
Supplementary Figure 1

Number of proteins detected by highly fractionated proteomics across all regions.

Histogram quantifies proteins detected directly by MS/MS (black) versus those detected by the “match between runs” feature (grey) 
in the fractionated regional samples.
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Figure S1 | Number of proteins detected by highly fractionated proteomics across all regions. Histogram quantifies 
proteins detected directly by MS/MS (black) versus those detected by the “match between runs” feature (grey) in the 
fractionated regional samples.  



Supplementary Figure 2

Number of peptides detected per protein shows no clear inter-regional variability.

The average number of peptides detected per protein was 9.2.  For simplicity in these histograms, proteins with more than 10 
peptides were set to have exactly 10 peptides.  The distribution of peptides/protein is similar across all 7 fractionated brain regions. 
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Figure S2 | Number of peptides detected per protein shows no significant inter-regional variability. The average number of 
peptides detected per protein was 9.2. For simplicity in these histograms, proteins with more than 10 peptides were set to 
have exactly 10 peptides.  The distribution of peptides/protein is similar across all 7 fractionated brain regions. 



Supplementary Figure 3

Numbers of proteins detected in each single shot sample. 

The use of “match between runs” results in an approximately 50% increase in the number of proteins identified by single shot 
proteomics.  Proteins directly detected by MS/MS are shown in black, whilst those identified by “match between runs” are in grey. 
Samples are shown in alphabetical order, and include the data from fractionated brain regions. 
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Figure S3 | Numbers of proteins detected in each single shot sample. The use of “match between runs” results in an 
approximately 50% increase in the number of proteins identified by single shot proteomics. Proteins directly detected by 
MS/MS are shown in black, whilst those identified by “match between runs” are in grey. Samples are shown in 
alphabetical order, and include the data from fractionated brain regions.
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Supplementary Figure 4

Batch effect identified by sample correlations is corrected by ComBat. 

A) Clustering of all single shot samples shows a clear batch effect. B) Clustering post correction by ComBat shows correction of the
batch effect.  C) Technical replicates of a single mixed region control were run evenly spaced throughout the LC-MS/MS runs. 
Correlation between these technical replicates is strongly improved as a result of batch correction. 
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Supplementary Figure 5

Clustering all samples subjected to MS/MS using proteins significantly differentially expressed between brain regions revealed 
expected bulk differences between brain regions. 

This is a fully labelled zoomable version of the main Fig 2B. 
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Figure S5

Figure S5 | Clustering all samples subjected to MS/MS using proteins significantly 
differentially expressed between brain regions revealed expected bulk differences 
between brain regions. This is a fully labelled zoomable version of the main Figure 2B.
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Figure S5 | Clustering all samples subjected to MS/MS using proteins significantly 
differentially expressed between brain regions revealed expected bulk differences 
between brain regions. This is a fully labelled zoomable version of the main Figure 2B.
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Supplementary Figure 6

Clustering all proteins significantly differentially expressed between regions reveals consistent patterns of expression that favour 
region-specific enrichment or region-specific depletion in abundance

Box and whisker plots show region specific patterns of protein expression across 33 gene clusters.  The center line indicates the 
median, limits indicate the IQR, and the whiskers either 1.5* the IQR or the min/max value if it falls within 1.5* the IQR.  Expression 
values from individual samples are shown as dots.  Genes belonging to each cluster can be seen in Table 5B and Fig S7. 
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Figure S6 | Clustering all proteins significantly differentially expressed between regions reveals consistent patterns of 
expression that favour region-specific enrichment or region-specific depletion in abundance. Box and whisker plots 
show region specific patterns of protein expression across 33 gene clusters. Expression values from individual samples 
are shown as dots.  Genes belonging to each cluster can be seen in Table 5B and Figure S7. 



Supplementary Figure 7

Clustering all proteins significantly differentially expressed between regions reveals consistent patterns of expression that favour 
region-specific enrichment or region-specific depletion in abundance.  

Heatmap shows expression levels of all differentially expressed genes across all single shot samples.  The dendrogram above 
depicts the clusters of proteins that share patterns of expression across the regions.  Cluster 0 is a group of proteins with no shared 
expression across the regions.  Proteins belonging to this cluster are depicted with black arms on the dendrogram, and are not 
numbered below the heatmap.  The heatmap shows that many clusters are dominated by expression changes in the cerebellum 
compared to other regions. 
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)LJXUH� 6�� _ Clustering all proteins significantly differentially expressed between regions reveals consistent patterns of 
expression that favour region-specific enrichment or region-specific depletion in abundance.  Heatmap shows expression 
levels of all differentially expressed genes across all single shot samples.  The dendrogram above depicts the clusters of 
proteins that share patterns of expression across the regions.  Cluster 0 is a group of proteins with no shared expression 
across the regions.  Proteins belonging to this cluster are depicted with black arms on the dendrogram, and are not 
numbered below the heatmap.  The heatmap shows that many clusters are dominated by expression changes in the 
cerebellum compared to other regions.
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Supplementary Figure 8

Striatally enriched clusters contain interacting proteins with roles in dopaminergic signalling and drug addiction. 

A) Network diagram showing proteins from clusters 26 and 31.  These clusters are strongly enriched for protein:protein interactions
(adj. p value = 1.55E-15).  Coloured edges represent different forms of interaction evidence; experimentally determined (pink), co-
expressed (black), curated databases (blue) and text mining (green).  The node size represents the extent to which the protein 
structure has been solved.  B) Clusters 26 and 31 are significantly enriched for a number of Biological Process ontology terms.  C) 
KEGG pathway analysis shows significant enrichment for expected pathways, including stimulant addiction and dopaminergic 
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Supplementary Figure 9

Clustering all proteins significantly differentially expressed over developmental period reveals proteins enriched shortly after birth 
(period 8) and proteins more gently increasing or decreasing in abundance over the time-course.  

The center line indicates the median, limits indicate the IQR, and the whiskers either 1.5* the IQR or the min/max value if it falls within 
1.5* the IQR.  Individual samples are shown as dots on the box and whisker plots.  Proteins belonging to each cluster can be seen in 
Table 5. 
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Figure S9 | Clustering all proteins significantly differentially expressed over developmental period reveals proteins 
enriched shortly after birth (period 8) and proteins more gently increasing or decreasing in abundance over the time-
course. Individual samples are shown as dots on the box and whisker plots. Proteins belonging to each cluster can be 
seen in Table 5C.



Supplementary Figure 10a

RNA vs protein fold-change comparison of all pairs of brain regions. 

These scatterplots are identically defined to those in Fig 5A except that here genes are labelled to show individual gene names 
observable at high magnification.  A) CBC vs all B) MD vs all C) STR vs all D) AMY vs all E) HIP vs all F) V1C vs all G) DFC vs all. 
Genes are coloured based on their agreement or disagreement between the RNA and protein measurements; genes for which the 
protein variability between regions is <2-fold of that reported at the RNA-level were considered consistent (green and grey points). 
Purple coloured genes are those with consistent direction but variable magnitude of change (≥2-fold) between the regions at the 
protein and RNA level, while red genes disagree in the direction of change between RNA and protein.  Blue and orange genes vary 
between regions according to protein but not RNA and vice-versa. 
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HNRNPH2

