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S2 Fig. Heatmap of 87 immune genes differentially expressed in liver samples from tumor and 
nontumorous tissues of 8 patients with HCV-associated HCC. Gene expression levels were log2-
transformed and row-wise standardized. Up-regulated genes are shown in shades of red; downregulated 
genes in shades of green. The dynamic range of colors is ± 1 SD.


