
203.93
1+

350.11
1+

508.73
2+

554.77
2+

813.48
1+

959.53
1+

146.18
146.06

203.09

146.17

203.10

26. +MS2(581.79), 16.1-16.2min #1035-1040

0

1

2

3

4

5

6

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CID

CRII51-1 Selenomonas sputigenaFlagellin C9LY14 TrypsinSsp Flag Trypsin_GA3_01_7967.dSsp Flag Trypsin ETD_GA3_01_7971.d Yes 26 18 16.1 581.79 2 1161.58 196 202 0 K TETTSFK V HexNAc dHex

A



366.18
1+

581.79
2+

670.29
1+

815.46
1+

916.51
1+

1033.52
1+

1162.67
1+

K - 0.01

F - 0.07S + 0.01

E + 0.03

T - 0.01

T + 0.01
348.26

T - 0.03

15.94

204.14
146.13

T - 0.95

348.11 42.01

18. +MS2(ETD 581.81), 16.2-16.3min #960-965

0

1

2

3

5x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

ETD

CRII51-1 Selenomonas sputigenaFlagellin C9LY14 TrypsinSsp Flag Trypsin_GA3_01_7967.dSsp Flag Trypsin ETD_GA3_01_7971.d Yes 26 18 16.1 581.79 2 1161.58 196 202 0 K TETTSFK V HexNAc dHex

A



CID

363.22
1+

590.37
1+

945.52
2+

1018.09
2+

1091.59
2+

1636.92
1+

227.15

72.57
73.51

146.09

131. +MS2(1164.10), 25.0-25.3min #1719-1747

0

2

4

6

7x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-1 Selenomonas sputigenaFlagellin C9LY14 TrypsinSsp Flag Trypsin_GA3_01_7967.dSsp Flag Trypsin ETD_GA3_01_7971.d Yes 131 97 25.1 1164.10 2 2326.20 326 344 0 R AQALGLQGSDGSTLNISTR D dHex3

B



ETD

789.44
1+

933.59
1+ 1048.55

1164.61
2+

1631.79
1+

1758.92
1+

1874.08
1+I/L - 0.16 T + 0.02S + 0.11G - 0.02D - 0.06

Q - 0.12 I/L - 0.01G - 0.10
N - 0.03I/L + 0.04 S + 0.04 438.17

G + 0.06

97. +MS2(ETD 1164.22), 25.0-25.1min #1330-1335

0.0

0.2

0.4

0.6

0.8

1.0

7x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-1 Selenomonas sputigenaFlagellin C9LY14 TrypsinSsp Flag Trypsin_GA3_01_7967.dSsp Flag Trypsin ETD_GA3_01_7971.d Yes 131 97 25.1 1164.10 2 2326.20 326 344 0 R AQALGLQGSDGSTLNISTR D dHex3

B



CID

363.20
1+

590.35
1+

945.52
2+

1018.55
2+

1091.58
2+

1637.93
1+

81.03

146.11

73.04

73.06

72.97

138. +MS2(1164.10), 25.5-25.6min #1761-1769

0.0

0.2

0.4

0.6

0.8

1.0

1.2

7x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

C

CRII51-1 Selenomonas sputigenaFlagellin C9LY14 TrypsinSsp Flag Trypsin_GA3_01_7967.dSsp Flag Trypsin ETD_GA3_01_7971.d Yes 138 104 25.6 1164.10 2 2326.20 326 344 0 R AQALGLQGSDGSTLNISTR D dHex3



ETD

575.38
1+

789.55
1+

1048.64
1+

1164.60
2+

1340.51
2+

1631.79
1+

1758.86
1+

1874.08
1+

I/L - 0.09T + 0.14S - 0.16G + 0.13
N + 0.21

D + 0.04

Q - 0.98

G + 0.10

I/L + 0.03

G + 0.07

104. +MS2(ETD 1164.10), 25.6-25.8min #1355-1360

0

1

2

3

4

5x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

C

CRII51-1 Selenomonas sputigenaFlagellin C9LY14 TrypsinSsp Flag Trypsin_GA3_01_7967.dSsp Flag Trypsin ETD_GA3_01_7971.d Yes 138 104 25.6 1164.10 2 2326.20 326 344 0 R AQALGLQGSDGSTLNISTR D dHex3



