Table S2. Relative mRNA levels in Fig. 2.

Fig. 2 media strain HIS5/ACT1  LYS1/ACT1
WT 1.0+£0.3 1.0+£0.3
rich trm7A [TRM7) 1.7+£0.6 19105
A trm7A 27.8+ 3.0 90.9+134
_ WT 1.0+ 0.1 29+0.3
synthetic trm74 [TRM?7] 31+02 79+1.1
minimal
trm7A 17.1+1.6 43.2+2.1
rich WT 1.0+£0.3
trm7A 50.5+ 10.5
B 0 mM 3-AT 1.0+ 0.1
10 mM 3-AT  WT His* 44.3 + 8.1
100 mM 3-AT 62.1+0.2
WT 1.0+04
trm7A 88.0+9.6
. gcn2A 1.3+£0.1
C rich trm74 gcn2A 1.7+0.1
gcn4A 0.8+0.2
trm7A gcn4A 1.9+£0.2
WT 1.0+ 0.1
trm7A 46.8+2.3
trm732A 09+0.2
trm734A 1.0+ 0.1
E rich tyw1A 0.8+0.2
trm732A tyw1A 1.5+£0.2
trm734A tyw1A 1.2+0.3
trm732A
trm734A 43.2+5.1
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