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S4. Patient 3.
Copy number of chr 1 and chr 19 compared to whole blood (WES)

Sanger sequencing of the TERT-p mutation



1

0

2

3

4
PATIENT 3 RIGHT

1 2             3             4             5           6         7           8        9       10      11     12     13   14    15  16  17 18 19 202122

1 2             3             4             5           6         7           8        9       10      11     12     13   14    15  16  17 18 19 202122

1

0

2

3

4
PATIENT 3 LEFT

S5. Patient 3
Copy number inferred from exome sequencing for all chromosomes
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