CID

363.18
1+

590.30
1+

804.54
1+

945.52
2+

1018.55
2+

1091.59
2+

1526.86
1+

73.05
73.03

7.02

73.05

7.00

9.039.04

8.98

9.00

134. +MS2(1171.09), 25.2-25.6min #1740-1767

0.00

0.25

0.50

0.75

1.00

1.25

7x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-1 Selenomonas sputigenaFlagellin C9LY14 TrypsinSsp Flag Trypsin_GA3_01_7967.dSsp Flag Trypsin ETD_GA3_01_7971.d Yes 134 100 25.4 1171.09 2 2340.18 326 344 0 R AQALGLQGSDGSTLNISTR D dHex3 +14 Da

D



ETD

575.28 789.48
1+ 1048.52

2+

1171.64
2+

1434.84

1645.80
1+

1773.90
1+

1875.03
1+

G - 0.01

I/L + 0.10

Q - 0.13

G + 0.10

D - 0.05
G - 0.01

S + 0.02

T + 0.06

I/L + 0.01

N + 0.11

100. +MS2(ETD 1171.09), 25.3-25.4min #1343-1347

0.0

0.2

0.4

0.6

0.8

1.0

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-1 Selenomonas sputigenaFlagellin C9LY14 TrypsinSsp Flag Trypsin_GA3_01_7967.dSsp Flag Trypsin ETD_GA3_01_7971.d Yes 134 100 25.4 1171.09 2 2340.18 326 344 0 R AQALGLQGSDGSTLNISTR D dHex3 +14 Da

D



CID

203.95
1+

267.99
1+

471.17
1+

606.30
2+

707.84
2+

1211.74
1+

101.54

18.00
18.00

18.0317.96
18.10

203.18
18.01

38. +MS2(561.23), 16.9-17.0min #1080-1084

0

2

4

6

7x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 38 25 17.0 561.28 3 1680.84 191 201 0 Y VNQGKTETTSF K HexNAc +267.1 Da

E



ETD

218.75

359.19
1+

416.21
1+

561.24
3+

645.40
1+

767.39
2+

841.91
2+

1038.45
1+

1139.53
1+

1267.61
1+

1325.65
1+ 1453.66

1+ 1534.75
1+

1666.80
1+

Q - 0.05
N - 0.05

V - 0.01

G - 0.01
K + 0.03

T + 0.03

E + 0.04
T - 0.01

T - 0.02

Q - 0.02

557.23

129.11

F + 0.93

G - 0.06

17.99

Q + 0.02

25. +MS2(ETD 561.25), 17.0-17.1min #990-996

0

1

2

3

4

5
6x10

Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 38 25 17.0 561.28 3 1680.84 191 201 0 Y VNQGKTETTSF K HexNAc +267.1 Da

E



CID

203.96
1+

350.09
1+

606.29
2+

707.83
2+

754.37
2+

1211.71
1+

1357.78
1+

146.13

146.07

101.54

73.04

73.03

44. +MS2(780.84), 17.3-17.6min #1104-1128

0

1

2

3

7x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 44 28 17.4 780.84 2 1559.68 191 201 0 Y VNQGKTETTSF K HexNAc dHex

F



ETD

241.85
1+

543.32
1+ 645.40

1+

781.38
2+

875.44
1+

1147.60
1+

1204.58
1+

1325.71
1+

1412.73
1+

1560.82
1+

T - 0.03

S - 0.01

450.26

F + 1.02

T - 0.07E + 0.02

K + 0.09

G - 0.15

28. +MS2(ETD 780.85), 17.3-17.5min #1003-1009

0

2

4

6

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 44 28 17.4 780.84 2 1559.68 191 201 0 Y VNQGKTETTSF K HexNAc dHex

F



CID

203.96
1+

314.04
1+

392.13
1+

606.29
2+

707.85
2+

754.34
2+

1211.72
1+

1321.70
1+

1414.76
1+

101.55

188.17

203.04

14.99

94.15

53. +MS2(801.84), 18.0-18.1min #1163-1167

0

2

4

6

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 53 36 18.0 801.84 2 1601.68 191 201 0 Y VNQGKTETTSF K HexNAc dHex Ac