YEATS4

PIN1

HP1BP3

FBXL16

GNG13

TUBA4A

LRFN1

CDC42EP1 SPECC1

VGF

CCDC136

MYO1B

CHN1

SNRPN;SNRPB

IVD

KCNC1

FXR2

ILF3

RNASE1

REEP5

ARHGEF6

CDH15

LPPR3

SYT5

GALNT8;KCNA6

THEM6
APOE

APOC1

SAFB2

NCAN

LSM7

ACTN4

ARPC1B

LSM4

SULT4A1

OLFM1

COL5A1

ADRM1

TRIM28

SMPDL3B

HIP1R

DNMT1

PLXNA3

HABP4

RGN SYNE1

GGT7

GFAP

CHMP1A

SH3BGRL

CAPN7

RFTN1

ZFYVE20

KCNC3

KIF3A;KIF6MAP1B

PPP1R1B

KHDRBS3

PRKAB2

MCCC2

SNRPA1
LGALS3

SLC6A11

NUP210
EFR3A

ILKAP

SCLY

PTPRE

RAP1GAP2

RPA1

SERPINF1

ZRANB2

HRSP12

TERF2

MTSS1L

PCNA

BCAN

CTNNBL1

WASF3

MYH10

MPRIP

DCLK1

SRRM1

HSPBP1

CNDP2

RTN3

PDZD2

IMPA1

SWAP70

CTIF

CAMK1

CHL1

TSPAN2

GSTM5

SYT6

HMGCS2;HMGCS1

SORT1

PTGFRN

ANO3 NAV1

CDC73

RBM17

CABLES1

LRP4

PHC2

DAGLA

APC;CTC 554D6.1

OSTF1

TAOK3;TAOK1

BAI3

SYNCRIP

NT5E

AGAP2

HNRNPA1;HNRNPA1L2

PKIB

RAB11FIP5

ABCB10

RGS8

DHX9

DOCK10

ITM2C

APPL2

VPS36

LRCH1

LMO7

LCP1

RAPGEF5

SRSF1

NDUFB5

MRPL47

TRA2B

NIPSNAP3A

LRRC8A

TMOD1

DAB2IP

PRPF4
ATP6V1G1

GABBR2

NCBP1

ANP32B

ALDH1B1;ALDH1A2

RPS6

KLC4;KLC3

GMPR
SLC22A23

TUBB2A

HMGA1

MGARP

NUMA1

MRPL15

GGH

TGS1
SORL1

RDX
FDX1

FXYD6;FXYD6 FXYD2

UNC13C

SLTM

ITPKA

UACA

GCHFR

CCBL2

SLC44A5

RTCA

PPM1B

STAMBPL1

DNAJC13

MYPN

ATIC

SSB

SHF

HCN4

SEMA7A

PCDH10

HNRNPD

PRKG2

RAP1GDS1

TRPC3;TRPC7NUP54

ANXA3

SEC24B

PPP3CA

FBN2;FBN1

RGS3

KIF21A

CPNE8

YARS2

FGD4

VAMP1

PPFIA2

ANP32D;ANP32A

TPH2

SNRPF

TMEM132B

GIT2

N4BP2L1;N4BP2L2;CNP

SMARCC2

MAP3K12

ESYT1

VPS37B

MBNL2

CBLN3

NOVA1

STON2

WARS

BNIP2
SRP14

ULK3

SH3GL3

GLYR1FTO

CPNE2
KATNB1

KIFC3

GCSH

CDH11

CDH13

RHOT2

GFOD2

PRPSAP2

SCRN2

PTRH2

GNAL

RPRD1A

OSBPL1A

ARRB2

ARHGDIA

TTYH2

EIF4A3

SMAD4

CACNA1A

PFKL

SIRT3APP

DOPEY2

SAE1

SLC6A3
CACNG8

EVI5L

IGLON5

EFHD2

SH3BGRL3

PRKACB

PTPRF

ATP1B1

ILDR2

MGST3

HDGF

TOR1AIP1

SF3B4

SNX27;CYTIP

PI4KB ANP32E

SELENBP1

TP53BP2

KCNN3

ILF2

LYST

PARP1

EPHX1

PPFIA4

PLEKHA6

SYT2

HNRNPLL

GALM

EML4

SNRNP200

SFXN5 RALB
C1QL2;C1QL3;C1QL1

SCN1A

KIAA1715

FAM171B

CPNE9

CNTN4

UBA3

TAGLN3

EIF2A

NCEH1

AMT

STXBP5L

DGKQ

OCIAD2

SETD7

RPS3A

HAPLN1

CRHBP

RASA1

PAM

BTF3

ARHGAP26

DDX46

GABRA6

GABRB2

CPLX2

TENM2

GFOD1

PSD2

LRRTM2

SLC17A4;SLC17A1;SLC17A2;SLC17A7

DAAM2

TPBG

PHIP

CLVS2

ABRACL

MTFR2TIAM2

EGFR

PURB

C7orf55 LUC7L2;LUC7L2

SH3KBP1

NONO

FRMPD3

IGSF1

NSDHLTACC1

PMP2;FABP4

LACTB2

NFIB

SHC3;SHC4
AUH

ALAD

ASTN2

SLC25A25;SLC25A23LRSAM1

IDI2;IDI1

FAM171A1

SLC39A12

PARD3

HERC4

CAMK2G
GLUD1

LIN7C

DGKZ

SSRP1

CELF1

TENM4

RPS3

LAMTOR1

PLCH2

CPSF7

PLCB3

TM7SF2

VPS51

DOC2A

CNTN5

MPP7

CDH8

HNMT

LYPD1

GPM6A

DLG2

DOCK1

PIP4K2A

RILPL2;RILPL1

ITPR1

GPR158

CACNA2D4

TMEM263

BTBD11

UBE3B

PLBD2

SLC2A13

AKAP6
ME3

NUBPL

NEK7;NEK6

VIPAS39

EPS8

QDPR

MMAA

AKR1C2

DPYSL4

SACS

BAG3

AP1S3;AP1S1

TMEM163

HSPB8

GRID2

RIT2

HOMER1

CAMK4

TRIM36

GRIA4

SPARCL1

GJA1
FARP1

HNRNPDL

UTRN

GRM1

PTPRK

RAB3C

JAKMIP1

ZIC1

CARHSP1

CAST SCOC

SMARCA5

HNRNPU

SLC25A27

ASAP1

NMRAL1

CNKSR3;CNKSR2

SPHKAP

DDAH1

ANKFN1

DGKE

MSI2

AK5

IMPACTTHY1

UBASH3B

NRGN

PITPNC1
UCHL1

TNIK

ENAH

BUB3

PDLIM3

SORBS2

CXADR

NCAM2

PLCL2

RAB6B

EPHB1

ACSS1

CA10

APOOL

CNTNAP5

PTPRN2

GOLGA7B

LARP1

GRIA1

NUP205

TTN

KDM8

SLC24A2

ADCY8

MICU3

KIF5A

PSD3

MCU

ADK

KCNMA1

ART3
TIAM1

SCAF4

PPP2R2B

EEF1A1

VPS8

EIF4A2

SST

ATP2B2

FUK

HYDIN

CACNA2D3

FAM81A

MYO1E;MYO1F

TSPAN18

C2CD2

PALM2 AKAP2;AKAP2

ACAN

CABP1

FAM213B

PANK4

BRE

NCK1

TPRG1L

MRAS

CUL4B

KCNB1

DMTN

CCAR2

EPB41

SYNJ1 CLIC6

PTMS

CYB5R1

ALDH4A1

NAE1

CHCHD6

CTBP1

TPPP3

FAM131B

ZYX

ABR

ARHGAP35

KALRN

PDXK

DIP2A

SAFB

S100A1

CHTOP

ADAR

ANO10

FGFR4

SQSTM1

NAPEPLD

FDXR

PRPSAP1

MPP3

SHANK1

PLCD3

FLYWCH2;FLYWCH1

ASRGL1

GNG3

NXF1

STX5RPS6KA4

ELAVL4

COA7

SDC3

RBBP4;RBBP7

NFIA

FUBP1

DNAJB4

SNX7

NTNG1

CADM3

RBM15

LRRTM1

H3F3A;HIST3H3;H3F3C;H3F3BADCK3

LYSMD1

CCNYL1;CCNY

COL6A3ATP1A1

SLC15A2HDAC11
NFASC

SERPINI1

CDS1

SYNPR

PRICKLE2;PRICKLE1;PRICKLE3

GMPS

PRRT3

U2SURP
GYG1

SLC4A1AP

POLR2H

LRPAP1
UBXN7

H2AFZ;H2AFV

SLC9B2;BDH2
APEH

CAMKV

WDR82

HMGB2

GUCY1A3

EDIL3

ENPP6

CARTPT

RICTOR

UBLCP1

GRIK2

FABP7

TRA2A

HCN1

NEUROD6;NEUROD2

PGAM2

ADCY1

RAD21;RAD21L1

ALDH7A1
COX6C

PDP1

TMEM65

PSIP1

DIRAS2

ABCA1

ALDH1A1

HNRNPK

PCDH19

STRBP

FAT3

LRFN5

PGM2L1

RPL10L;RPL10

ARF6

NGB

STK32C

KIAA1462

NSMF

SALL2

HSPA12A

CLMN

SLC6A5

HTRA1

JAM3
RAB8B

API5
NOLC1

PCBD1

SCN3B

CYB5A

CYB5R2

CRABP1

PRKCB;PRKCA
HDGFRP3

CENPV

LDHD

DCTN5

TERF2IP

CACNG2

ELFN2

SCG5

MAP1A

NUDT21
SGSM1

SNRPD1

SLC27A4

ISLR2

GPRC5B

KATNAL2

RBFOX3;RBFOX2

ACAA2

PRRT2

IRGQ

GNG8

CA4

TPM4

CACNB3

DHRS13

TTYH1

ATCAY

EEF2

HDGFRP2

HID1ECI1

CASKIN1

SRRM2

ENTPD3

SF1

VASN

GNG4

IRF2BP2

HIST1H1E

FAM107ADTYMK

TNXB

LGI3

PHYHIP

FEN1

GFRA2

CDKN2AIP
PPIP5K1

USP39

STXBP6

GRM5

MAP2K1

HNRNPH1

MECP2

RAB3B
RGS14

GPRIN1

PGM2

P2RY12

SCN9A

PLEKHA2

LUZP1UGP2

LINGO1

HNRNPF

PCDH7

ROBO1CTNND2

ALCAM

YWHAG
TRAPPC1

GPR37L1

NIPA1

HNRNPA3

FABP6

USP47

SMAD1

DCLK2

KRT86;GFAP

CD14

RALGAPB

DLGAP1

ARMC10

SYT9

RBMXL2;RBMX

KIF5B

MTSS1

GSTA4

NDUFA3

TANC2

PRKCDBP

PKIA

KCNG3;KCNA4

PRKCE;PRKCH

TMEM126A

NPTX1

FAM98B

TPPP

KCND3

WIPF2

LRRC8C;LRRC8E

RSL1D1

ETFDHMAP6

VAT1L

RPS7

AQP4

TLN2

SRGAP2C;SRGAP2SRGAP2C;SRGAP2B;SRGAP2

SCG2

SYNPO

RAB33B

GAP43

SNTB1GNG12

FIBP

CARNS1

HCFC1

RAB37

SNX32

MRGPRF

ARPP21

ADRBK1TRMT112

ADCY5

ABLIM3
GLRX

SYT12

SLC2A14;SLC2A3

SNCG

TLR9;TWF2

CHD2;CHD2

EIF1AX

STAT5B;STAT5A

EIF1

RNF213

SPTBN2

RBM4
NWD2

PRPF8
DDX23

CNTNAP2

LINGO2

MFSD4

TTC9B

PCP2

RIN1

PDZK1

KLC2

CTBP2

PPM1E
ARHGAP1

TP53I11

PHYHD1

BANF1

PTPN2

PCSK1

MCTP1;MCTP2

DPP10

DRAP1

SFN

BAIAP2

LRRN1TUBB6

CSTF3
TCP11L1

RIMS2GNG7

KBTBD11

LMNB2

BASP1

LY6H

SCN4B

EPS8L2

CETN1;CETN2

TALDO1RPS6KA3

TRIM72

SUMO4;SUMO2

FLII

HNRNPA0

PLEC

SLITRK1
NT5DC1

GLDC

SLC25A20

CA8

EPM2AIP1KCTD12

CPNE7

RCC2

HNRNPCL1;CH17 409J4.1;HNRNPCL2;HNRNPCL2;HNRNPC

PTPN11

GPC5

ZBTB18

MYADM

AKAP5

PUF60

LYNX1

TH

RCC1

F2

KCTD4

MAP6D1

SSR4

MAPK15

NPM1

PENK HIST3H2A;HIST1H2AB;HIST1H2AC;HIST1H2AE

POLR2A

RAP2B

BAI1

IBA57ADO SNRPE

RTKN2IDH2

TDRKH

MRPL41

ARL6IP4

SHMT2
SHMT2;SHMT1 AP1S2

CACNB4

NXPH3

EPHB3

PLCB1

NTM

ANXA2

GRID1

CRIP2

PLCXD3

RBM10

SLC25A18

EWSR1CNOT10

CADM1

SLC8A1

PCP4

CAMK1D

C2CD4C

CTNNA3

SF3A3

GRIN2A

PCBP3

TNFAIP8L3

TANGO2

HIST2H3D;HIST2H3C;HIST2H3A

ALYREF

CMTM4

KCTD16

KCTD8

NUDT14

PTP4A2

PCDH9

HIST1H1B

MAP7D2 PLA2G6

KCND2
TOP1MT;TOP1

NELL2

SEPT9

RALYL

HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO

SEPT5
OSBP2

H1FX

TCEAL2

PTRHD1

ANKS1B
ARL15

GPRIN3

AHNAK2

NAT8L

LRCH3

KRT73;NEFH

GABRA5

GNG2

PDE2A

BCR

ESPN

CCK

AKR1C1;AKR1C4

KIAA1598

SESTD1

FNBP1

MAGI2

LUZP2

CHP1

ISG15

ERC2

B3GALTL

TRPV2

GABRD
NHEJ1

SEMA4D

HIST1H1C;HIST1H1T

SHISA7

AGRN

SRSF10FBLL1

SHISA6

TMEM201

KCTD21

RELN

H1F0

ARID2
SF3B3

MAOA

FHIT

KAZN

HMGB1

SH2D5

SEMA4A

SRGAP3

TUBB

CPNE4

ELAVL3

XRCC6

TCEAL3

SLC6A9

AFAP1;AFAP1L1

PLXNB2

MYO6

HDAC2

TECPR2

MVB12B

KIAA1211L

PDLIM7

SLC39A10
ANXA4

WDR5B;WDR5

ANXA6
KIAA1671

SND1

TBC1D9B

SYNGAP1

UAP1L1

ADARB1

OGDHL

GSTK1

HNRNPAB

ATG7

SIPA1L1

S100A10
CFAP43

FAM49A

S100A6

MB

HIBCHSVIP

HSD17B11

TUBB3;TUBB3
FKBP1C;RP11 314N13.10;FKBP1A

DDX42

ASPH

ITSN2;ITSN1

NTRK1;NTRK2SH3BGRL2

ATL1
CTNND1

DDX39BDDX39B;DDX39A

NUDT16

RYR2

STK39

TTC37

SLC9A6 ECI2

FAM169A

MT ND5

BRINP2

PNP
GK

CHAMP1

HMGN2

OPA1

RYR3

CES1

GRK5
L1CAM

SOWAHA

INF2

HIST2H2AA4;HIST2H2AA4;HIST2H2AC

HIST2H2BF;HIST1H2BA;HIST1H2BC;HIST1H2BD;HIST1H2BE;HIST1H2BF;HIST1H2BG;HIST1H2BH;HIST1H2BI;HIST1H2BK;HIST1H2BL;HIST1H2BM;HIST1H2BN;H2BFS

HIST2H3PS2;H3F3B

TCEAL5

TCEAL6RING1

AGPAT1

MRPL38
LSM2

ABHD16A

DDR1

MRPL53

ATXN2

PNMAL2
LRRC10B

SARNP;RP11 762I7.5

GPR56

TECPR1

DPF3

RNPS1

ANKRD28

XKR4

TSN

RBMXL1

ZNF90;RPS16

TSPAN4

ARHGEF33

GRID2IP

VPS16

LINGO3

PLXNA4

FXYD7

SLC12A8CERS1

SETSIP;SETHNRNPUL2 BSCL2;HNRNPUL2

SHISA9

RBM14;RBM14 RBM4

NME1

TLR9;TLR9

PNMA2

MICAL3

KCTD7;RABGEF1

PALM2

JMJD7;JMJD7 PLA2G4BJMJD7;JMJD7 PLA2G4B;PLA2G4B

ZNF512

ACY1

RBM12

PCP4L1

TM4SF2;TSPAN7

MSANTD3 TMEFF1;TMEFF1

PRKDC

LYN

ATP6V1G2 DDX39B;ATP6V1G2

DPP3

LSM14A

RP11 162P23.2;ALDH2

XKR7

EPPK1

MRPL12;SLC25A10;SLC25A10

GTF2I
SRSF8;SRSF2

IKBKE;TBK1

RBM8A
AD000671.6;U2AF1L4;U2AF1;U2AF1

IER3IP1;IER3IP1

CCDC177

AC104534.3;HNRNPL

AC002985.3;HOMER3

AC011530.4;DMWD

TSNAX DISC1;TSNAX

HIST2H4A;HIST2H4B;HIST1H4A;HIST1H4B;HIST1H4C;HIST1H4D;HIST1H4E;HIST1H4F;HIST1H4H;HIST1H4I;HIST1H4J;HIST1H4K;HIST1H4L;HIST4H4

GRIN2B

CTB 96E2.2;VTN

GATSL2

CBS;CBS

SYNRG

HIST1H3A;HIST1H3B;HIST1H3C;HIST1H3D;HIST1H3E;HIST1H3F;HIST1H3G;HIST1H3H;HIST1H3I;HIST1H3J

PRSS3P2;PRSS1

MARCKS

NEFL

AC009133.22;QPRT

XXbac B562F10.12;KLHL22
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GCLC
ENPP4

