Figure S3. Plots of the first 4 principal components (PCs) from the principal component analysis of arcOGEN
and UKHLS samples genotyped in the three different versions of the CoreExome chip after excluding
complex regions. Cases genotyped in 12-sample arrays version 1.0 (12-v1.0) are in red; cases genotyped in
12-sample arrays version 1.1 (12-v1.1) are in green; cases genotyped in 24-sample arrays version v1.0 (24-
v1.0) are in blue; controls previously genotyped on version 12-v1.0 are in yellow.
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