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Supplementary Figure 1: Correlation between the best probes from 48h ChIP-chip analyses issued from two different 
factors. Each graph showed the correlation of the geometric mean (log base 10) for the best probe of each gene for two transcription 
factors. The red box corresponded to the correlation between ERR1 (ERRa) and PRC probes (Pearson correlation 0.82, p-value < 2.2 10-16).



Supplementary Figure 2: Venn diagrams representing the number of positive genes on ChIP-chip analyses after 24h 
(blue) and 48h (yellow) of serum induction were shown for the six factors studied (CREB, NRF1, GABP, YY1, PRC 
and ERR1). The percentage of genes commonly positive at 24h and 48h are indicated in brackets.



Supplementary Figure 3: Motif discovery in positive ChIP-chip promoters for NRF1, GABP, CREB, ERR1 and YY1. 
Colored circles represent the motifs discovered in gene promoters tested relative to consensus motif indicated in the center of the figure. 
Motifs discovered for other transcription factors than those explored by ChIP-chip are also shown by the corresponding color code. A high-
resolution version of this figure is available on Oncotarget website.



Supplementary Figure 4: For each transcription factor and PRC coactivator most representative gene ontologies 
(n=30) for positive genes on ChIP-chip were determined using GOMiner software.



Supplementary Table 1: Primers used for quantitative RT-PCR analysis

CYCS For: 5′-CCAGTGCCACACCGTTGAA-3′ Rev: 5′-TCCCCAGATGATGCCTTTGTT-3′;

CITED2 For: 5′-GCGAAGGAGGATGCCAACC-3’ Rev: 5′-CAGCTGCATACTAGCCAGCA-3′

COX18 For: 5’-CATCAGCACCACTTCACGAA-3’ Rev: 5’-CCACCAACTGTCAGAAGCAT-3’

CAMK2A For: 5’-TACGGCGACGAGAAGCTGAG-3’ Rev: 5’-AGACACCAGGAGGTGCCTTG-3’

COX4I2 For: 5’-GGTGGAAGACGAGGGATGCA-3’ Rev: 5’-CAGCTGGGTCCAGCTTCCCT-3’

HIF1 For: 5’-AGGAGCTGAGTTGGAATAGTG-3’ Rev: 5’-CCAGCTATCTTACTAGTGGGTG-3’

NDUFC1 For: 5’-GCCGTCTGGTTACTGTAATC-3’ Rev: 5’-GGTTACTCAGTGTCATCTTG-3’

POLG2 For: 5’-CAACGGAGGTGAGCGTGC-3’ Rev: 5’-GAGGTGTATATAGAAGGTGAT-3’

UCP2 For: 5’-CATTCTGACCATGGTGCGTACTGA-3’ Rev: 5’-GTTCATGTATCTCGTCTTGACCAC-3’

UQCR For: 5’-CTTCCTGGGCCCACGCTACC-3’ Rev: 5’-GTCCAGGATCAGCCGCCAAT-3’

β-globin For: 5′-CAACTTCATCCACGTTCACC-3′ Rev: 5′-ACACAACTGTGTTCACTAG-3’