ANKIB1

HECW1

ICA1

ALS2

PLXND1

CD38

FKBP4

KDM1A

CAMKK1

RECQL

HSPB6

UPF1
LIG3

CIAPIN1

PRKAR2B

CREBBP

RHBDD2

MYCBP2

PDK2

LAMP2

ABCC8

CACNG3

SPATA20
ARHGAP44

MARK4

PAX6

LUC7L

CACNA2D2

BAIAP3

CAMK1G

ADAM22

MGST1

NFIX

RPS20

BAZ1B
ZNF207

IDS;IDS

SLC6A7

KAL1

SYT7

LARS2

ANLN

ALOX5

CALCOCO1

CCDC88C

BID

MATR3
NUDCD3

ATP2C1

CNTN1

NCDN PLEKHB1

NRXN3

CPS1

GABRA1

TOMM34

VIMRNASET2

AGPAT4

BCLAF1

ANK1

RABEP1
HMGB3

NUP160

RANBP3

LRRC7

APBA2

TMSB10

CYP46A1

MRI1

TRIO

RTN4R

CDH10

INPP4A

RAB27B CTNNA1GPM6B

POLR2B

TPRCELF2

RCN1
DKK3

LIMA1

SLC4A8

HEBP2

MSMO1

NRIP2LAMA3;LAMA5

THRAP3

PTPRN

SYNE2

ATP9A

NOP58 ZFR

MTA3;MTA1

RASGRF1

DGKG

CDK17

PSD

WNK1;WNK4

CCAR1

SNRNP40

RIMBP2

BCAT1

LZTS1

GUCY1B3

MON2

ARSF

ISOC2

U2AF2

GPC1

TNPO3
SUGP2

SLC12A2;SLC12A1

SNX24;SNX22

NDUFB4

MYLK

MAP2K4

ME1

YBX1

PPP2R5A

CTNNA2

ELAVL1

DIP2B

SLC9A3

NGEF

ISOC1

EML1

THUMPD1PFKP

PHKA1

CACNB1

TP53BP1
ROGDI

PDK3

ACSL4

REEP1
KIF2A

RASGRP2

PPP2R5B

NUCKS1

KCNAB2

MAOB

ATP1B3

NEDD4;NEDD4L

PTPN3

SPTB

SLC44A1

EXOC5

CLTCL1

POLB

ASNS

CHAT

CSNK2A2

CAMK2A

TCOF1

OSBPL3ATP2B1

NCK2

MAP4K4

RPS6KA2

LMCD1

DAZAP1CPSF1

PRKACA

LPHN1

ACTN1

SMC1A

TRHDE

STK10;SLK

MRVI1

ADAM11

IGF2BP2

MRPS34

PPP2R2C

SNCB

ATP2A3

ARHGEF10L

EIF4G3;CBFA2T2

ADD2

RASAL2

MARK3

FSCN1

SART3

PLXNA2

ACACB;ACACA

PAG1

NT5C2

MCAM

CAMSAP3

RAP1GAP

CTTNBP2

ACTL6B

TOP2B;TOP2A

PAK3

DCX

SNRPA

ACTN2

FGFR1

AMPH

PIK3C3

PPP2R5C
ADCYAP1R1

MYH7B

SLC1A3

XRCC5

LXN

TNS1

PAFAH1B3

SCGN

DDX1

EPB41L2

RIMS1

MOXD1

SLC4A4

SMARCA2

PCNP

ARG2

CADPS2

ERC1

XPO1

TRPM3;TRPM1

PDS5B

CYLD

RPS5

SMAP2

ZMPSTE24

SSH1

APLP2

ATRXSLC25A24

DDHD2
EPS15

CHERP

EPDR1

SEPHS1

FAT2

PPEF1

ACHE;CES4A
SRRT

SF3B2

GNAS

KHSRP

GNA11

DOCK3

DYNLL1

TESC

RBBP9
GCN1L1

RPH3A

CHGB

ERP29

NOS1

FUS

NECAP1

ANKRD24

SLC9A1

PCBP4;PCBP2
PCBP4;RP11 155D18.12

STRN4

GLG1

PITPNM2
OSBPL8

RAPGEF4

SLC17A6

SUPT16H

TYRO3

EZR

AGO1

ECHDC1

XYLB

CBX5

EPB41L4B

PSMD5

SEMA4G

SORBS1

CRTAC1

ITPR3

HNRNPH3

ABLIM1

NRP1

H2AFY2

FAM21A

MAST3

STX1B

CIRBP

HNRNPM

NDUFB7 TECR

CEP170B

HCN2

PALM

ARVCF

SMARCB1

SF3A1

SEC14L2;RP4 539M6.19;SEC14L3

SNRPD3
GGA1

SEZ6L

EIF3L DDX17RTCBGTPBP1POLDIP3

PACSIN2

MCM5

SYNGR1

PVALB

KCTD17

RANGAP1

PHF5A

PMM1

SDR39U1

RBM23;RBM39

COCH

PYGL

TRIM9

DAAM1

CHGA

ITPK1

DHRS7 ERH

SRSF5

MTHFD1

RPS6KA5

SMEK1
ACIN1

APEX1
ARHGAP5

CPNE6

PCK2

PNN

PCIF1PYGB
NDRG3

CSTF1

PRPF6

GID8

SNPH

PDYN

PLCB4

SAMHD1

PAK7

NOP56

SNTA1

RPRD1B

SLC32A1

PPP1R16B

ACOT8

APMAP

USP14

CEP76

LAMA1

PRPS2WDR13

STAG2
CCDC22

PLS3

PQBP1

EMD

SMS

CD99L2
RP2

CDK16

HTATSF1

MAGED2;TRO

RBM3

DGKH

CORO1A

PHKB

CBLN1

ZNF423;ZNF521

CYB5B

SMPD3

NECAB2

COTL1

TSC2

NOMO3;NOMO2

UBE2I

UBFD1

CPPED1

PYCARD

CDIPT

SYT17

CSK

FAH

HOMER2

TJP1

SCG3 MYEF2

CA2

CALB1

SFRP1

NDRG1

NCALD

EEF1D

ANXA13;ANXA11

DCTN6

GSR

NEFM

ASAH1

SNRNP70

CLPTM1

SF3A2

NOVA2

PPP6R1

OLFM2

SLC1A6

PLD3

NUMBL
FSD1

APLP1

HNRNPUL1

ICAM5

NAPA
ATP1A3

PTPRS

TMEM205

CAPS

MAST1

PRPF31

CRTC1

MAG

CADM4AVL9

PON2

ITGB8

MTPN

MPP6

DFNA5

ADAP1;ADAP2

CHN2

STX1A

EPHB6

CHCHD2

HSPB1

NPTX2

EIF3B

PTPRZ1

WASL

PPP1R17

IMPDH1

LSM5

RPA3

MEST

ACTR3C;ACTR3B

BLVRA

SLC1A1

FSD1L
SPIN1

PRUNE2

CORO2A

OGN

TBC1D13

ELAVL2

NCS1

EDF1

PIP5K1B;PIP5K1C

RAPGEF1

SH3GL2

ABCA2

PDLIM1

MAPK8

PLEKHA1

MICU1
PPP3CB

SFXN3

CPEB3

BCCIP

SORCS1

SMC3

TFAM

CCDC6

CUL2

DNAJC12

LGI1

GIT1

UBTF

RGS9

CBX1

ENO3

CPD

DDX5

VAT1

LRRC59
LUC7L3 MPP2

EFTUD2

EFNB3

ALDOC

GAB1

WFS1

AADAT

DHX15

RAPGEF2

VWA5A

SIAE

EHD1

DCPS

NRXN2

PRPF19

HPXTRIM3

CHORDC1

RNF141

DDX6PVRL1

KIAA1549L

SLC1A2

CARS

PITPNM1

PTPN5

COQ5

DAO

CAMKK2

ATP5B

LIN7A

PPM1H

LTA4H

MAGOHB

CDKN1B

RASAL1

CPSF6

GNB3

ENO2

LPCAT3

NT5DC3 CMAS

C2CD5

RIC8B

SRSF9

NEDD9;BCAR1

TPD52L1

SRSF3

PHACTR1

MDGA1

CAP2

RAB23

WASF1

ACOT13

SMAP1

CUTA

PDE10A

PTK7

DNPH1

TMEM30A;TMEM30B
SPARC

IK

RASGRF2

GABRG2

CDH6

LMNB1

SUB1

PDE4D

RAD50

NUP155

H2AFY

TCERG1

DPYSL3

CSNK1A1;CSNK1A1LERGIC1CPEB4

DBN1

CNTN3

KNG1

NIT2
FAM162A

ARMC8

RBP1

BCHEPDCD10

GNB4

UMPS

FRMD4B;FRMD4A

SLC41A3;SLC41A2
PLXNA1

PODXL2

CSPG5

PLSCR4

PEX5L

ADAM23

TTL

NCL

ACTR1B

SLC30A3

NRBP1

SNX17

PPM1G

PDE1A

CCDC88A

EFEMP1

GLS

EFHD1

COQ10B

SF3B1

CHMP3;RNF103 CHMP3

PPP1R7

HPCAL1

STRN

PRKD3;STK36;CDKL5

SRSF7

PLCL1

SLC1A4

AAK1
TIA1;TIAL1

SPR

EPHA4

CHD5;CHD4

SRSF4

DLGAP3

SFPQ

ARHGEF2

MEF2D

SRM

WLS

TROVE2

AMPD1;AMPD3

SRSF11

CRYZ

KIF21B

MAP7D1

EXOC8

HPCAL4

RIMS3

AKT3;AKT2

LPHN2

PADI2

UAP1

IGSF21

CDK18

PRPF3

SLC2A1

DR1

PTBP2

LPPR4

STMN1

RPS6KA1;MASTL

NENF

RPA2

MARC2

STAG1STK11

SLC8A2

NRP2

TTR

SGIP1

AKAP7

CASQ2

PPL

PCDH17

DNAH7

GDA

CCDC92

TRIM67

TRIM32

HDHD3

HSDL2

YLPM1

ACYP1

NPC2
SLIRP

RBM25

ATL2

LGALSL
CNRIP1

CNNM1

GRIA2

MTHFD1L

HSPH1

TMPO
PTK2B

TARDBP;TARDBP

LYPLA1

PSPC1

GJB6

BAI2

FABP3

KHDRBS1

HPCA

GPSM2;GPSM1

SV2C

UBL3

FAM213A

CBX3

HNRNPA2B1

WIPF3

NPY

FAM126A

SMU1

KIAA1045 KIAA1549

CISD1

CIT

CCDC91

NECAB1

NLN

OPTN

PDE1B

TUBA1B

ATPAF1

PLP1

PFKFB2

AGO2

TTPAL

PREX1

SLC12A5
NCOA5

SRSF6

GDAP1L1

RAB22A

MCEE

ATP8A1

GRM4

BTN2A2;BTN2A1

XPO5

HIST1H1DNQO2

CPNE5

NRN1

DEK

LRRFIP1
AHNAK;NRIP1

RAP2A

SEPT6

GGA3;GGA1

NUP85

NT5C

MBOAT7

SLC25A23

GRIA3

THOC2
SNRPD2

EML2

SYMPK

CD93;PCSK1N
PCSK2

LAMP5

ITPA

HNRNPR

RALY

MCF2L

UBA2

PRDX5
ASL

DNAJC8

HSPA2

OMG

HNRNPH2

YEATS4

PIN1
HP1BP3

FBXL16

GNG13

KDM4B

TUBA4A

LRFN1

YWHAH

CDC42EP1

MPST

DOCK4

VGF

CCDC136

NDUFA5

MYO1B

CHN1

SNRPN;SNRPB

IVD

ARPP19

KCNC1

ATP1B2
FXR2ILF3

RNASE1

REEP5

ARHGEF6

CDH15

LPPR3

SYT5

GALNT8;KCNA6

THEM6

APOE

APOC1

DPP6 SAFB2

NCAN

COLGALT1

LSM7

ARPC1B

LSM4

SULT4A1

OLFM1

COL5A1

OSBPL2

ADRM1 TRIM28

SMPDL3B

CLIP1

HIP1R

DNMT1

PLXNA3

HABP4

RGN
AKAP12

SYNE1

GGT7

CHMP1A

SH3BGRL

CAP1

RFTN1

KCNC3

EXOC4

PPP1R1B

PRKAB2

SNRPA1

LGALS3

DHX30

SLC6A11

NUP210

TIMM10B;TIMM10B

EFR3A

ILKAP

SCLY

RAP1GAP2

RPA1

SERPINF1
COQ3

DDC

GRSF1

ZRANB2

DLG4

HRSP12

TERF2

MTSS1L

PCNA

BCAN

CTNNBL1

WASF3

MPRIP

DCLK1
SRRM1

HSPBP1
CNDP2

MACROD1

RTN3

PDZD2

SWAP70

UNC79

CAMK1

CHL1

TSPAN2

GSTM5

SYT6

SORT1

PTGFRN

YWHAQ

ANO3

NAV1

CDC73 RBM17

CABLES1

LRP4

DAGLA

ARHGAP32

OSTF1TAOK3;TAOK1

SYNCRIP

NT5E

AGAP2

HNRNPA1;HNRNPA1L2

PKIB

ABCB10

GLUL

RGS8

DHX9

DOCK10

ITM2C

CKAP4
PLXNC1

APPL2

VPS36

LRCH1

LMO7

ITM2B

LCP1

RAPGEF5

DGKB

SRSF1

NDUFB5

TRA2BVPS45

BIN1
NIPSNAP3A

KIAA0368

TMOD1

DAB2IP
STXBP1

PRPF4
ATP6V1G1

GABBR2

NCBP1ANP32B

GMPR

SLC22A23

TUBB2A

HMGA1

MGARP

NUMA1

PRCP

GGH

SDCBP

SORL1

RDX

FXYD6;FXYD6 FXYD2

UNC13C

SLTM

UACA

GCHFR

FNBP1L

CCBL2

HADHB

PPM1B

PNPT1

PREBSTAMBPL1

EXOC6

DNAJC13

MYPN

ATIC

SSB

HECW2

SHF

HCN4

SEMA7A

PCDH10

HNRNPD

TRPC3;TRPC7

PAPSS1

SEC24B

PPP3CA

FBN2;FBN1

CPNE8

YARS2

FGD4

PPFIA2

ANP32D;ANP32A

TPH2

SNRPF

TMEM132B

GIT2

N4BP2L1;N4BP2L2;CNP

SMARCC2

MAP3K12

MBNL2

CBLN3

NOVA1

STON2

WARS

SORD

BNIP2

SRP14

DNAJA4

ULK3

RLBP1

NTRK3

SH3GL3

GLYR1

FTO

CPNE2KATNB1
KIFC3

CDH11

CDH13

RHOT2

GFOD2

PRPSAP2

PTRH2

GNAL

RPRD1A

OSBPL1A

ARRB2

MINK1

ARHGDIA

TTYH2

EIF4A3

SMAD4

CACNA1A

APP

DOPEY2

SAE1
SLC6A3

CACNG8

IGLON5

EFHD2

SH3BGRL3

PRKACB

PTPRF

