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TMT 10-plex A

Sequence: ASYSEVEADLE
A1-ThTEplex [229.16293 Da). K11-TMTEplex [223.16233 Da)
Charge: +2, Monoizotopic mdz: 80296570 Da [-0.95 mmu-1.18 ppm).  MH+ 1604.92412 Da, RT: 129.00 min,

FTMS, HCD, 2=+2, Mona m/z=802 96570 Da, MH+=1604.92412 Da, Match Tol.=0.02 Da
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Sequence: ASWSOVEADLE
A1-TMTEplex [229.16293 Da), K11-TMTBplex (22916293 Da)
Charge: +2, Monoizotopic mdz: 80296643 Da [-0.22 mmu/-0.27 ppm],  MH+: 1604.92558 Da, RT: 131.28 min,

FTMS. HCD, 2=+2, Moho m/2=802.96643 Da, MH+=1604.92558 Da, Match Tol.=0.02 Da
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Figure S4. All PSM quantitations
uniquely matching the 10
previously unobserved cell
surface proteins for all 14 CLL
samples relative to each of the
3 healthy donor B-cell samples.
Additionally, representative
spectra matching unique
peptides to these proteins
identified independently in both
TMT 10-plex experiments.
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TMT 10-plex A

Sequence: SSKEEAEMAYE
51-TMTEplex [229.16293 Da). K.3-TMTEplex [229.16293 Da), K11-TMT Eplex [229.16293 Da)
Charge: +3, Monoisotopic m/z; 654.02679 Da [-0.22 mmu/-0.34 ppm).  MH+: 1360.06583 Da, RT: 66.73 min,

ITMS, CID, 2=#3, Mong m/z=654.02678 Da. MH+ =1960.06583 Da, Match Tol.=0.5 Da
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Sequence: SSKEEAEMATE
51-TMTEplex (229.16233 Da), K3-TMTEplex (22316293 Da). K11-TMTEplex [223.16293 Da)
Charge: +3, Monoizotopic mdz: 654.025845 Da [-1.57 mmu/-2.4 ppm), MH+ 196006780 Da, RT: 61.18 min,
TS, CID, 2243, Mond m/2=654.02545 Da. MHe=1980.06180 Da, Match Tol =05 Da
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Sequence: NLFVLPSTOE
WN1-TMTEplex [229.16293 Da, K10-TMTEplex [223.16233 Da)
Charge: +2, Monoisotopic m/z: 80299323 Da (+0.76 mmu/+0.95 ppm),  MH+ 1604.97917 Da, RT: 117.96 min,

ITMS, CID, z=+2, Mano miz=802 89323 Da. MH+=1604.97917 Da, Match Tol.=0.5 Da
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Sequence: NLFYLPSTOK
M1-TMTEplex [229.16293 Dal, K10-TMTEplex [229.16293 Da)
Charge: +2, Monoizotopic m/z: 80299231 Da [-0.15 mmus-0.19 ppm).  MH+ 160497734 Da, RT: 185.04 min,

ITHIS, CID, z=+2, Mono miz=802.95231 Da. MH+=1504.97734 Da, Match Tol.=0.5 Da
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TMT 10-plex A

Sequence: GETWNDLSCYE
G1-THMTEplex (229.16293 Da), C9-Methylthio [45.98772 Da), K11-TMTEplex (229.16293 Da)
Charge: +2, Monoizotopic m/z: 874.42944 Da[-1.61 mmus-1.84 ppm). MH+ 1747 85161 Da, RT: 154.64 min,
TS, CID, 2=+2, Mond =674 42044 Ba, MH+=1747.85161 Da, Mateh Tol=0.3 Da
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Sequence; GGTWNDLSCYK
G1-TMTEplex [229.16293 Dal, C3-Methylthio (45.98772 Da), K11-TMTEplex (229.16293 Da)
Charge: +2, Monoizotopic mdz: 874.42883 Da [-2.22 mmu/-2.54 ppm], MH+ 174785039 Da, RT: 152,37 min,
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TMT 10-plex A

Sequence: VLPANSMAESR
W1-TMTEplex (229.16293 Da), M7-Oxidation [15.99432 D4)
Charge; +2, Monoisotopic mdz; 710.37537 Da [-1.47 mmu/-2.07 ppm),  MH+ 141974346 Da, RAT: 50.75 min,

0.02 Da

TMT 10-plex B

FTMS. HCD, 2=+2, Mono m/2=710 37537 Da, MH+=1419.74346 Da, Match To
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Sequence: YLPANSMAESR
W1-TMTEplex (22916292 Da), M7-Oxidation [15.93432 D 4]
Charge: +2, Monoizotopic mdz; 710037659 Da (-0.25 mmu/-0.35 ppm),  MH+ 141974580 Da, RT: 57.92 min,

