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KT153023 Aralia elata    [1] 

NC_022810 Aralia undulata    [2] 

KC456163 Aralia undulata    [3, 4] 

NC_022811 Brassaiopsis hainla    [4] 

KC456164 Brassaiopsis hainla    [3, 4] 

KP271241 Dendropanax dentiger    [3, 5] 

NC_026546 Dendropanax dentiger    [6] 

KR136270 Dendropanax morbifer    [1] 

NC_027607 Dendropanax morbifer    [7] 

KT153020 Eleutherococcus gracilistylus    NA 

JN637765 Eleutherococcus senticosus    [3, 4] 

NC_016430 Eleutherococcus senticosus    [1, 8] 

NC_027685 Fatsia japonica    [9] 

KR021045 Fatsia japonica    [9] 

HM596070 Hydrocotyle verticillata    [3, 5] 

KC456167 Kalopanax septemlobus    [3-5] 

NC_022814 Kalopanax septemlobus    [4] 

NC_022812 Metapanax delavayi    [4] 

KC456165 Metapanax delavayi    [3, 4] 

MF377620 Panax bipinnatifidus    This article. 

KM067386 Panax ginseng Cheongsun  [10] 

KM088019 Panax ginseng Chunpoong  [1, 10] 

KC686331 Panax ginseng damaya  [10, 11] 

KC686332 Panax ginseng Ermaya  [3, 10, 11] 

KC686333 Panax ginseng gaolishen  [10, 11] 

KM067387 Panax ginseng Gopoong  [10] 

KM067388 Panax ginseng Gumpoong  [10] 

KM067394 Panax ginseng Hwangsook  [10] 

KM067389 Panax ginseng Jakyung  [10] 

KM067393 Panax ginseng Sunhyang  [10] 

KM067390 Panax ginseng Sunone  [10] 

KM067391 Panax ginseng Sunpoong  [10] 

KM067392 Panax ginseng Sunun  [10] 

KM088020 Panax ginseng Yunpoong  [10] 

AY582139 Panax ginseng    [4, 5] 

NC_006290 Panax ginseng    [10, 11] 

KF431956 [3] Panax ginseng    [3, 11] 

KP036469 Panax japonicus    [1] 

NC_028703 Panax japonicus    [1] 

KJ566590 Panax notoginseng    [3, 12] 



NC_026447 Panax notoginseng    [12] 

KP036468 Panax notoginseng    [1] 

KR021381 Panax notoginseng    NA 

KT001509 Panax notoginseng    NA 

KT028714 Panax quinquefolius    NA 

KM088018 Panax quinquefolius    [1, 10] 

NC_027456 Panax quinquefolius    [10] 

NC_030598 Panax stipuleanatus    NA 

KX247147 Panax stipuleanatus    NA 

MF377622 Panax stipuleanatus    This article. 

MF377621 Panax vietnamensis    This article. 

MF377623 Panax vietnamensis    This article. 

KU059178 Panax vietnamensis    [13] 

KP036470 Panax vietnamensis    [1] 

KP036471 Panax vietnamensis    [1] 

NC_028704 Panax vietnamensis    [1] 

KC456166 Schefflera delavayi    [3, 4] 

NC_022813 Schefflera delavayi    [4] 

NC_029764 Schefflera heptaphylla    [14] 

KT748629 Schefflera heptaphylla    [14] 
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