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Lh gypsyl1

darcl duplication:
Ancestral darc1/2 duplication:

Number of homologs:

dorcl darc2
R. zephyria 3 1
C. capitata 4 1 Tephridtidae
B. dorsalis 4 1
D. melanogaster 1 1 Drosophilidae
M. domestica 4 1
Muscidae
5. calcitrans 1 1