FTMS, HCD, 2242, Mono miz=710.37658 Da, MH#=1419.74590 Da, Match Tol.=0.02 Da
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TMT 10-plex A

Sequence: LAVILEELR
L1-THMTEplex (229.16293 D a)

TMT 10-plex B

Charge: +2, Monoizotopic mdz: 54290808 Da [-0.07 mmu/-0.02 ppm], MH+: 128480889 Da, RT: 187.56 min,
FTMS, HCD, z=+2, Mono m/z=642.90808 Da, MH+=1284.80889 Da, Match Tol.=0.02 Da
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TMT 10-plex A

Sequence: AKPEASFOWVWNE

TMT 10-plex B

A1-TMTEplex [229.16293 Da), K2-TMTEplex (22916293 Da). K12-TMTEplex (223.16233 Da)
Charge: +3, Monoizotopic mdz: 638.07648 Da [-0.34 mmu/-0.48 ppm],  MH+: 209221488 Da, RT: 163.87 min,

FTMS, HCD, 2=+3, Mano miz=698.07648 Da, MH+=2092.21488 Da, Match T01=0.02 Da
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41-TMTEplex [229.16293 Da), K2-TMTEplex (229.16293 Da). K12-TMTEplex (229.16293 Da)
Charge: +3, Monoizotopic m/z: 89807593 Da [-0.89 mmud-1.27 ppm).  MH+ 2092 21323 Da, RT: 166.47 min,
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TMT 10-plex A

Sequence: AYGEMIGYSER
A1-TMTEplex (229.16293 Dal, K11-TMTEplex (229.16233 Da)

TMT 10-plex B

Charge: +2, Monoizotopic m/z: 844.94739 Da [-1.05 mmus-1.25 ppm),  MH+: 1688.88750 Da, RT: 72.19 min,

ITMS, CID, 2542, Mond m/z:
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844.04730 Da, MH+=1688 88750 Da, Match Tol.=0.5 Da
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Sequence: AYGEMIGYSEK
A1-TMTEplex [229.16293 Da), K11-TMT Bplex [229.16233 Da)
Charge: +2, Monoizotopic mdz: 84494653 Da [-1.91 mmus-2.26 ppm),  MH+ 168888573 Da, RT: 88.22 min,

ITMS, CID, z=+2, Mono
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TMT 10-plex A

Sequence; LWDKPEQTVE

TMT 10-plex B

L1-TMTEplex [229.16293 D a), K5-TMTEplex (22916293 D a), K11-TMTEplex (22916293 D a)
Charge: +3, Monoisotopic m/z: 64841064 Da [+0.97 mmud+1.49 ppm). MH+ 194221738 Da, RT: 195.35 min,

FTMS. HCD, z=+3, Mono miz=648 21063 Da, MH+=1943.21738 Da, Match Tol
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Sequence: LWVYDKPEQTVE
L1-THTBplex [229.16293 D a), K5-TMTEplex (223.16233 Da), K11-TMTBplex (22316233 D a)
Charge: +3, Monoizotopic m/z; 648.40900 Da [-0.68 mmus-1.06 ppm], MH+: 1943.21244 Da, RT: 204.88 min,
FTMS. HCD, z=+3, Mano miz=648. 30900 Da, MH+=1943 21244 Da, Match Tal.=0.02 Da
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log » (ratio of CLL to HD B cells)
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CLL

TMT
10-plex A

TMT
10-plex B

TMT 10-plex A

Sequence: IVTSEEYIIR
11-THTEplex (229.16293 Da)
Charge: +2, Monaizotopic m/z: £94.42102 Da [-0.54 mmu-0.78 ppra).

FTMS, HCD, 2=42, Mono miz=694 2210Z Ua, MH+=1387.83476 Da, Match Tol.=0.02 Da
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TMT 10-plex B

MH+: 12387 83476 Da, RT: 96.6E min,

bi+]

i [VITISIETEIVII 1R

888.4891

12327181

10455913
8044231 7594452

6304030

PN M A

| 3461248
W
5

151599 ‘
.I‘\\|| I “‘\ Lo 1
P~

T T
100 200 400 00

Sequence: IVTSEEVIIR
11-TMTBplex (22316233 Da)
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Charge: +2, Monoizotopic mdz; 694.42291 Da [+1.35 mmus+1.94 ppm), kH+ 1387 83855 Da, RT: 103.15 min,

FTMS, HCD, 2=+2, Mono miz=63d 42267 Da, MH+=1387. 53855 Da, Match Tal =0.02 Da
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