G



ETD

543.33
1+

644.38
1+

801.91
2+

875.53
1+

1189.65
1+

1247.69
1+

1367.72
1+

1603.78
1+

T

E + 0.03

T + 0.02

F + 0.98

S + 0.03

36. +MS2(ETD 801.83), 18.2-18.3min #1037-1044

0

2

4

6

8

5x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 53 36 18.0 801.84 2 1601.68 191 201 0 Y VNQGKTETTSF K HexNAc dHex Ac

G



CID

188.92
1+

392.10
1+

606.28
2+

707.84
2+

1211.72
1+

1414.78
1+

203.08

188.10

188.17

188.07

101.56
94.16

68. +MS2(801.88), 18.7-18.9min #1214-1237

0

2

4

6

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 68 47 18.8 801.91 2 1601.82 191 201 0 Y VNQGKTETTSF K HexNAc dHex Ac

H



ETD

543.36
1+

644.40
1+

801.91
2+

1190.62
1+

1246.62
1+

1454.70
1+

1603.80
1+

T - 0.01 E - 0.01
T - 0.02

F + 1.06

S + 0.96

120.09

178.14

47. +MS2(ETD 801.91), 19.0min #1072

0.0

0.5

1.0

1.5

2.0

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 68 47 18.8 801.91 2 1601.82 191 201 0 Y VNQGKTETTSF K HexNAc dHex Ac

H



CID

392.12
1+

801.90
2+

1211.71
1+

1414.79
1+

1602.79
1+

292.20

101.47

145.98

94.12

203.07

188.00

70. +MS2(947.93), 18.8-18.9min #1226-1236

0.0

0.5

1.0

1.5

2.0

2.5

3.0

7x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 70 46 18.9 947.92 2 1893.84 191 201 0 Y VNQGKTETTSF K HexNAc dHex3 Ac

I



ETD

543.33
1+

645.44
1+

773.42
1+

874.50
1+

948.44
2+

1211.57
1+

1398.61

1481.77
1+

1746.95
1+

1895.94
1+

T + 0.08

E - 0.08
T + 0.03

F + 0.98

S + 1.03

120.12

178.06

46. +MS2(ETD 947.94), 18.9-19.0min #1069-1074

0.0

0.5

1.0

1.5

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 70 46 18.9 947.92 2 1893.84 191 201 0 Y VNQGKTETTSF K HexNAc dHex3 Ac

I



CID

269.04
1+

541.71
2+

632.31
2+

705.35
2+

769.38
2+

995.58
1+

1263.73
1+

1409.77
1+

146.05

73.04

73.15

7.00

268.14

145.10

215.92

52.23

146.11

160.04

14.13

146.13

119. +MS2(785.42), 23.2-23.3min #1566-1575

0.00

0.25

0.50

0.75

1.00

1.25

1.50
7x10

Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 119 88 23.2 785.42 2 1568.84 191 201 0 Y VNQGKTETTSF K dHex2 +14 Da +52.1 Da

J



ETD

241.59
1+

785.35
2+

904.46
1+

1004.33

1117.62
1+

1318.82
1+

1405.77
1+

1569.82
1+

T - 0.16 T - 0.04

F - 0.03

T - 0.85

S - 0.09

V - 0.95

V - 0.04

N + 0.09

88. +MS2(ETD 785.44), 23.2min #1258

0

2

4

6

5x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 119 88 23.2 785.42 2 1568.84 191 201 0 Y VNQGKTETTSF K dHex2 +14 Da +52.1 Da

J



CID

203.95
1+

314.07
1+

392.12
1+ 606.32

2+

707.86
2+

753.90
2+ 1057.05

2+

1211.73
1+

1321.78
1+

1414.82
1+

101.54

188.17

188.04

264.73

93.78

85. +MS2(801.86), 19.9-20.3min #1313-1340

0

1

2

3

4

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 85 61 20.1 801.86 2 1601.72 142 152 -1 H NQKVTATTTTF T HexNAc dHex Ac

