELKENFIRFSKSLGLPENHIVEFPVPIDQCIDG
>sp|P01178(32-125
AAPDLDVRKCLPCGPGGKGRCFGPNICCAEELGCEFVGTAEALRCQEENYLPSPCQSGQKA
CGSGGRCAVLGLCCSPDGCHADPACDAEATFEFSQR

>sp|P01236|29-227
LPICPGGAARCQVTLRDLFDRAVVLSHYIHNLSSEMFSEFDKRYTHGRGFITKAINSCHT
SSLATPEDKEQAQQOMNQKDFLSLIVSILRSWNEPLYHLVTEVRGMQEAPEATILSKAVEIE
EQTKRLLEGMELIVSQVHPETKENEIYPVWSGLPSLOMADEESRLSAYYNLLHCLRRDSH
KIDNYLKLLKCRIIHNNNC

>sp|P01270|32-115
SVSEIQLMHNLGKHLNSMERVEWLRKKLODVHNFVALGAPLAPRDAGSQRPRKKEDNVLV
ESHEKSLGEADKADVNVLTKAKSQ

>sp|P09683|28-54

HSDGTFTSELSRLREGARLOQRLLOGLV

>sp|P01286|32-75
YADAIFTNSYRKVLGOLSARKLLODIMSROQGESNQERGARARL
>sp|P61278(89-116

SANSNPAMAPRERKAGCKNFEWKTETSC

>sp|P61278]1103-116

AGCKNFEFWKTETSC

>sp|P61812]21-302



LSTCSTLDMDQFMRKRIEAIRGQILSKLKLTSPPEDYPEPEEVPPEVISIYNSTRDLLQE
KASRRAAACERERSDEEYYAKEVYKIDMPPFFPSENAIPPTFYRPYFRIVRFDVSAMEKN
ASNLVKAEFRVFRLONPKARVPEQRIELYQILKSKDLTSPTQRYIDSKVVKTRAEGEWLS
FDVTDAVHEWLHHKDRNLGFKISLHCPCCTFVPSNNYIIPNKSEELEARFAGIDGTSTYT
SGDQKTIKSTRKKNSGKTPHLLLMLLPSYRLESQQOTNRRKKR
>sp|P61812|303-414
ALDAAYCFRNVQDNCCLRPLYIDFKRDLGWKWIHEPKGYNANFCAGACPYLWSSDTQHSR
VLSLYNTINPEASASPCCVSQDLEPLTILYYIGKTPKIEQLSNMIVKSCKCS
>sp|P01137|30-278
LSTCKTIDMELVKRKRIEAIRGQILSKLRLASPPSQGEVPPGPLPEAVLALYNSTRDRVA
GESAEPEPEPEADYYAKEVTRVLMVETHNEIYDKFKQSTHSIYMFFNTSELREAVPEPVL
LSRAELRLLRLKLKVEQHVELYQKYSNNSWRYLSNRLLAPSDSPEWLSFDVTGVVRQWLS
RGGEIEGFRLSAHCSCDSRDNTLQVDINGFTTGRRGDLATIHGMNRPFLLLMATPLERAQ
HLQSSRHRR

>sp|P011371279-390
ALDTNYCFSSTEKNCCVRQLYIDFRKDLGWKWIHEPKGYHANFCLGPCPYIWSLDTQYSK
VLALYNQHNPGASAAPCCVPQALEPLPIVYYVGRKPKVEQLSNMIVRSCKCS
>sp|P20396|25-242
QOPEAAQQEAVTAAEHPGLDDFLRQVERLLFLRENIQRLOGDQGEHSASQIFQSDWLSKRQ
HPGKREEEEEEGVEEEEEEEGGAVGPHKRQHPGRREDEASWSVDVTQHKRQHPGRRSPWL
AYAVPKROHPGRRLADPKAQRSWEEEEEEEEREEDLMPEKRQHPGKRALGGPCGPQGAYG
QAGLLLGLLDDLSRSQGAEEKRQHPGRRAAWVREPLEE

