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Figure	S3.	(A)	Root-to-3p	distances	(muta3ons/site)	es3mated	with	
Beast	are	correlated	with	collec3on	date;	(B)	Marginal	posterior	
densi3es	of	the	subs3tu3on	rates	of	the	three	data	par33ons	(non-
coding	sites,	nonsynonymous	sites	and	synonymous	sites),	as	
es3mated	by	3p-calibrated	phylogene3c	analysis.		