K



ETD

387.17
1+

486.29
1+

587.39
1+

658.42

802.42
2+

1252.72
1+ 1353.78

1+

1455.82
1+

1603.83
1+

V + 0.05
T + 0.06

A - 0.01T + 0.01
T + 0.11

T + 0.02
T - 0.08

F + 0.91

391.07

61. +MS2(ETD 801.89), 19.9-20.3min #1113-1131

0.00

0.25

0.50

0.75

1.00

1.25

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 85 61 20.1 801.86 2 1601.72 142 152 -1 H NQKVTATTTTF T HexNAc dHex Ac

K



CID

392.13
1+

606.29
2+ 707.87

2+

801.93
2+

1211.75
1+

1414.79
1+

1602.83
1+

203.04

145.98

42.05

101.58

188.17

146.07

89. +MS2(947.92), 20.5-20.5min #1356-1360

0.0

0.2

0.4

0.6

0.8

1.0

7x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 89 64 20.5 947.92 2 1893.84 142 152 -1 H NQKVTATTTTF T HexNAc dHex3 Ac

L



ETD

587.40
1+

759.52
1+

948.46
2+

1181.73 1381.68
1+

1544.81
1+

1747.94
1+

1896.02
1+

T - 0.01

A - 0.06
T + 0.09

F + 0.96

T + 0.09

T + 0.01

64. +MS2(ETD 947.92), 20.5-20.6min #1139-1142

0.0

0.5

1.0

1.5

2.0

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 89 64 20.5 947.92 2 1893.84 142 152 -1 H NQKVTATTTTF T HexNAc dHex3 Ac

L



188.92
1+ 392.09

1+

721.68
3+

917.98
2+

1019.55
2+

203.17

188.10

101.56

92. +MS2(742.36), 20.6-21.1min #1368-1406

0

2

4

6

8

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 92 67 20.9 742.43 3 2224.29 136 152 1 Y LVDGTHNQKVTATTTTF T HexNAc dHex Ac

M
CID



640.39
1+

742.70
3+

882.49
1+

989.05
2+

1113.64
2+

1344.73
1+

1587.82
1+

1725.87
1+ 1876.00

1+

Q - 0.09

N + 0.02

113.01

Q - 0.06
N

H - 0.07T - 0.66G - 0.02
D - 0.03

V - 0.17

H - 0.05

T + 0.01

G + 0.03
D - 0.06

67. +MS2(ETD 742.36), 20.6-21.1min #1144-1167

0

1

2

3

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 92 67 20.9 742.43 3 2224.29 136 152 1 Y LVDGTHNQKVTATTTTF T HexNAc dHex Ac

M
ETD



204.01
1+

266.99
2+ 364.12

1+

661.37
2+

762.94
2+

809.41
2+

1055.70
1+

1321.82
1+

1431.85
1+

101.57

73.24

6.96

202.99

160.12

146.68

14.13

126. +MS2(842.94), 24.3-24.4min #1652-1658

0

2

4

6

7x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 126 99 24.3 842.94 2 1683.88 256 270 0 Y AAGTGVGKSVGGITF S HexNAc dHex +14 Da

N
CID



793.48
1+

842.97
2+

949.64
1+

1021.61
1+

1264.71
1+

1322.80
1+

1537.93
1+

1685.93
1+

G + 0.09G - 0.03V - 0.03

S + 0.05

G - 0.02

I/L - 0.11

F - 0.05

T + 0.93

99. +MS2(ETD 842.97), 24.5-24.6min #1313-1316

0

1

2

3

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 126 99 24.3 842.94 2 1683.88 256 270 0 Y AAGTGVGKSVGGITF S HexNAc dHex +14 Da

N
ETD



350.07
1+

661.35
2+

762.91
2+

835.98
2+

1321.83
1+

1670.92
1+

203.09

146.00
73.07

101.56

73.33

72.94

73.06

146.14

129. +MS2(982.00), 24.3-24.7min #1651-1684

0

1

2

3

4

7x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 129 97 24.5 982.05 2 1962.10 256 270 0 Y AAGTGVGKSVGGITF S HexNAc dHex3

