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S10 Fig. Effect of TACSTD2 gene silencing on ZO-1 and JAM-A distribution in parental 
Huh7.5 cells. (A) Visualization of ZO-1 (red) in parental Huh7.5 cells transfected with either 
siControl or siTACSTD2. ZO-1 appears disrupted in siTACSTD2-treated cells in contrast to the 
regular ZO-1 linear pattern observed in siControl-treated cells. (B) Visualization of JAM-A (red) 
in parental Huh7.5 cells transfected with siControl or siTACSTD2. JAM-A (red) appears 
disrupted in siTACSTD2-treated cells in contrast to the linear pattern observed in siControl-
treated cells. 