STRIP1

CELSR2

MGST3

CRABP2

HDGF

TOR1AIP1

PRUNE

SF3B4

SNX27;CYTIP

PI4KB ANP32E

SELENBP1

CERS2

TP53BP2

KCNN3

ILF2

LYST

PARP1

EPHX1

PPFIA4

SYT2

PDIA6RHOB

HNRNPLL
SNRNP200

SFXN5

C1QL2;C1QL3;C1QL1

SLC4A10

KIAA1715

FAM171B

CPNE9

RAB5A

CNTN4

UBA3

EIF2A

NCEH1

AMT

STXBP5L

DGKQ

OCIAD2

CAMK2D

CISD2 SETD7

RPS3A

HAPLN1

CRHBP

RASA1

PAM

BTF3

ARHGAP26

DDX46

GABRA6

GABRB2

TENM2

GFOD1

PSD2

LRRTM2

SLC17A4;SLC17A1;SLC17A2;SLC17A7

DAAM2

TPBG

PHIP

CLVS2

ABRACL

MTFR2

TIAM2

EGFR

PURB

SHROOM2

C7orf55 LUC7L2;LUC7L2

SH3KBP1

NONO

DIAPH2

FRMPD3

DOCK11

IGSF1

RGS20

TACC1

PMP2;FABP4

LACTB2

MTDH

NFIB

SHC3;SHC4

RP11 35N6.1

ALAD

ASTN2

SLC25A25;SLC25A23

LRSAM1
COMMD3;COMMD3 BMI1;BMI1;PCGF2

FAM171A1 SLC39A12

PARD3

HERC4

GLUD1

LIN7C

SSRP1
CELF1

TENM4

PAK1

PLCH2

CPSF7

PLCB3

PPP4C

DOC2A

MPP7

CDH8

HNMT

LYPD1
DOCK1

PIP4K2A

RILPL2;RILPL1

ITPR1

CACNA2D4

NGLY1

TMEM263

BTBD11

UBE3B

PLBD2

SLC2A13

AKAP6

ME3

NUBPL

NEK7;NEK6

VIPAS39

PTPRO

EPS8

QDPR

AKR1C2

DPYSL4

GABRA2SACS

BAG3

AP1S3;AP1S1

TMEM163

HSPB8

GRID2

RIT2

GUCY1A2

HOMER1

CAMK4

TRIM36

GRIA4

SPARCL1

GPD1L

GJA1

FARP1

HNRNPDL

UTRN

GRM1

PTPRKRAB3C

JAKMIP1

ZIC1

CARHSP1

CAST

SMARCA5

HNRNPU

SLC25A27

FAM49B

ASAP1 NMRAL1

SPHKAP

ANKFN1

MSI2

AK5

IMPACT

THY1

UBASH3B

NRGN

TOMM70A
PITPNC1

PRKCA

ABCA5

UCHL1

TNIK

ENAH

BUB3

PDLIM3

SORBS2

CXADR
NCAM2

PLCL2
EPHB1

ACSS1

CA10

APOOL

FBXL18

CNTNAP5

PTPRN2

GOLGA7B

DBI

LARP1

NUP205

TTN

PDIA4

SLC24A2

ADCY8

MICU3

KIF5A

PSD3

MCU

ADK

KCNMA1

TIAM1

SCAF4

PCDH1

PPP2R2B

EIF4A2

SST

ATP2B2

SYN2

KIT;CSF1R

HYDIN

CACNA2D3

FAM81A

MYO1E;MYO1F

TSPAN18

C2CD2

ACAN

CABP1

AGAP1;AC244230.1;AGAP5
BRE

NCK1

TPRG1L

MRAS

CUL4B

KCNB1

AHCYL2PPP1R9A DMTN

CCAR2

CDC42SE2

EPB41

SYNJ1

HLCS

PTMS

ALDH4A1

NAE1

ACE;ACE

CHCHD6

TPPP3

FAM131B

RGS12

ZYX

ABR

ARHGAP35

KALRN

PDXK

S100B

RDH13

ZER1

SPTBN4

SIK3

SAFB

S100A1

CHTOP

ADAR

FGFR4

FDXR

ACOX1PRPSAP1

MPP3

SHANK1

PLCD3

FLYWCH2;FLYWCH1GNG3

NXF1

RPS6KA4

ELAVL4

ZYG11B

PPAP2B

SDC3

RBBP4;RBBP7

NFIA

FUBP1

DNAJB4

SNX7

CADM3

RBM15

LRRTM1

DUSP19

VSNL1

H3F3A;HIST3H3;H3F3C;H3F3B

ADCK3

LYSMD1

CCNYL1
CCNYL1;CCNY

COL6A3

ATP1A1

SLC15A2

HDAC11

NFASC

SERPINI1

CDS1

SYNPR

PRICKLE2;PRICKLE1;PRICKLE3

GMPS
ABHD6

PRRT3

U2SURP

GYG1

SLC4A1AP

POLR2H

PRKCD

PBRM1

LRPAP1

UBXN7

ABLIM2

H2AFZ;H2AFV

APEH

CAMKV

GRM2

WDR82

HMGB2

GUCY1A3

LSM6

EDIL3

HTR4

ENPP6

CASP3

CARTPT

GRIK2

FABP7

STXBP5

PI16

TRA2A

HCN1

NEUROD6;NEUROD2

PGAM2

ADCY1

RAD21;RAD21L1

OXR1

ALDH7A1

COX6C

PDP1

PSIP1

DIRAS2

ABCA1

ALDH1A1

HNRNPKSTRBP

FAT3

PGM2L1 ARF6

SLC18A2

STK32C

KIAA1462

NDRG2

NSMF

SALL2

HSPA12A

CLMN

SLC6A5

HTRA1
JAM3

API5
NOLC1

SCN3B

CYB5A

CYB5R2

CRABP1
PRKCB

PRKCB;PRKCA

HDGFRP3
CENPV

DCTN5

TERF2IP

CACNG2

STAT6

ELFN2

SCG5
NUDT21

SGSM1

SNRPD1

ISLR2

GPRC5BKATNAL2

RBFOX3;RBFOX2

ACAA2

RRM1

PRRT2

IRGQ

GNG8

CA4

TPM4

DHRS13

TTYH1

ATCAY

EEF2

HDGFRP2

NDUFA7;NDUFA7

HID1 ECI1

CASKIN1

SRRM2

ENTPD3

CTNNB1

SF1
PAFAH1B2

VASN

GNG4

IRF2BP2

HIST1H1E

FAM107A

DTYMK

TNXB

LGI3

FEN1

CHRM1

GFRA2

CDKN2AIP

PPIP5K1

GFM1

USP39

STXBP6

GRM5

MAP2K1

HNRNPH1
MECP2

RAB3B

RGS14

GPRIN1

KCNAB1

PGM2

P2RY12

PTPN9

SCN9A

HTRA4

PLEKHA2

APLF

DCXR

RAC3

UGP2

LINGO1

HNRNPF

PCDH7

MYRIP

ALCAM

GPR37L1NIPA1

HNRNPA3

FABP6

DCLK2

KRT86;GFAP

KRT75;KRT5

CD14

DLGAP1

ARMC10

SYT9

RBMXL2;RBMX

KIF5B

MTSS1

GSTA4

NDUFA3

TANC2

PRKCDBP

PKIA

KCNG3;KCNA4

PRKCE;PRKCH

GRIK1

TMEM126A

NPTX1

FAM98B

TPPP

KCND3

MAP1LC3B2;MAP1LC3B

LRRC8C;LRRC8E

RSL1D1

ETFDHMAP6

CLSTN1

ENC1

VAT1L

PTEN

RPS7

AQP4

TLN2

SRGAP2C;SRGAP2SRGAP2C;SRGAP2B;SRGAP2

SCG2

SYNPO

RAB33B

GAP43

EPHX4

CALB2

SNTB1

BPGM

CSDC2

C2CD2L

GNG12

FIBP

CARNS1

HCFC1

RAB37

SNX32

MRGPRF

ARPP21

ADRBK1HECTD4

TRMT112

ADCY5

ABLIM3

GLRX

SYT12

SLC2A14;SLC2A3
SNCG

TLR9;TWF2

CHD2;CHD2

EIF1AX

TOMM20

STAT5B;STAT5A

RNF213

DPY19L1;DPY19L2 SPTBN2

RBM4

NWD2

PRPF8
DDX23

CNTNAP2

MFSD4

TTC9B

SRP72

PCP2

PDZK1

GLMN

KLC2
CTBP2

ZDHHC14

CADM2

PPM1E

DCTN2

ARHGAP1

TP53I11

PHYHD1

BANF1

PTPN2

PCSK1

DPP10

DRAP1

NR2F1;NR2F2

SFN

MSRA

BAIAP2

LRRN1

TUBB6

CSTF3

TCP11L1

LRRTM4

RIMS2

GNG7

LMNB2

ACSF3 BASP1

LY6H

SCN4B

EPS8L2

CETN1;CETN2

TALDO1

RPS6KA3

TRIM72

PPFIA3

SUMO4;SUMO2

KIAA0195

HNRNPA0NDUFV2

PLECSLITRK1
NT5DC1

GLDC

SLC25A20

CA8

EPM2AIP1
KCTD12

CPNE7

RCC2
DPM3

HNRNPCL1;CH17 409J4.1;HNRNPCL2;HNRNPCL2;HNRNPC

PTPN11

GPC5

ZBTB18

MYADM

MROH1

AKAP5

NRXN1

PUF60

SEPT1;SEPT5

TH

RCC1

F2

PRKRA

KCTD4

PPA1

MAP6D1

SSR4

MAPK15

NPM1

PENK

HIST3H2A;HIST1H2AB;HIST1H2AC;HIST1H2AE

POLR2A

RAP2B
BAI1

SNRPE

RTKN2
IDH2

TDRKH

MRPL41

ARL6IP4
SHMT2SHMT2;SHMT1

AP1S2

NXPH3

EPHB3

PLCB1

NTM

RGS6

GRID1CRIP2

PLCXD3

RBM10

SLC25A18

EWSR1

CADM1

SLC8A1

PCP4

CAMK1D

C2CD4C

CTNNA3

SF3A3

PSMG1

PCBP3

TNFAIP8L3

HIST2H3D;HIST2H3C;HIST2H3A

ALYREF

OPCML

CMTM4

KCTD16

KCTD8
TUBA8

NUDT14
SCN5A

PTP4A2
PCDH9

HIST1H1B

MAP7D2

PLA2G6

KCND2

TOP1MT;TOP1

NELL2

SEPT9

RALYLHIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO

SEPT5

OSBP2

H1FX

TCEAL2

PTRHD1

NDUFA6

ANKS1B

ARL15

METTL7A

GPRIN3

AHNAK2

KCNIP4

NAT8L

LRCH3

KRT73;NEFH

MKL2;MKL1

GABRA5

GNG2

SEPT10

PDE2A

LRRC16B

BCR

MAPT

RTN4RL2

ESPN

CCK

NAP1L1

KIAA1598

SESTD1

FNBP1

DCC

MAGI2

LUZP2

ISG15

B3GALTL

GABRD

NHEJ1

SEMA4D

HIST1H1C;HIST1H1T

SHISA7

DNER

AGRN

SRSF10

FBLL1

SHISA6

TMEM201

KCTD21

RELN

H1F0

TMEM120A

ARID2

SF3B3

MAOA

FHIT

KAZN

HMGB1

SH2D5

SEMA4A

SRGAP3

TUBB

CPNE4

ELAVL3

XRCC6

TCEAL3

SLC6A9

PLXNB2

MYO6

HDAC2

TECPR2

MVB12BADA

KIAA1211L

PDLIM7

SRGAP1

SLC39A10

AP2A1

ANXA4

WDR5B;WDR5

ANXA6

KIAA1671

SLC6A17

LRRC8B

SND1

TBC1D9B

SYNGAP1

UAP1L1

ADARB1

GSTK1

HNRNPAB

ATG7

SIPA1L1

S100A10

CFAP43

FAM49A

S100A6
DNM3

DLGAP2

HIBCH

SVIP

HSD17B11
TUBB3;TUBB3

CACNA1E

FKBP1C;RP11 314N13.10;FKBP1A

DDX42

ASPH

ITSN2;ITSN1

NTRK1;NTRK2

ATL1CTNND1

DDX39B
DDX39B;DDX39A

RYR2 STK39TTC37

SLC9A6

ECI2

FAM169A
MT ND5

BRINP2

PNP

GK

GRM3

CHAMP1

OPA1

RYR3

CES1

GRK5
MT ND4

L1CAM

SOWAHA

INF2

HIST2H2AA4;HIST2H2AA4;HIST2H2AC

HIST2H2BF;HIST1H2BA;HIST1H2BC;HIST1H2BD;HIST1H2BE;HIST1H2BF;HIST1H2BG;HIST1H2BH;HIST1H2BI;HIST1H2BK;HIST1H2BL;HIST1H2BM;HIST1H2BN;H2BFS

HIST2H3PS2;H3F3B

TCEAL5

TCEAL6

RING1

BTBD17
LSM2

ABHD16A

DDR1

MRPL53

ATXN2

PNMAL2

LRRC10B

SARNP;RP11 762I7.5

GPR56

TECPR1

EIF3CL;EIF3C

DPF3

RNPS1

ANKRD28

TSN

GSTM2

ARL2;ARL2 SNX15

RBMXL1
VDAC1

TMX2;TMX2 CTNND1

PPP1CB

TSPAN4

ARHGEF33

GRID2IP

DDX3X

VPS16

TSTD1

PAM16;CORO7 PAM16;CORO7
LINGO3

PLXNA4

NPTXR

PPP2R2A

FXYD7

SLC12A8

CERS1

SMIM13

SETSIP;SET

ANKRD63

HNRNPUL2 BSCL2;HNRNPUL2

CKMT1B;CKMT1A

SHISA9

RBM14;RBM14 RBM4TLR9;TLR9

PNMA2

MICAL3

KCTD7;RABGEF1

PALM2

JMJD7;JMJD7 PLA2G4BJMJD7;JMJD7 PLA2G4B;PLA2G4B

ZNF512

ACY1

RBM12

PCP4L1

RP11 514O12.4;RNASET2

YJEFN3

MSANTD3 TMEFF1;TMEFF1

PRKDC

LYN
ATP6V1G2 DDX39B;ATP6V1G2

LSM14A

RP11 162P23.2;ALDH2

BLOC1S5 TXNDC5;TXNDC5

XKR7

EPPK1

GTF2I
SRSF8;SRSF2

RBM8A
AD000671.6;U2AF1L4;U2AF1;U2AF1

IER3IP1;IER3IP1

CCDC177

AC104534.3;HNRNPL

AC002985.3;HOMER3

AC011530.4;DMWD

TSNAX DISC1;TSNAX

HIST2H4A;HIST2H4B;HIST1H4A;HIST1H4B;HIST1H4C;HIST1H4D;HIST1H4E;HIST1H4F;HIST1H4H;HIST1H4I;HIST1H4J;HIST1H4K;HIST1H4L;HIST4H4