O
CID



793.49
1+

982.53
2+

1299.73
1+

1387.72
1+

1600.81
1+

1713.97
1+

1815.98
1+

S - 0.05

V + 0.05

I/L + 0.02

F + 1.00

T + 0.01

18.03

G + 0.05

V - 0.05

G + 0.05

G + 0.02

G - 0.06

97. +MS2(ETD 981.99), 24.3-24.4min #1305-1309

0

1

2

3

4

5

6

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 129 97 24.5 982.05 2 1962.10 256 270 0 Y AAGTGVGKSVGGITF S HexNAc dHex3

O
ETD



203.95
1+

267.05
1+

494.25
1+

661.37
2+

762.94
2+

808.94
2+

1055.67
1+

1156.73
1+

1321.83
1+

1468.86
1+

146.02

146.12

146.14

162.03

146.16

101.57

73.18
125. +MS2(836.07), 24.0-24.2min #1630-1649

0.0

0.5

1.0

1.5

2.0
8x10

Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 125 95 24.1 836.07 2 1670.14 256 270 0 Y AAGTGVGKSVGGITF S HexNAc dHex

P
CID



835.98
2+

1308.72
1+

1421.84
1+

1671.92
1+

F + 1.08

T - 0.05

I/L + 0.04
G - 0.04

V - 0.08

V + 0.03

G - 0.01

G + 0.02

S + 0.09
Q - 0.05

G + 0.10

V + 0.19

95. +MS2(ETD 836.08), 24.0-24.2min #1295-1303

0.0

0.2

0.4

0.6

0.8

1.0
8x10

Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 125 95 24.1 836.07 2 1670.14 256 270 0 Y AAGTGVGKSVGGITF S HexNAc dHex

P
ETD



203.96
1+

267.10
1+

661.37
2+

762.95
2+

808.90
2+

1055.68
1+

1321.83
1+

1467.83
1+

146.16

101.57

73.05

146.00

131. +MS2(835.97), 24.6-24.7min #1679-1686

0.0

0.2

0.4

0.6

0.8

1.0

7x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 131 101 24.7 835.97 2 1669.94 256 270 0 Y AAGTGVGKSVGGITF S HexNAc dHex

Q
CID



656.38

835.93
2+

1007.61
1+

1094.69
2+

1308.72
1+

1522.88

1670.93
1+

F + 0.98

T + 0.97

I/L - 0.15

G + 0.02

G + 0.06V - 0.12

S + 0.05
K + 0.07

101. +MS2(ETD 835.97), 24.7-24.8min #1323-1326

0.0

0.5

1.0

1.5

5x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 131 101 24.7 835.97 2 1669.94 256 270 0 Y AAGTGVGKSVGGITF S HexNAc dHex

Q
ETD



203.96
1+

267.06
1+

392.11
1+

494.24
1+

661.35
2+

762.93
2+

1055.70
1+

1156.76
1+ 1258.77

1+

1321.84
1+

1524.86
1+

203.02

203.07

203.04

101.58

94.07

73.20

20.87

6.89

188.15

135. +MS2(856.98), 24.7-25.1min #1688-1714

0
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4

6

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 135 103 24.9 856.89 2 1711.78 256 270 0 Y AAGTGVGKSVGGITF S HexNAc dHex Ac

R
CID



793.52
1+

857.45
2+

949.61
1+

1049.61
1+

1136.66
1+

1350.74
1+

1498.82
1+

1713.93
1+

F + 1.04G - 0.07

G + 0.01

I/L + 0.01

T + 0.95

V + 0.01

S + 0.02

G + 0.04

G - 0.02

V + 0.02

T - 0.08

G - 0.03
A + 0.08

A - 0.03

Q - 0.16

103. +MS2(ETD 857.00), 24.8-25.0min #1325-1334

0

1

2

3

4

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 135 103 24.9 856.89 2 1711.78 256 270 0 Y AAGTGVGKSVGGITF S HexNAc dHex Ac

R
ETD



392.14
1+

857.00
2+

1321.84
1+

1524.88
1+ 1712.94

1+

188.06

203.05

146.00

136. +MS2(1003.00), 24.8-25.1min #1691-1713

0

1

2

3

7x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 136 102 24.9 1003.08 2 2004.16 256 270 0 Y AAGTGVGKSVGGITF S HexNAc dHex3 Ac