>sp|P01375]57-233
GPQREEFPRDLSLISPLAQAVRSSSRTPSDKPVAHVVANPQAEGQLQWLNRRANALLANG
VELRDNQLVVPSEGLYLIYSQVLFKGQGCPSTHVLLTHTISRIAVSYQTKVNLLSAIKSP
CORETPEGAEAKPWYEPIYLGGVFQLEKGDRLSAEINRPDYLDFAESGQVYFGIIAL
>sp|P40225|22-353
SPAPPACDLRVLSKLLRDSHVLHSRLSQCPEVHPLPTPVLLPAVDFSLGEWKTQMEETKA
ODILGAVTLLLEGVMAARGQLGPTCLSSLLGQLSGQVRLLLGALQSLLGTQLPPQGRTTA
HKDPNAIFLSFOQHLLRGKVRFLMLVGGSTLCVRRAPPTTAVPSRTSLVLTLNELPNRTSG
LLETNFTASARTTGSGLLKWQQOGFRAKIPGLLNQTSRSLDQIPGYLNRIHELLNGTRGLF
PGPSRRTLGAPDISSGTSDTGSLPPNLQPGYSPSPTHPPTGQYTLFPLPPTLPTPVVQLH
PLLPDPSAPTPTPTSPLLNTSYTHSQONLSQEG

>sp|Q02747122-115
VTVQDGNFSFSLESVKKLKDLQEPQEPRVGKLRNFAPIPGEPVVPILCSNPNFPEELKPL
CKEPNAQEILQRLEEIAEDPGTCEICAYAACTGC

>sp|Q02747(101-115

PGTCEICAYAACTGC

>sp|Q16661189-112

FKTLRTIANDDCELCVNVACTGCL

>sp|Q16661]197-112

NDDCELCVNVACTGCL

>sp|P81172|60-84

DTHFPICIFCCGCCHRSKCGMCCKT

>sp|P81172|65-84

ICIFCCGCCHRSKCGMCCKT

>sp|P10997|34-70

KCNTATCATQRLANFLVHSSNNFGAILSSTNVGSNTY

>sp|P05019]49-118
GPETLCGAELVDALQFVCGDRGEFYFNKPTGYGSSSRRAPQTGIVDECCFRSCDLRRLEMY
CAPLKPAKSA

>sp|P084761311-426
GLECDGKVNICCKKQFFVSFKDIGWNDWIIAPSGYHANYCEGECPSHIAGTSGSSLSFHS
TVINHYRMRGHSPFANLKSCCVPTKLRPMSMLYYDDGONIIKKDIQNMIVEECGCS
>sp|P05231(30-212
VPPGEDSKDVAAPHRQPLTSSERIDKQIRYILDGISALRKETCNKSNMCESSKEALAENN
LNLPKMAEKDGCFQSGFNEETCLVKIITGLLEFEVYLEYLONRFESSEEQARAVQOMSTKV
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LIQFLQKKAKNLDAITTPDPTTNASLLTKLQAQNQWLODMTTHLILRSFKEFLQSSLRAL
RQM

>sp|P01308[25-54

FVNQHLCGSHLVEALYLVCGERGFFYTPKT

>sp|P01308|90-110

GIVEQCCTSICSLYQLENYCN

>sp|P01344|25-91
AYRPSETLCGGELVDTLQFVCGDRGFYFSRPASRVSRRSRGIVEECCFRSCDLALLETYC
ATPAKSE

>sp|P41159|22-167
VPIQKVQDDTKTLIKTIVIRINDISHTQSVSSKQKVTGLDFIPGLHPILTLSKMDQTLAV
YQQILTSMPSRNVIQISNDLENLRDLLHVLAFSKSCHLPWASGLETLDSLGGVLEASGYS
TEVVALSRLQGSLODMLWQLDLSPGC

>sp|043612|34-66

QPLPDCCRQKTCSCRLYELLHGAGNHAAGILTL

>sp|043612|70-97

RSGPPGLQGRLORLLOASGNHAAGILTM

>sp|P02818|52-100
YLYQWLGAPVPYPDPLEPRREVCELNPDCDELADHIGFQEAYRRFYGPV
>sp|P18509|82-129
DVAHGILNEAYRKVLDQLSAGKHLQSLVARGVGGSLGGGAGDDAEPLS
>sp|P185091132-169