GRIN2B

CTB 96E2.2;VTN

WDR92;PPP3R2
GATSL2

CBS;CBS

SYNRG

HIST1H3A;HIST1H3B;HIST1H3C;HIST1H3D;HIST1H3E;HIST1H3F;HIST1H3G;HIST1H3H;HIST1H3I;HIST1H3J

PRSS3P2;PRSS1

MARCKS

AC009133.22;QPRT

XXbac B562F10.12;KLHL22
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ENPP4

ICA1

ALS2

PLXND1 CD38

FKBP4

KDM1A

CAMKK1

RECQL

HSPB6

SLC25A13

UPF1SLC25A5 LIG3
CIAPIN1

PRKAR2B

CREBBP

RHBDD2

MYCBP2

PDK2

LAMP2

ABCC8

CACNG3

SPATA20

MARK4

PAX6

LUC7L

CACNA2D2

BAIAP3

CAMK1G

ADAM22

SPAG9

MGST1

NFIX

BAZ1BZNF207
NISCH

IDS;IDS

SLC6A7

KAL1

ANLN

RABGAP1

ALOX5

CCDC88C

MATR3

NUDCD3

PLEKHB1

NRXN3

CPS1

GABRA1

TOMM34

VIM

RNASET2

AGPAT4

BCLAF1

ANK1

RABEP1

HMGB3

RANBP3

PNPLA6

LRRC7

TMSB10

TIMP2

CYP46A1

MRI1

RTN4R

INPP4A

RAB27B

DCUN1D1

CTNNA1

GPM6B

CTPS2 POLR2B

TPR

CELF2

RCN1

DKK3

LIMA1

SLC4A8

HEBP2

MSMO1

NRIP2

LAMA3;LAMA5

THRAP3

ENTPD2

PTPRN

SYNE2

ATP9A

NOP58

KCNH2

CUL1
ZFR

MTA3;MTA1

RASGRF1

ATP2B4

DGKG

PSD

WNK1;WNK4

CCAR1

SNRNP40

RIMBP2

BCAT1

LZTS1

MON2

ARSF

U2AF2

GPC1

TNPO3

SUGP2

SLC12A2;SLC12A1

DGKA

MYLK

ME1

YBX1

PPP2R5A

CTNNA2

ELAVL1

DIP2B

SLC9A3

NGEF

ISOC1

EML1

THUMPD1

PHKA1

CACNB1

TP53BP1

ROGDI

PDK3

ACSL4

INPP5A

REEP1 KIF2A

RASGRP2

PPP2R5B

SDK2

NUCKS1

KCNAB2

MAOB

ATP1B3

NEDD4;NEDD4L

GNB5

SPTB

SLC44A1

CLTCL1

POLB

CAMK2A

TCOF1

OSBPL3

NCK2

MAP4K4

WDR1 RPS6KA2

LMCD1

DAZAP1

CPSF1

LPHN1

ACTN1

SMC1A
TRHDE

TRNT1

MRVI1

ADAM11
IGF2BP2

PPP2R2C

ATP2A3

MGLL

BCS1L

ARHGEF10L

EIF4G3;CBFA2T2

RASAL2

MARK3

FSCN1

SART3

PLXNA2

ACACB;ACACA

PAG1

NT5C2

MCAM

GPC4

RAP1GAP
CTTNBP2

ACTL6B

TOP2B;TOP2A

PAK3

DCX

SNRPA

ACTN2

FGFR1

MAP2

NEBL

ADCY2;ADCY4

PPP2R5C

ADCYAP1R1

MYH7B

SLC1A3

XRCC5

TNS1

PAFAH1B3

SCGN

DDX1

EPB41L2

RIMS1

MOXD1

STX7

SLC4A4
SMARCA2

PCNP

ARG2

CADPS2

ERC1

XPO1

TRPM3;TRPM1

PDS5B

CYLD

RPS5

ZMPSTE24

SSH1
APLP2

ATRX

EPS15

CHERP

EPDR1 SEPHS1

FAT2

PPEF1

ACHE;CES4A

SRRT
SF3B2KHSRP

GNA11

DOCK3

LZTS3

DYNLL1

TESC

RBBP9
GCN1L1

RPH3A

CHGB

ERP29

NOS1

FUS

GANAB

NECAP1

ANKRD24

SLC9A1

PCBP4;PCBP2PCBP4;RP11 155D18.12

STRN4

GLG1

PITPNM2

RAPGEF4

SLC17A6

SUPT16H

TYRO3

EZR

AGO1
COMT

XYLB

CBX5

PSMD5

SEMA4G

CRTAC1

ITPR3
HNRNPH3

ABLIM1

NRP1

H2AFY2

FAM21A

MAST3

STX1B

CIRBP
HNRNPM

NDUFB7
TECR

CEP170B

PALM

ARVCF

SMARCB1
DDTL;DDT

SF3A1

SEC14L2;RP4 539M6.19;SEC14L3

SNRPD3

MAPK1

ADRBK2

EIF3L
DDX17

RTCB GTPBP1POLDIP3

PACSIN2

TTLL12

SYNGR1

SAMM50

PVALB

KCTD17
RANGAP1

PHF5A

PMM1

SDR39U1

RBM23;RBM39

PYGL

CHGA

ITPK1

DHRS7
ERH

SRSF5

RPS6KA5

SMEK1 ACIN1APEX1

ARHGAP5

CPNE6

PCK2

PNN

PCIF1

ABHD12

NDRG3

CSTF1

PRPF6

SNPH

PDYN

PLCB4

SAMHD1

PAK7

NOP56

SNTA1

RPRD1B
SLC32A1

PPP1R16BACOT8

APMAP

USP14

CEP76

LAMA1

PRPS2
WDR13

STAG2

PLS3

PQBP1

EMD
SMS

CD99L2
RP2HTATSF1

MAGED2;TRO RBM3
VWA8

DGKH

CORO1A

MAPK3

CBLN1

ZNF423;ZNF521

CYB5B

NME3

SMPD3

NECAB2

HSDL1

COTL1

NOMO3;NOMO2

UBE2I

CRYM

CPPED1

XYLT1

PYCARD

CDIPT

SYT17

CORO2B

CSK

FAH

TJP1

SCG3

MYEF2

CA2

CALB1

SFRP1

JPH1

NDRG1

NCALD

EEF1D

ANXA13;ANXA11

GSR

NEFM

ASAH1

SNRNP70

CLPTM1

SF3A2

NOVA2

TIMM44;ZNF792;ZNF419;AC003005.4;ZIK1;ZNF776;ZNF552

PPP6R1

OLFM2

SLC1A6

PLD3

NUMBL

APLP1

HNRNPUL1

ICAM5

NAPA

PTPRS

CAPS
LPPR2

MAST1

PRPF31

CRTC1

GAPDHS

MAG

CADM4

AVL9

PON2

ITGB8

MPP6

DFNA5

ADAP1;ADAP2

HIBADH

CHN2

ABHD11

STX1A

EPHB6

NPTX2

EIF3B

PTPRZ1

WASL

PPP1R17

LSM5

RPA3

MEST

ACTR3C;ACTR3B

BLVRA

SLC1A1

FSD1L SPIN1

PRUNE2CORO2A
OGN

TBC1D13

ELAVL2

NCS1

EDF1

PIP5K1B;PIP5K1C
NPDC1

SH3GL2

PDLIM1

MAPK8

PLEKHA1

MICU1

PPP3CB

SFXN3

BCCIP

SORCS1

SMC3

TFAM

CCDC6

DNAJC12

GIT1

UBTF

CBX1

ENO3

C1QBP

CPD

DDX5

VAT1

LRRC59
LUC7L3

MPP2 EFTUD2

EFNB3

ALDOC

ELF2

GAB1

WFS1

AADAT

DHX15

RAPGEF2

MTCH2

VWA5A

SIAE

EHD1

DCPS
PPP6R3 NRXN2

PRPF19

HPX

TRIM3

ARHGEF17

RNF141

PVRL1

KIAA1549L

SLC1A2

PITPNM1RPS13 AIP

PTPN5

COQ5

DAO

CAMKK2

ATP5B

LIN7A

PPM1H

LTA4H

MAGOHB

CDKN1B

RASAL1

CPSF6

GNB3

TPI1

ENO2
LPCAT3

NT5DC3

CMAS

C2CD5

SRSF9

NEDD9;BCAR1

TPD52L1

SRSF3

SOD2

PHACTR1

MDGA1

CAP2
WASF1

ACOT13

CUTA

PDE10A

PTK7

DNPH1

TMEM30A;TMEM30B

SPARC
IK FAF2

RASGRF2

GABRG2

CDH6

LMNB1

SUB1

NUP155

H2AFY

TCERG1

DPYSL3

CSNK1A1;CSNK1A1L
ERGIC1

DBN1

CNTN3

KNG1

NIT2

KPNA1;KPNA5

PCCB

ARMC8

RBP1

BCHE

GNB4

GBE1

FRMD4B;FRMD4A

SLC41A3;SLC41A2

PLXNA1

CSPG5

PLSCR4

COMMD2

PEX5L

EIF1B

TTL

FAHD2A

NCL

TANC1

SLC30A3

SNX17

PPM1G

CCDC88A
EFEMP1

EFHD1

COQ10B

SF3B1

CHMP3;RNF103 CHMP3

FHL2

HDLBP

HPCAL1

STRNPRKD3;STK36;CDKL5

SLC25A12

SRSF7

PLCL1

SLC1A4

COX7A2L

TIA1;TIAL1

SPR

EPHA4

CHD5

CHD5;CHD4

SRSF4

DLGAP3

SFPQ
ARHGEF2 MEF2D

WLS

TROVE2

AMPD1;AMPD3

SRSF11

CRYZ

KIF21B

MAP7D1
EXOC8

TBCE

LPHN2

PADI2

IGSF21

CDK18

PRPF3

SLC2A1

DR1

ABCD3 PTBP2

LPPR4

STMN1

RPS6KA1;MASTL

RPA2

MARC2

STAG1
STK11

APOA1

SLC8A2

NRP2

TTR

LRMP

CNR1

AKAP7

CASQ2

PPL

PCDH17
DNAH7

GDA

TRIM67

TRIM32

BSPRY

HSDL2

YLPM1

NPC2
SLIRP

RBM25

ATL2
LGALSL

IDE

GRIA2

MTHFD1L

PDZD11

KIAA1217

HSPH1

TMPO
PTK2B

EPHX2 TARDBP;TARDBP

LYPLA1

PSPC1

GJB6

TBC1D15

BAI2

FABP3

KHDRBS1

CSMD2

HPCA

GPSM2;GPSM1

COPA

FAM213A

CBX3

HNRNPA2B1

WIPF3

NPY

FAM126A

SMU1

KIAA1045

KIAA1549

CIT

NECAB1

NLN

OPTN

PLP1

PFKFB2

AGO2

FAM210B

PREX1

SLC12A5

NCOA5

SRSF6

RAB22A

ATP8A1

GRM4

BTN2A2;BTN2A1

XPO5

HIST1H1D

NQO2

CPNE5

NRN1

DEK

LRRFIP1

RAP2A

SEPT6

NDUFA1
GGA3;GGA1

NUP85

NT5C

MBOAT7

SLC25A23

GRIA3

THOC2
SNRPD2

SYMPK

GPCPD1

TGM3

CD93;PCSK1N

PCSK2

LAMP5

HNRNPR
RALY

MCF2L

UBA2
PRDX5

PRKCG

DNAJC8

KTN1

HSPA2

OMG

HNRNPH2

YEATS4

HP1BP3

FBXL16

GNG13

LRFN1

CDC42EP1

MPST

DOCK4

VGF

CCDC136

CHN1

SNRPN;SNRPB

ARPP19

COPB1

KCNC1

ATP1B2

FXR2 ILF3

SLC44A2

RNASE1

ARHGEF6

CDH15

LPPR3

SYT5

GALNT8;KCNA6

ECSIT

THEM6

APOC1

SAFB2

NCAN

COLGALT1
LSM7

ARPC1B

LSM4

OLFM1

COL5A1

OSBPL2
ADRM1 TRIM28

SMPDL3B

HIP1R

DNMT1
PLXNA3

MPP1
RGN

AKAP12
SYNE1GGT7

GFAPSH3BGRL

CAPN7

KCNC3

PPP1R1B

KHDRBS3

PRKAB2

SNRPA1

LGALS3DHX30

SLC6A11

NUP210

EFR3A

ILKAP

SCLY

PRKAA1 RPA1

SERPINF1

EEFSEC ZRANB2

HRSP12

TERF2

MTSS1L

PCNA

BCAN

ALDH3B2;ALDH3A2
CTNNBL1

WASF3

MPRIP
DCLK1

SRRM1

CNDP2

MACROD1

RTN3

PDZD2SWAP70

UNC79

CAMK1

CHL1

SYT6

HMGCS2;HMGCS1SORT1

PTGFRN

ANO3

NAV1

CDC73
RBM17

CABLES1

LRP4

PHC2
DAGLA

ARHGAP32 APC;CTC 554D6.1

TAOK3;TAOK1

SYNCRIP

NT5E

AGAP2

HNRNPA1;HNRNPA1L2

PKIB

RAB11FIP5

ABCB10

GLUL

RGS8

DHX9

DOCK10

ITM2C

CKAP4
PLXNC1

APPL2

VPS36

LRCH1

LMO7

ITM2B

LCP1

RAPGEF5

DGKB

SRSF1

MRPL47

TRA2BVPS45

BIN1

LRRC8A

TMOD1

DAB2IP

PRPF4ATP6V1G1

NCBP1
ANP32B

KLC4;KLC3

GMPR

SLC22A23
TUBB2A

HMGA1

MGARP

NUMA1

PRCP

GGH

SORL1

RDX

FDX1
FXYD6;FXYD6 FXYD2

UNC13C

SLTM

GCHFR

GIPC2

SLC44A5

RTCA

PPM1B