S
CID



793.54
1+

850.57
1+

1003.56
2+

1341.78
1+

1642.88
1+

1757.03
1+

1857.10
1+

G - 0.02

G - 0.03

V - 0.10

S - 0.03

I/L + 0.01
T + 0.23

F - 4.17

G + 0.01

V - 0.05

G + 0.05

Q + 0.01

K + 0.06

102. +MS2(ETD 1003.10), 24.8-25.0min #1327-1333

0.0

0.5

1.0

1.5

2.0

2.5

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 136 102 24.9 1003.08 2 2004.16 256 270 0 Y AAGTGVGKSVGGITF S HexNAc dHex3 Ac

S
ETD



203.97
1+

350.09
1+

651.28
2+

920.44
1+

1098.63
1+

1244.68
1+

146.12

146.05

101.53

73.11

141. +MS2(724.35), 25.3-25.3min #1729-1733

0

2

4

6

8
6x10

Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 141 108 25.3 724.35 2 1446.70 245 255 1 Y TASGESAISLY A HexNAc dHex

T
CID



242.66 585.88

724.82
2+

824.34
1+

899.40
1+

1083.56
1+

1170.60
1+

1284.70
1+

1448.71
1+

1665.13

A - 0.04I/L + 0.07

S

I/L - 0.03
Y + 0.86

G + 0.32

A - 0.02
I/L + 0.14

S + 0.81

I/L - 0.86

42.04

108. +MS2(ETD 724.36), 25.4-25.4min #1348-1351

0.0

0.5

1.0

1.5

2.0

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 141 108 25.3 724.35 2 1446.70 245 255 1 Y TASGESAISLY A HexNAc dHex

T
ETD



269.05
1+

598.79
2+

689.33
2+

762.38
2+

909.47
1+ 1109.68

1+

1255.73
1+

1377.73
1+

73.05

146.04

146.06

145.99

14.00

146.15
14.07

146.00

162.04

120. +MS2(842.84), 23.2-23.7min #1570-1608

0.0

0.2

0.4

0.6

0.8

1.0

1.2

8x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 120 90 23.4 842.48 2 1682.96 179 190 0 L NIHSQDTITVSY V dHex2 +14 Da

U
CID



842.91
2+

1232.69
1+

1432.78
1+

1684.88
1+

T + 0.08I/L - 0.07
T - 0.08

D + 0.09

S + 0.89

V + 0.09

Q - 0.08

Y + 0.97

90. +MS2(ETD 842.40), 23.3-23.7min #1260-1278

0

1

2

3

4

5

7x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 120 90 23.4 842.48 2 1682.96 179 190 0 L NIHSQDTITVSY V dHex2 +14 Da

U
ETD



269.06
2+ 469.20

1+

659.85
2+

803.41
2+

875.97
2+

1136.72
1+

1336.83
1+ 1442.77

1+

145.97

73.03

7.00

73.03

160.08

145.87

73.05

17.52

73.07

80.04

72.43

14.21

8.99

8.98

148. +MS2(956.02), 25.7-25.9min #1768-1778

0

2

4

6

8

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 148 115 25.8 956.02 2 1910.04 179 190 0 L NIHSQDTITVSY V … dHex2 in total 533.4 Da

V
CID



404.00 806.40

956.47
2+

1130.72
1+

1189.63

1442.78
1553.77

1658.92
2+

1747.91
3+

1911.98
1+

Y + 0.04
S - 0.06

V + 0.14

T + 0.80

I/L + 0.16

T + 0.80

D + 0.38
Q - 0.18

S - 0.02

115. +MS2(ETD 956.02), 26.1min #1373

0

1

2

3

5x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-3 Selenomonas sputigenaFlagellin C9LY14 ChymotrypsinSsp Flag Chymotrypsin_GA5_01_7969.dSsp Flag Chymotrypsin ETD_GA5_01_7973.d Yes 148 115 25.8 956.02 2 1910.04 179 190 0 L NIHSQDTITVSY V … dHex2 in total 533.4 Da

