
 
Figure S3. Phylogenetic relationship and sharing of variant sites of sequenced T. 
rubrum isolates. A. Phylogenetic relationship of T. rubrum isolates inferred using 

RAxML (Methods). B. Classification of SNP sites based on conservation across the 

sequenced isolates; unique: only in one isolate; shared: in two to seven isolates; fixed: 

in all eight isolates.  
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