PNPT1

LRPPRC

EXOC6

DNAJC13

MYPN

SSB

SHF

HCN4

SEMA7A

PCDH10

HNRNPD

PRKG2

TRPC3;TRPC7

NUP54

ANXA3

PAPSS1

SEC24B

FBN2;FBN1

CPNE8

YARS2

NDUFA9;RP11 234B24.6

VAMP1

PPFIA2

ANP32D;ANP32A

SNRPF

TMEM132B

GIT2

N4BP2L1;N4BP2L2;CNP

SMARCC2

MAP3K12

VPS37B

MBNL2

CBLN3

NOVA1

STON2

BNIP2

SRP14

DNAJA4

ULK3

RLBP1

NTRK3

SH3GL3

GLYR1
FTO

UQCRC2

CPNE2

KATNB1

KIFC3CDH11

CDH13

RHOT2

GFOD2

PRPSAP2

SCRN2

GNAL

RPRD1A

OSBPL1A

ARRB2

MINK1

ARHGDIA

TTYH2

EIF4A3

SMAD4

CACNA1A

APP

DOPEY2

SAE1

SLC6A3

CACNG8

IGLON5

SH3BGRL3

PTPRF

CELSR2

MPC2

ILDR2

UFC1

HDGF

TOR1AIP1

PRUNE

SF3B4

SNX27;CYTIP

PI4KB ANP32E

SELENBP1

TP53BP2

TPM3

KCNN3

ILF2

LYST

ARF1;RP11 302B13.5;ARF3

PARP1

PPFIA4

SYT2

HNRNPLL

GALM

EML4

SNRNP200

SFXN5

C1QL2;C1QL3;C1QL1

SLC4A10

KIAA1715

FAM171B

CPNE9

CNTN4

UBA3

ATG3

EIF2A AMT

STXBP5L

DGKQ

OCIAD2

CISD2SETD7

RPS3A

HAPLN1

CRHBP

RASA1PAM

BTF3

ARHGAP26

DDX46

GABRA6

GABRB2

TENM2

GFOD1

PSD2

LRRTM2

DAAM2

TPBG

PHIP

CLVS2

ABRACL

MTFR2

TIAM2

EGFR

PURB

SHROOM2

C7orf55 LUC7L2;LUC7L2

SH3KBP1

NONO

DIAPH2

FRMPD3

IGSF1

RGS20

TACC1

PMP2;FABP4

MTDH

NFIB

SHC3;SHC4RP11 35N6.1

ASTN2

SURF4

PTGES2

SLC25A25;SLC25A23

COMMD3;COMMD3 BMI1;BMI1;PCGF2

FAM171A1

SLC39A12

PARD3

HERC4

GLUD1

LIN7C

HSD17B12
DGKZ

SSRP1

CELF1

TENM4

PAK1

LAMTOR1

PLCH2

CPSF7

PLCB3

DOC2A

CNTN5

MPP7

CDH8

HNMT

LYPD1

DOCK1

PIP4K2A
RILPL2;RILPL1

ITPR1

GPR158

NGLY1

TMEM263
PLBD2

SLC2A13

KCTD14;NDUFC2 KCTD14;NDUFC2

NUBPL

NEK7;NEK6

PTPRO

EPS8 MMAA

AKR1C2

DPYSL4

SLC25A4

GABRA2

SACS
AP1S3;AP1S1

TMEM163

HSPB8

GRID2

RIT2

HOMER1

CAMK4

TRIM36

GRIA4

SPARCL1

GJA1

FARP1

HNRNPDL

UTRN

GRM1

PTPRK

RAB3C

JAKMIP1

ZIC1

CARHSP1

SCOC SMARCA5

HNRNPU

SLC25A27

ASAP1

NMRAL1

SPHKAP

ANKFN1

DGKE

MSI2

CACNA2D1

AK5

IMPACT

CHST9

THY1

UBASH3B

NRGN

PRKCA

ABCA5

UCHL1
TNIK

ENAH

BUB3

PDLIM3

SORBS2CXADR

NCAM2

PLCL2
EPHB1

ACSS1

CA10

APOOL

CNTNAP5

PTPRN2

MMS19

LARP1

NUP205

TTN

KDM8

FMN2
ADCY8

MICU3

KIF5A

PSD3

MCU

TIAM1

SCAF4

PCDH1

PPP2R2B

EIF4A2

SST

EXOG

ATP2B2

SYN2

FUK

KIT;CSF1R

HYDIN

CACNA2D3

FAM81A

MYO1E;MYO1F

TSPAN18

C2CD2

PALM2 AKAP2;AKAP2

ACAN

FAM213B

PANK4
NCK1

TPRG1L

MRAS

CUL4B

KCNB1

AHCYL2

DMTN

CCAR2

CDC42SE2

EPB41

SYNJ1

CLIC6

PTMS

ALDH4A1

UBR1NAE1

CHCHD6

TPPP3

FAM131BZYX

ABR

ARHGAP35

KALRN

DIP2A

S100BRDH13

SAFB

S100A1

CHTOP

ADAR

FGFR4 FDXR

ACOX1

MPP3

SHANK1

PLCD3

FLYWCH2;FLYWCH1

NXF1

RPS6KA4

ELAVL4

PPAP2B

AK4

SDC3

RBBP4;RBBP7

NFIA

FUBP1

SNX7

CADM3

RBM15

LRRTM1

DUSP19

VSNL1 H3F3A;HIST3H3;H3F3C;H3F3B

ADCK3

LYSMD1

CCNYL1
CCNYL1;CCNY

GNPDA2

COL6A3

ATP1A1

SLC15A2

HDAC11

SERPINI1

CDS1
SYNPR

PRICKLE2;PRICKLE1;PRICKLE3

GMPS

ABHD6

APBB2;APBB1

PRRT3

U2SURP

GYG1

SLC4A1AP

POLR2H

RPN1

PRKCD

PBRM1

UBXN7
H2AFZ;H2AFV

CAMKV

GRM2

WDR82

HMGB2

GUCY1A3

LSM6

EDIL3

HTR4

ENPP6

CASP3

CARTPT

UBLCP1

GRIK2

FABP7

PI16

TRA2A

HCN1 NEUROD6;NEUROD2 PGAM2

RAD21;RAD21L1

ALDH7A1
PDP1

KIAA0196

PSIP1

DIRAS2

ABCA1

ALDH1A1

HNRNPK

PCDH19

STRBP
NDUFB6

STOML2

FAT3

LRFN5

CFL2

PGM2L1

ARF6

NGB

VDAC2

SLC18A2

STK32C

KIAA1462

NDRG2

NSMF

SALL2

HSPA12A

CLMN

SLC6A5

HTRA1

JAM3

CKB
API5

NOLC1

SCN3B

CYB5A

CYB5R2

PRKCB
PRKCB;PRKCA

HDGFRP3

CENPV

LDHD

TERF2IP

CACNG2

STAT6

ELFN2

SCG5

MAP1A

NUDT21SGSM1
SNRPD1

ISLR2

GPRC5B

HDHD2

RBFOX3;RBFOX2

ACAA2

STIM1

PRRT2

GNG8

CA4

TPM4

DHRS13

TTYH1

ATCAY

HDGFRP2

NDUFA7;NDUFA7

HID1 ECI1

SRRM2

ENTPD3

SF1PAFAH1B2

RAB4A

VASN

GNG4

IRF2BP2

HIST1H1E

FAM107A

DTYMK

TNXB

LGI3

FEN1

CHRM1

GFRA2

CDKN2AIP

PPIP5K1

GFM1

USP39

STXBP6

GRM5

CPLX1

ATP5I

MAP2K1

HNRNPH1

MECP2

RAB3B

RGS14

PGM2

P2RY12

SCN9A

HTRA4

PLEKHA2

APLF

DCXR
RAC3

LINGO1

HNRNPF

PCDH7

CTNND2

ALCAM

GPR37L1NIPA1

HNRNPA3

FABP6

USP47

DCLK2KRT86;GFAPKRT75;KRT5

CD14

RALGAPB

SYT9

RBMXL2;RBMX

KIF5B

MTSS1

GSTA4

TANC2

PRKCDBP

CCBL1

KCNG3;KCNA4

PRKCE;PRKCH

GRIK1

TMEM126A

NPTX1

FAM98B

TPPP

KCND3

MAP1LC3B2;MAP1LC3B

WIPF2

LRRC8C;LRRC8E

RSL1D1

MAP6

ENC1

VAT1L

KNDC1

PTEN
RPS7

AQP4

TLN2

SRGAP2C;SRGAP2SRGAP2C;SRGAP2B;SRGAP2

SCG2

SYNPO

RAB33B

GAP43

EPHX4

CALB2

SNTB1

BPGM

CSDC2

GNG12

FIBP

CARNS1

HCFC1

THEMIS

CORO1B

RAB37

SNX32

MRGPRF

OXSR1

ADRBK1

HECTD4

TRMT112

ADCY5

ABLIM3

GLRX

SYT12

SLC2A14;SLC2A3

SNCG

FKBP2

MOB1B

CHD2;CHD2

NUDT4

EIF1AX

TOMM20

STAT5B;STAT5A

RNF213

DPY19L1;DPY19L2
SPTBN2 RBM4

NWD2

TRMT10C

PRPF8
DDX23

CNTNAP2

LINGO2

MFSD4

SRP72

PCP2

PDZK1

KLC2

CTBP2

PPM1E

PCCA

ARHGAP1

PHYHD1

BANF1

PTPN2

EIF3F

ARL10

PCSK1

MCTP1;MCTP2

DPP10

DRAP1
SFN

MSRA

BAIAP2

TUBB6

CSTF3

LRRTM4

RIMS2

GNG7

LMNB2ACSF3

BASP1

LY6H

SCN4B

EPS8L2

CETN1;CETN2

TALDO1RPS6KA3

TRIM72

KCNA2

C18orf32;RPL17 C18orf32;RPL17

ACAD9

SUMO4;SUMO2
HNRNPA0

AP3S1

NDUFV2

PLEC

SLITRK1

GLDC
SLC25A20

CA8

EPM2AIP1

KCTD12

CPNE7

RCC2

CYC1

HNRNPCL1;CH17 409J4.1;HNRNPCL2;HNRNPCL2;HNRNPC

GPC5

ZBTB18

MYADM

AKAP5

PUF60

ZADH2

LYNX1

TH

RCC1

F2

KCTD4

PPA1

MAP6D1

SSR4

LRRC57

MAPK15

NPM1

PENK

HIST3H2A;HIST1H2AB;HIST1H2AC;HIST1H2AE

POLR2A

RAP2B

COPG1

BAI1

IBA57

ADO SNRPE

RTKN2

IDH2

TDRKH

ARL6IP4

SHMT2
SHMT2;SHMT1

AP1S2

CACNB4

NXPH3

EPHB3

PLCB1

NTM

GRID1

CRIP2

PLCXD3

RBM10

SLC25A18

EWSR1

CADM1

PCP4

CAMK1D

C2CD4C

CTNNA3

SF3A3

PSMG1

PCBP3

TNFAIP8L3

HIST2H3D;HIST2H3C;HIST2H3A

ALYREF

CMTM4

KCTD16

KCTD8

TUBA8

NUDT14

SCN5A

PTP4A2

UQCR10

FAM120C

PCDH9

HIST1H1B

PLA2G6

KCND2

TOP1MT;TOP1

CEND1

NELL2

SEPT9

RALYL

HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO
OSBP2

APOO

H1FX

TCEAL2

PTRHD1

NDUFA6

ANKS1B
ARL15

GPRIN3

P4HB

KCNIP4

NDUFA13

KRT73;NEFH

MKL2;MKL1

GABRA5

GNG2

SEPT10

PDE2A

LRRC16B

BCR

KRT14;KRT17

RTN4RL2

ESPN

CCK

KIAA1598

SESTD1

FNBP1

DCC

MAGI2

LUZP2

ISG15

ERC2

B3GALTL

GABRD

NHEJ1

SEMA4D

HIST1H1C;HIST1H1T

SHISA7

AGRN

PRKAR1B;PRKAR1A

SRSF10

FBLL1

SHISA6

TMEM201

KCTD21

RELN

H1F0

ARID2

SF3B3

MAOA

FHIT

KAZN

HMGB1

SH2D5

SEMA4A

NIF3L1

CPNE4

NTNG2

ELAVL3

XRCC6

TSC22D2;TSC22D1

TCEAL3

SLC6A9

PLXNB2

MYO6

HDAC2RABL6

TECPR2

MVB12B ADA

KIAA1211L

PDLIM7
SLC39A10

ANXA4

WDR5B;WDR5

KIAA1671

LRRC8B

SND1

TBC1D9B

SYNGAP1 UAP1L1

ADARB1

OGDHL

GSTK1

HNRNPAB

ATG7

S100A10

CFAP43

FAM49A

ERO1L

S100A6

DNM3

DLGAP2

SVIP

HSD17B11

TUBB3;TUBB3

CACNA1E
FKBP1C;RP11 314N13.10;FKBP1A

DDX42

ASPH

ITSN2;ITSN1

NTRK1;NTRK2

DDX39BDDX39B;DDX39A

NUDT16

TTC37

SLC9A6

MT CO2

PPP1R14C

FAM169A

MT ND5

BRINP2

PNPGK

GRM3

CHAMP1
HMGN2

RYR3

CES1

GRK5

MT ND4

L1CAM

GPRASP1

SOWAHA

INF2

HIST2H2AA4;HIST2H2AA4;HIST2H2AC

HIST2H2BF;HIST1H2BA;HIST1H2BC;HIST1H2BD;HIST1H2BE;HIST1H2BF;HIST1H2BG;HIST1H2BH;HIST1H2BI;HIST1H2BK;HIST1H2BL;HIST1H2BM;HIST1H2BN;H2BFS
HIST2H3PS2;H3F3B