HSDGIFTDSYSRYRKQMAVKKYLAAVLGKRYKQRVKNK

>sp|P18509|132-158

HSDGIFTDSYSRYRKQMAVKKYLAAVL

>sp|P01298|130-65

APLEPVYPGDNATPEQMAQYAADLRRYINMLTRPRY

>sp|P01298|69-88

HKEDTLAFSEWGSPHAAVPR

>sp|P01210|25-97
ECSQDCATCSYRLVRPADINFLACVMECEGKLPSLKIWETCKELLQLSKPELPQDGTSTL
RENSKPEESHLLA

>sp|P01210|114-133

MDELYPMEPEEEANGSEILA

>sp|Q9HD89[19-108
KTLCSMEEAINERIQEVAGSLIFRAISSIGLECQSVTSRGDLATCPRGFAVTGCTCGSAC
GSWDVRAETTCHCQCAGMDWTGARCCRVQP

>sp | P04090|25-53

DSWMEEVIKLCGRELVRAQIAICGMSTWS

>sp|P040901162-185

QLYSALANKCCHVGCTKRSLARFC

>sp|P04808|23-53

VAAKWKDDVIKLCGRELVRAQIAICGMSTWS

>sp|P04808|163-185

PYVALFEKCCLIGCTKRSLAKYC

>sp | Q8WXF3]26-52

RAAPYGVRLCGREFIRAVIFTCGGSRW

>sSp | Q8WXF3[119-142

DVLAGLSSSCCKWGCSKSEISSLC

>sp|P02753(19-201
ERDCRVSSFRVKENFDKARFSGTWYAMAKKDPEGLFLQDNIVAEFSVDETGQOMSATAKGR
VRLLNNWDVCADMVGTFTDTEDPAKFKMKYWGVASFLQOKGNDDHWIVDTDYDTYAVQYSC
RLLNLDGTCADSYSFVFSRDPNGLPPEAQKIVRQRQEELCLARQYRLIVHNGYCDGRSER
NLL

>sp|P00797|67-406
LTLGNTTSSVILTNYMDTQYYGEIGIGTPPQTFKVVEDTGSSNVWVPSSKCSRLYTACVY
HKLFDASDSSSYKHNGTELTLRYSTGTVSGFLSQDIITVGGITVTQMFGEVTEMPALPEFM

14



LAEFDGVVGMGFIEQATIGRVTPIFDNIISQGVLKEDVFSFYYNRDSENSQSLGGQIVLGG
SDPQHYEGNFHYINLIKTGVWQIQMKGVSVGSSTLLCEDGCLALVDTGASYISGSTSSIE
KLMEALGAKKRLEDYVVKCNEGPTLPDISFHLGGKEYTLTSADYVFQESYSSKKLCTLAT
HAMDIPPPTGPTWALGATFIRKFYTEFDRRNNRIGFALAR

>sp|P01222121-132
FCIPTEYTMHIERRECAYCLTINTTICAGYCMTRDINGKLFLPKYALSQDVCTYRDFIYR
TVEIPGCPLHVAPYFSYPVALSCKCGKCNTDYSDCIHEAIKTNYCTKPQKSY
>sp|P01282(81-122

HADGVFTSDFSKLLGQLSAKKYLESLMGKRVSSNISEDPVPV

>sp|P01282181-107

HADGVFTSDFSKLLGQLSAKKYLESLM

>sp|P01282(125-152

HSDAVEFTDNYTRLRKOMAVKKYLNSILN

>sp|P01178|NEUL HUMAN Oxytocin OS=Homo sapiens GN=OXT PE=1 SV=1
CYIQNCPLG

>>sp|P01185|NEU2 HUMAN Arg-vasopressin 20 - 28, OS=Homo sapiens GN=AVP PE=1
Sv=2

CYFQNCPRG

>sp|P01210]1100-104 Met-enkephalin

YGGFM

>sp|P01210]1107-111 Met-enkephalin

YGGFM

>sp|P01148124-33 Gonadoliberin-11

QHWSYGLRPG
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