Fig S2

A CDKN1A B CENPP C BAX
_ 0.0087 - _ 0005 _ 0016
S a S S
2 - @ 00041 . @ 0.014+ -
S 0.0041 E ] 3 s
5 = A £ 0.0034 _} . s
F —5H- = X 0.012
u Y0002+ . == w x
£ o002 e 2 L o0l o
5 - T 0.001- i 50 R
[5) [0 [}
© 0.000 , , ' © g.000 . : 2 € 0008 . : .
Control MANCR MANCR Control MANCR MANCR Control MANCR MANCR
ASO ASO 1 ASO 2 ASO ASO 1 ASO 2 ASO ASO 1 ASO_2
FAS ITGB2 RUNX2
_ 0.008; _ 0.0015; _ 0004 .
A *hK
S S S -
2 ﬂ‘:— 2 : @ 0.003 4 > 0 a
¢ 0.004- 3 0.0010 J_—r 3 —'_'[—
g " g X 0002{ o =
L L w
2 0.0021 =r 2 0.00054 _am ‘4 2
2 = - £ 00011
G - T P o
© 0.000 . . , © 0.0000 . . . © 5000
Control MANCR MANCR Control MANCR MANCR Control MANCR MANCR
ASO ASO 1 ASO 2 ASO ASO 1 ASO 2 ASO ASO 1 ASQO 2
LAMP3 CDH1 PDGFRB
c 0.0104 < 0.00031  0.0008
'% N .g A .%
2 0.008 4 2 I $ 0.0006 4 :
g % £ 0.00024 g R R —
S 0.006 g g . =
| s X N i 0.0004 % =
n
£ 00041 : 2 0.00014 . 2 .
S 0.0024 — s M- — % 0.0002
Q ° [ % [J]
[ _ﬁ_ o 14
0.000 a r r 0.0000 LS r T 0.0000 T r T
Control MANCR MANCR Control MANCR MANCR Control MANCR MANCR
ASO ASO_ 1 ASO 2 ASO ASO 1 ASO 2 ASO ASO 1 ASO 2
RAD51B BIRC5 ROCK1
_ 00015 _ 0.008, _ 0.004,
8 . ] o =} n
[77] w (2]
% 0.006 0.003 4 *
Soooo) = ¢ E = o =
n 3 0.004 % 3
w . o w 0.0044 —— i 0.002 1 .
£ 0.0005 2 " s 2
> 0 . > >
;@ Rk -E:n- 0002- ‘g 0.001
© =agugud... @ ]
T 0.0000 . . . % 0000 : : . ® 6.000
Control MANCR MANCR Control MANCR MANCR Control MANCR MANCR
ASO ASO 1 ASO 2 ASO ASO 1 ASO 2 ASO ASO_1 ASO_2

Supplemental Figure 2. Validation of expressed genes from RNA-seq. MDA-MB-231 cells
transfected with control ASO or an ASO directed against MANCR (MANCR ASO_1 or ASO_2)
were analyzed for gene expression by RT-gPCR, 48 hr after transfection, n=4. Gene expression
is relative to GAPDH and ACTB. A) Differentially expressed genes that validated with both ASO_1
and ASO_2. B) Differentially expressed genes that validated with ASO_2 and trended in the same
direction with ASO_1. C) Genes with unchanged expression that validated with both ASO_1 and



ASO 2. Data are presented as mean = S.E. Statistical significance was determined using one-
way ANOVA with multiple comparisons. *p>0.05, *p>0.01, **p<0.001, ****p>0.0001.