TCEAL5

TCEAL6
RING1

MRPL38 BTBD17

LSM2

ABHD16A

DDR1

MRPL53

PNMAL2

LRRC10B

SARNP;RP11 762I7.5

GPR56

TECPR1

EIF3CL;EIF3C

DPF3

RNPS1

SACM1L

TSN

RBMXL1

TMX2;TMX2 CTNND1

TSPAN4

ARHGEF33GRID2IP

DDX3X

VPS16

TSTD1

LINGO3

PLXNA4

NPTXR

FXYD7

SLC12A8

SMIM13

SETSIP;SET

ANKRD63

HNRNPUL2 BSCL2;HNRNPUL2

CKMT1B;CKMT1A

SHISA9

RBM14;RBM14 RBM4

NME1

PNMA2

MICAL3

KCTD7;RABGEF1

PALM2

JMJD7;JMJD7 PLA2G4BJMJD7;JMJD7 PLA2G4B;PLA2G4B

ZNF512

ACY1

RBM12

PCP4L1

RP11 514O12.4;RNASET2YJEFN3

MSANTD3 TMEFF1;TMEFF1

PRKDC

LYN

CSNK2A3;CSNK2A1

ATP6V1G2 DDX39B;ATP6V1G2

LSM14A

RP11 162P23.2;ALDH2

BLOC1S5 TXNDC5;TXNDC5

XKR7

EPPK1

MRPL12;SLC25A10;SLC25A10

GTF2I

SRSF8;SRSF2
RBM8A

AD000671.6;U2AF1L4;U2AF1;U2AF1

IER3IP1;IER3IP1

AC024592.12;NDUFA11

CCDC177

AC104534.3;HNRNPL

AC002985.3;HOMER3

AC011530.4;DMWD

TSNAX DISC1;TSNAX

HSPE1 MOB4HIST2H4A;HIST2H4B;HIST1H4A;HIST1H4B;HIST1H4C;HIST1H4D;HIST1H4E;HIST1H4F;HIST1H4H;HIST1H4I;HIST1H4J;HIST1H4K;HIST1H4L;HIST4H4

