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Supplemental Figure S3: Gain and loss of qDamID signal upon ESCs differentiation. (4) Similar expression changes of
pluripotency-related genes after conversion of Rosa26-Neo-Dam-Pou5fl and Rosa26-Neo-Dam ESCs to EpiLCs. Data plotted as
mean + s.e.m. (n=3). (B) Expression level of Dam in Rosa26-Neo-Dam-Pou5fl and Rosa26-Neo-Dam ESCs and in vitro
differentiated fibroblasts. Data represent mean + s.e.m. (n=2). (C) Expression level of Dam mRNA in Rosa26-Ec-Dam-Pou5fl and
Rosa26-Ec-Dam ESCs and in vitro differentiated fibroblasts. Data represent mean + s.e.m. (n=2). Ec = Ecdysone-inducible promoter.
(D) gDamID analysis in the Has2 and Tc/l loci with Rosa26-Neo-Dam-PouSfl and Rosa-26-Neo-Dam ESCs and Epil.Cs in

Has2

Telt

comparison with POUSF1 ChIP-seq data (Buecker et al. 2014). Y-axis; subtracted methylation level (%).