V
ETD



363.16
1+

590.38
1+

945.02
2+

1018.08
2+

1091.12
2+

73.0673.04

73.00

146.07
146.12 146.29

125. +MS2(1164.09), 25.0-25.3min #1713-1738

0

1

2

3

4

5

7x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-2 Selenomonas sputigenaFlagellin C9LY14 Tryp+ChymotrypSsp Flag Trypsin Chymotrypsin _GA4_01_7968.dSsp Flag Tryp Chymotryp ETD _GA4_01_7972.d Yes 125 94 25.1 1164.09 2 2326.18 326 344 0 R AQALGLQGSDGSTLNISTR D dHex3

W
CID



1164.60
2+

1873.93
1+

I/L - 0.04T + 0.14S + 0.04G - 0.12D + 0.07
N + 0.17

94. +MS2(ETD 1164.09), 25.0-25.0min #1332-1336

0.0

0.5

1.0

1.5

2.0

2.5

3.0

7x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-2 Selenomonas sputigenaFlagellin C9LY14 Tryp+ChymotrypSsp Flag Trypsin Chymotrypsin _GA4_01_7968.dSsp Flag Tryp Chymotryp ETD _GA4_01_7972.d Yes 125 94 25.1 1164.09 2 2326.18 326 344 0 R AQALGLQGSDGSTLNISTR D dHex3

W
ETD



945.00
2+

1018.56
2+

1091.59
2+

1164.63
2+

1237.69
2+

73.07

73.03

73.07

73.00

73.08

127. +MS2(1310.12), 25.1-25.4min #1723-1748

0.0

0.5

1.0

1.5

2.0

7x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-2 Selenomonas sputigenaFlagellin C9LY14 Tryp+ChymotrypSsp Flag Trypsin Chymotrypsin _GA4_01_7968.dSsp Flag Tryp Chymotryp ETD _GA4_01_7972.d Yes 127 96 25.3 1310.12 2 2618.24 326 344 0 R AQALGLQGSDGSTLNISTR D dHex5

X
CID



403.02
1+

575.28 1049.62
1+

1310.66
2+

1433.99
1+

1562.00

1874.09
1+

I/L + 0.14

T - 0.04

S - 0.04G - 0.14
D + 0.06

Q - 0.05

96. +MS2(ETD 1310.59), 25.1-25.3min #1338-1344

0.0

0.5

1.0

1.5

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-2 Selenomonas sputigenaFlagellin C9LY14 Tryp+ChymotrypSsp Flag Trypsin Chymotrypsin _GA4_01_7968.dSsp Flag Tryp Chymotryp ETD _GA4_01_7972.d Yes 127 96 25.3 1310.12 2 2618.24 326 344 0 R AQALGLQGSDGSTLNISTR D dHex5

X
ETD



363.20
1+

590.40
1+

1018.09
2+

1091.12
2+

1526.83
1+

73.05

73.03
73.13

7.00

6.99

128. +MS2(1171.08), 25.3-25.5min #1741-1750

0

2

4

6

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-2 Selenomonas sputigenaFlagellin C9LY14 Tryp+ChymotrypSsp Flag Trypsin Chymotrypsin _GA4_01_7968.dSsp Flag Tryp Chymotryp ETD _GA4_01_7972.d Yes 128 97 25.4 1171.08 2 2340.16 326 344 0 R AQALGLQGSDGSTLNISTR D dHex3 +14 Da

Y
CID



462.26
575.29

1+

876.61
1+ 1048.51

1171.63
2+

1433.75
1+ 1644.92

1771.69
1+

1874.05
1+

G - 0.11

S + 0.15

T + 0.10

D - 0.03

I/L - 0.09

N + 0.12

97. +MS2(ETD 1171.08), 25.3-25.4min #1345-1350

0.0

0.2

0.4

0.6

0.8

1.0

6x10
Intens.

200 400 600 800 1000 1200 1400 1600 1800 m/z

CRII51-2 Selenomonas sputigenaFlagellin C9LY14 Tryp+ChymotrypSsp Flag Trypsin Chymotrypsin _GA4_01_7968.dSsp Flag Tryp Chymotryp ETD _GA4_01_7972.d Yes 128 97 25.4 1171.08 2 2340.16 326 344 0 R AQALGLQGSDGSTLNISTR D dHex3 +14 Da

Y
ETD