GRIN2B

CTB 96E2.2;VTN

CBS;CBS
HIST1H3A;HIST1H3B;HIST1H3C;HIST1H3D;HIST1H3E;HIST1H3F;HIST1H3G;HIST1H3H;HIST1H3I;HIST1H3J

PRSS3P2;PRSS1

SRCIN1

MARCKS

NEFL
AC009133.22;QPRT
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ENPP4

ICA1

ALS2

PLXND1

CD38

FKBP4

KDM1A

CAMKK1

RECQL

HSPB6

SLC25A13

UPF1
LIG3

PRKAR2B

CREBBP

RHBDD2

MYCBP2

PDK2

LAMP2

ABCC8

CACNG3

SPATA20

MARK4

GAS7

PAX6

LUC7L

CACNA2D2

BAIAP3

CAMK1G

ADAM22

MGST1

NFIX

BAZ1B
ZNF207NISCH

IDS;IDS

SLC6A7

KAL1

ANLN

ALOX5

BID

MATR3

NUDCD3

ATP2C1

NCDN

PLEKHB1

NRXN3

GABRA1

TOMM34

VIM RNASET2AGPAT4

BCLAF1

ANK1

HMGB3

NUP160

RANBP3

PNPLA6

LRRC7

APBA2

TMSB10

TIMP2

CYP46A1

MRI1

CLEC16A

RTN4R

RAB27B

MED17

CTNNA1

GPM6B

CTPS2

POLR2B

TPR

CP

RRM2B

CELF2

RCN1

DKK3

LIMA1

HEBP2

MSMO1

NRIP2

LAMA3;LAMA5

THRAP3

ENTPD2

PTPRN

SYNE2

ATP9A
NOP58

KCNH2

ZFR

MTA3;MTA1

ATP2B4

DGKG

PSD

WNK1;WNK4

CCAR1

SNRNP40

RIMBP2

BCAT1

LZTS1

GUCY1B3

ARSF

U2AF2

GPC1

TNPO3
SUGP2

SLC12A2;SLC12A1

DGKA

MYLK

MAP2K4 ME1

YBX1

CTNNA2

ELAVL1

DIP2B

SLC9A3

NGEF

ISOC1EML1

THUMPD1

PFKP

PHKA1

CACNB1

TP53BP1
ROGDI

PDK3ACSL4

INPP5A

REEP1 KIF2A
RASGRP2

PPP2R5B

SDK2

NUCKS1

KCNAB2MAOB

KIAA1107
ATP1B3

NEDD4;NEDD4L

GNB5

PFN2

SPTB

SLC44A1

EXOC5

CLTCL1

POLB

ASNS

CSNK2A2

CAMK2A

TCOF1

OSBPL3

MAP4K4

WDR1

LMCD1

DAZAP1

CPSF1

PRKACA

LPHN1

ACTN1

SMC1A

STK10;SLK

MRVI1

ADAM11

IGF2BP2

MRPS34

PPP2R2C

SNCB

ATP2A3

ARHGEF10L

EIF4G3;CBFA2T2

RASAL2

MARK3

FSCN1

SART3

PLXNA2

TPD52ACACB;ACACA

PAG1

NT5C2

MCAM

GPC4

RAP1GAP

ACTL6B

TOP2B;TOP2A

PAK3

DCX

SNRPA

ACTN2

FGFR1

MAP2

AMPH

NEBL

PIK3C3

ADCY2;ADCY4

PPP2R5C
ADCYAP1R1 MYH7B

SLC1A3

XRCC5

TNS1

PAFAH1B3

SCGN

EPB41L2

RIMS1

MOXD1

SLC4A4

SMARCA2

DLGAP4

PCNP

ARG2

CADPS2

ERC1

XPO1

TRPM3;TRPM1

PDS5B

CYLD

SMAP2

APLP2

ATRX

WDR47

DDHD2

CHERP

EPDR1
SEPHS1

FAT2

PPEF1

MTMR2

ACHE;CES4A

SRRT

GNAO1

SF3B2

KHSRP

GNA11

DOCK3

LZTS3

DYNLL1

TESC

RBBP9
GCN1L1

CHGB

NOS1

FUS

ANKRD24

SLC9A1

PCBP4;PCBP2

STRN4

GLG1

PITPNM2

OSBPL8

RAPGEF4

SLC17A6

SUPT16H

TYRO3

EZR

AGO1

XYLB

CBX5

EPB41L4B

PSMD5

SEMA4G

CRTAC1

ITPR3
HNRNPH3

ABLIM1

NRP1

H2AFY2

FAM21A

MAST3

STX1B

CIRBP

HNRNPM

TECR

CEP170B

HCN2

PALM

ARVCF

SMARCB1DDTL;DDT

SF3A1

SEC14L2;RP4 539M6.19;SEC14L3

SNRPD3

ADRBK2

DDX17

GTPBP1

POLDIP3

PACSIN2

MCM5

TTLL12

PVALB

KCTD17

RANGAP1

PHF5A

PMM1

SDR39U1

RBM23;RBM39

DAAM1

CHGA

ITPK1

DHRS7

PPM1A

ERH

SRSF5

RPS6KA5

SMEK1 ACIN1
APEX1ARHGAP5

CPNE6

PNN

PCIF1

GSS
ABHD12

CSTF1

PRPF6

SNPH

PDYN

PLCB4

SAMHD1

PAK7

NOP56

SNTA1

RPRD1B

SLC32A1

PPP1R16B

ACOT8

APMAP

USP14

CEP76

LAMA1

WDR13

STAG2CCDC22

PLS3

PQBP1

EMD SMS

CD99L2
RP2

CDK16

HTATSF1
MAGED2;TRO

RBM3

VWA8

DGKH

CORO1A

MAPK3

PHKB

CBLN1

ZNF423;ZNF521

CYB5B

NME3

SMPD3

NECAB2

HSDL1

NOMO3;NOMO2

UBE2I

CRYM

CPPED1 XYLT1

PYCARD

CDIPT

SYT17

CSK

RASL12

HOMER2

TJP1

SCG3

MYEF2

CA2

CALB1

SFRP1

NDRG1

NCALD

EEF1D

ANXA13;ANXA11

NEFM

SNRNP70

CLPTM1

SF3A2

NOVA2

PPP6R1
OLFM2

SLC1A6

PLD3

NUMBL FSD1

APLP1

HNRNPUL1

ICAM5

NAPA

PTPRS

TMEM205

CAPS

LPPR2

PRPF31

RPL18A CRTC1

GAPDHS

MAG

AVL9

PON2

ITGB8

MPP6

DFNA5

ADAP1;ADAP2

HIBADH

CHN2

STX1A

EPHB6

CHCHD2

HSPB1

NPTX2

PTPRZ1
WASL

PPP1R17

LSM5

RPA3

ACTR3C;ACTR3B
SLC1A1

FSD1L SPIN1

PRUNE2

CORO2A

OGN

TBC1D13

ELAVL2

NCS1

EDF1

SH3GL2

ABCA2

PDLIM1

PLEKHA1

MICU1

PPP3CB

SFXN3

BCCIP

SORCS1

SMC3TFAM

CCDC6

CUL2

DNAJC12

PPIF

GIT1

UBTF

CBX1

ENO3

CPD

DDX5

VAT1

LRRC59

LUC7L3

MPP2
EFTUD2

EFNB3

ALDOC

MAPK10

GAB1

AADAT

DHX15

RAPGEF2

VWA5A

SIAE

EHD1

DCPS
PPP6R3

NRXN2

PRPF19

HPX

TRIM3

CHORDC1
RNF141PVRL1

KIAA1549L

SLC1A2

CARS

PITPNM1

PTPN5

COQ5

DAO

CAMKK2

LIN7A

PPM1H

LTA4H

MAGOHB

ARPC3

CDKN1B

RASAL1

CPSF6

GNB3

ENO2

LPCAT3

NT5DC3

CMAS

RIC8B
SRSF9

NEDD9;BCAR1

TPD52L1

SRSF3

PHACTR1

MDGA1

CAP2
WASF1

SMAP1

PDE10A
PTK7

DNPH1

TMEM30A;TMEM30B

SPARC
IK

RASGRF2

GABRG2

LMNB1

SUB1

RAD50

NUP155

H2AFY

TCERG1

DPYSL3

CSNK1A1;CSNK1A1L
ERGIC1CPEB4

DBN1

KNG1

NIT2
FAM162A

ARMC8

RBP1

GNB4

FRMD4B;FRMD4A

SLC41A3;SLC41A2

PLXNA1

CSPG5

PLSCR4

COMMD2

PEX5L

EIF1B
ADAM23

TTL

NCL

ACTR1B

SLC30A3

PPM1G

CCDC88A
EFEMP1

EFHD1

COQ10B

SF3B1

CHMP3;RNF103 CHMP3

FHL2

HPCAL1

STRN
PRKD3;STK36;CDKL5

SRSF7

PLCL1

SLC1A4

SPR

EPHA4

CHD5

CHD5;CHD4

SRSF4

DLGAP3

SFPQ
ARHGEF2

MEF2D

SRM

WLS

TROVE2

SRSF11

CRYZ

KIF21B

MAP7D1

EXOC8

TBCE

RIMS3

AKT3;AKT2

LPHN2

PADI2

UAP1

IGSF21

CDK18

PRPF3

SLC2A1

DR1

PTBP2

LPPR4

RPS6KA1;MASTL

RPA2

MARC2

STAG1

STK11

APOA1

SLC8A2

NRP2

TTR

LRMP

CNR1

AKAP7

CASQ2

PPL
PCDH17

DNAH7

GDA

CCDC92

TRIM67

TRIM32

BSPRY

YLPM1

NPC2

SLIRP

RBM25

ATL2

FAM98A

LGALSL

CNNM1

GRIA2

MTHFD1L

KIAA1217

UFM1

HSPH1

ETF1

TMPO

TARDBP;TARDBP

LYPLA1

PSPC1

GJB6

BAI2

FABP3

KHDRBS1

HPCA

GPSM2;GPSM1

FAM213A

CBX3

HNRNPA2B1

WIPF3

NPY

FAM126A

SMU1

KIAA1045KIAA1549

CCDC91

NECAB1

NLN

OPTN

PLP1

PFKFB2

AGO2

TTPAL

PREX1

SLC12A5
NCOA5

SRSF6GDAP1L1

RAB22A
IQSEC2

MCEE

ATP8A1

GRM4

BTN2A2;BTN2A1

XPO5

HIST1H1D

CPNE5

NRN1

DEK

LRRFIP1

RAP2A

SEPT6

GGA3;GGA1

NUP85

NT5C

MBOAT7SLC25A23

GRIA3

THOC2
SNRPD2

EML2

SYMPK

GPCPD1

CD93;PCSK1N

LAMP5

HNRNPR
RALY

MCF2L

UBA2PRDX5

PRKCG

DNAJC8

HSPA2

OMG

HNRNPH2

YEATS4

HP1BP3

FBXL16

GNG13

KDM4B

LRFN1

CDC42EP1

SPECC1DOCK4VGF

CCDC136

MYO1B

CHN1

SNRPN;SNRPB

ARPP19

KCNC1

ATP1B2

FXR2ILF3RAB2B

RNASE1

REEP5

ARHGEF6

CDH15

LPPR3

SYT5

GALNT8;KCNA6

APOC1

DPP6 SAFB2

NCAN

COLGALT1 LSM7

ARPC1B

LSM4

SULT4A1

OLFM1

COL5A1

OSBPL2

ADRM1
TRIM28

SMPDL3B

HIP1R

DNMT1
PLXNA3

RGN

AKAP12

SYNE1GGT7

GFAP

CHMP1A

SH3BGRL

TRAF3

CAPN7

KCNC3

KIF3A;KIF6

PPP1R1B

KHDRBS3

PRKAB2

SNRPA1

LGALS3DHX30

SLC6A11

NUP210

TIMM10B;TIMM10B

ILKAP

SCLY

PTPRE

RPA1

SERPINF1

LANCL2

ZRANB2

HRSP12

TERF2MTSS1L

PCNA

BCAN

CTNNBL1

WASF3

MPRIP

DCLK1

SRRM1

HSPBP1
CNDP2

MACROD1

RTN3

PDZD2

SWAP70

CAMK1

CHL1

GSTM5

SYT6

HMGCS2;HMGCS1

SORT1

PTGFRN

ANO3

NAV1

CDC73 RBM17

CABLES1LRP4

DAGLA

ARHGAP32

APC;CTC 554D6.1

TAOK3;TAOK1

BAI3 SYNCRIP

NT5E

AGAP2

HNRNPA1;HNRNPA1L2

PKIB

ABCB10

RGS8

DHX9

DOCK10
ITM2C

CKAP4

APPL2

LRCH1

LMO7

ITM2B

LCP1

SCRN1

RAPGEF5
DGKB

SRSF1

TRA2B
VPS45

BIN1

NIPSNAP3AKIAA0368

TMOD1
DAB2IP

PRPF4
ATP6V1G1

NCBP1

ANP32B

KLC4;KLC3

GMPR

SLC22A23

TUBB2A

HMGA1

TPMT

MGARP

NUMA1PRCP

GGH

FXYD6;FXYD6 FXYD2

UNC13C

SLTMITPKA

GCHFR

CCBL2

GIPC2

SLC44A5

PPM1B

PNPT1EXOC6
DNAJC13

MYPN

SSB

SHF

HCN4

SEMA7A

PCDH10

HNRNPD

PRKG2

TRPC3;TRPC7

NUP54

ANXA3SEC24B

FBN2;FBN1

CPNE8

FGD4

VAMP1

PPFIA2

ANP32D;ANP32A

SNRPF

TMEM132B

GIT2

N4BP2L1;N4BP2L2;CNP

SMARCC2

MAP3K12

VPS37B

MBNL2

CBLN3

NOVA1

STON2

WARS
BNIP2

SRP14

ULK3

RLBP1

SH3GL3

GLYR1

FTO

CPNE2

KATNB1

CDH11

CDH13

RHOT2

KSR1

GFOD2

PRPSAP2

PTRH2

GNAL

RPRD1A

OSBPL1A

ARRB2

MINK1

ARHGDIA

TTYH2

EIF4A3

SMAD4

CACNA1A

APP

DOPEY2

SAE1

CACNG8

IGLON5

SH3BGRL3

PRKACB

PTPRF

STRIP1

CELSR2

ILDR2

HDGF

TOR1AIP1

SF3B4

SNX27;CYTIP

ANP32E

SELENBP1

TP53BP2

KCNN3

ILF2

LYST

ARF1;RP11 302B13.5;ARF3

PARP1

EPHX1

PPFIA4

SYT2

HNRNPLL

GALM

SNRNP200

SFXN5RALB

C1QL2;C1QL3;C1QL1

KIAA1715

FAM171B

CPNE9

CNTN4

UBA3

EIF2A

AMT

STXBP5L

ECE2

DGKQ

OCIAD2

CAMK2D

CISD2
SETD7

RPS3A

HAPLN1

CRHBP

RASA1

PAM

BTF3

ARHGAP26

DDX46

GABRA6

GABRB2

TENM2

PSD2

LRRTM2

DAAM2

PHIP

CLVS2

ABRACL

MTFR2

TIAM2

EGFR

PURB

SHROOM2

C7orf55 LUC7L2;LUC7L2

SH3KBP1

SLC16A2

NONO

DIAPH2

FRMPD3

IGSF1

NSDHL

RGS20
TACC1

PMP2;FABP4

NFIB

SHC3;SHC4
RP11 35N6.1

ASTN2

SLC25A25;SLC25A23

LRSAM1

FAM171A1

SLC39A12

PARD3

HERC4

GLUD1

LIN7C

DGKZ

SSRP1

CELF1

TENM4

PAK1

PLCH2

CPSF7

PLCB3

TM7SF2

VPS51

DOC2A

CNTN5

MPP7

CDH8

HNMT

LYPD1

MTMR12

DOCK1
PIP4K2A

RILPL2;RILPL1

ITPR1

GPR158

NGLY1

TMEM263

PLBD2

SLC2A13

AKAP6

NEK7;NEK6

VIPAS39

PTPRO

EPS8MMAA

AKR1C2

DPYSL4

GABRA2
SACS

BAG3

AP1S3;AP1S1

TMEM163

HSPB8

GRID2

RIT2

HOMER1

CAMK4

TRIM36

GRIA4

SPARCL1

GJA1
FARP1

HNRNPDL

UTRN

GRM1

PTPRK

JAKMIP1

ZIC1

CARHSP1

SMARCA5

HNRNPU

SLC25A27

ASAP1

NMRAL1

ANKFN1

DGKE

MSI2

CACNA2D1

AK5

IMPACT

CHST9

THY1

UBASH3B

NRGN

PRKCA

ABCA5

UCHL1

TNIK

ENAH

BUB3

FAM69A

PDLIM3

SORBS2

CXADR

NCAM2

PLCL2

EPHB1

CA10

FBXL18

CNTNAP5

PTPRN2

LARP1
GRIA1

NUP205

SLC24A2
ADCY8

MICU3

KIF5A

PSD3

MCU

TIAM1

SCAF4

PCDH1

PPP2R2B

SST

ATP2B2

FUKKIT;CSF1R

HYDIN

CACNA2D3

FAM81A

MYO1E;MYO1F

TSPAN18

C2CD2

ACAN

CABP1FAM213B

PANK4

BRE

NCK1

TPRG1L

CUL4B

KCNB1

AHCYL2

PPP1R9A

DMTN

CCAR2

CDC42SE2

EPB41

SYNJ1

CLIC6

HLCS

PTMS

ALDH4A1

CHCHD6

CTBP1

TPPP3

FAM131B
ZYX

ABR

ARHGAP35

KALRN

S100B
RDH13

SAFB

S100A1

CHTOP

ADAR

FGFR4FDXR

MPP3

SHANK1

FLYWCH2;FLYWCH1

GNG3

NXF1

RPS6KA4

PPAP2B

SDC3

RBBP4;RBBP7

NFIA

FUBP1

SNX7

NTNG1

CADM3

RBM15

LRRTM1

DUSP19

VSNL1 H3F3A;HIST3H3;H3F3C;H3F3B

ADCK3

LYSMD1

CCNYL1CCNYL1;CCNY

GNPDA2

COL6A3

ATP1A1

SLC15A2

HDAC11

SERPINI1

CDS1

SYNPR

PRICKLE2;PRICKLE1;PRICKLE3

GMPS

PRRT3

U2SURP

GYG1

SLC4A1AP

POLR2H
PBRM1

LRPAP1

UBXN7
H2AFZ;H2AFV

CAMKV

GRM2

WDR82

HMGB2

GUCY1A3

LSM6

EDIL3

HTR4

ENPP6

CASP3

CARTPT

GRIK2

FABP7

PI16

TRA2A

HCN1

PGAM2

RAD21;RAD21L1

ALDH7A1

PDP1

PSIP1

DIRAS2

ALDH1A1

HNRNPK

PCDH19

STRBP

FAT3

LRFN5

PGM2L1

RPL10L;RPL10
ARF6

SLC18A2

STK32C

KIAA1462

NDRG2

NSMF

SALL2

HSPA12A

CLMN

SLC6A5

HTRA1JAM3

RAB8B

API5

NOLC1

SCN3B

CYB5A

CYB5R2

CRABP1

PRKCB

PRKCB;PRKCA

HDGFRP3

CENPV
TERF2IP

CACNG2

STAT6

ELFN2

SCG5

MAP1A

NUDT21

SGSM1

SNRPD1

ISLR2

GPRC5B

KATNAL2

RBFOX3;RBFOX2

ACAA2

STIM1

RRM1

PRRT2

IRGQ

GNG8

CA4

TPM4

DHRS13

GPD1
TTYH1

ATCAY

HDGFRP2

NDUFA7;NDUFA7

HID1 ECI1

SRRM2

ENTPD3

SF1

RAB4A

VASN

TTC39C

IRF2BP2

HIST1H1E

FAM107A

SEPT2

DTYMK

TNXB

LGI3

FEN1

CHRM1

GFRA2

CDKN2AIP

PPIP5K1

GFM1
USP39

STXBP6

GRM5

MAP2K1

HNRNPH1

MECP2

RAB3B

RGS14

PGM2

P2RY12
PTPN9

SCN9A

HTRA4

PLEKHA2

APLF

LUZP1

DCXR

RAC3

UGP2

LINGO1

HNRNPF

PCDH7

ALCAM

GPR37L1

NIPA1

HNRNPA3

FABP6

SMAD1

DCLK2
KRT86;GFAP

KRT75;KRT5

CD14

ARMC10

SYT9

RBMXL2;RBMX

MTSS1

GSTA4

TANC2

PRKCDBP

PKIA

KCNG3;KCNA4

PRKCE;PRKCH

NPTX1

FAM98B

TPPP

KCND3

MAP1LC3B2;MAP1LC3B

LRRC8C;LRRC8E

RSL1D1

MAP6

CLSTN1

ENC1

VAT1L

KNDC1

PTEN
RPS7

AQP4

SRGAP2C;SRGAP2SRGAP2C;SRGAP2B;SRGAP2

SCG2

SYNPO

RAB33B

GAP43

EPHX4

CALB2

SNTB1

CSDC2

GNG12

CARNS1

HCFC1

THEMIS

RAB37

SNX32

MRGPRF

HECTD4

TRMT112

ADCY5

ABLIM3

SYT12

SLC2A14;SLC2A3

FKBP2

MOB1B

CHD2;CHD2
EIF1AX

TOMM20

STAT5B;STAT5A

SPTBN2 RBM4

NWD2

TRMT10C

PRPF8
DDX23

PHLDA3
CNTNAP2

LINGO2

MFSD4
SRP72

PCP2

PDZK1

KLC2

CTBP2

PPM1E
ARHGAP1

TP53I11

PHYHD1

BANF1

PTPN2

PCSK1

DPP10

DRAP1

SFN

BAIAP2

CSTF3
TCP11L1

LRRTM4
GNG7

LMNB2

BASP1

LY6H

EPS8L2

CETN1;CETN2

TALDO1

RPS6KA3

TRIM72

KCNA2
SUMO4;SUMO2

FLII

HNRNPA0

AP3S1

NDUFV2

PLEC

SLITRK1

GLDC

CA8

EPM2AIP1KCTD12

CPNE7

RCC2

DPM3

HNRNPCL1;CH17 409J4.1;HNRNPCL2;HNRNPCL2;HNRNPC

GPC5

ZBTB18

MYADM

AKAP5

PUF60

ZADH2

SEPT1;SEPT5

LYNX1

TH

RCC1

F2

KCTD4

PPA1

MAP6D1

SSR4

LRRC57

MAPK15

NPM1

PENK

HIST3H2A;HIST1H2AB;HIST1H2AC;HIST1H2AE

POLR2A

RAP2B

BAI1

IBA57

ADO SNRPE

IDH2

TDRKH

MRPL41

ARL6IP4

SHMT2
SHMT2;SHMT1

AP1S2

CACNB4NXPH3

EPHB3

PLCB1

NTM

RGS6

GRID1

CRIP2

PLCXD3

RBM10

SLC25A18

EWSR1

CADM1

SLC8A1

PCP4

CAMK1D

C2CD4C

CTNNA3

SF3A3

GRIN2A

PCBP3

TNFAIP8L3

HIST2H3D;HIST2H3C;HIST2H3A

ALYREF

CMTM4

KCTD16

KCTD8
TUBA8

NUDT14

PTP4A2PCDH9

HIST1H1B

MAP7D2

PLA2G6

KCND2

TOP1MT;TOP1

NELL2

SEPT9

RALYL
HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO

SEPT5

OSBP2

H1FX

TCEAL2

PTRHD1

ANKS1B ARL15

GPRIN3

KCNIP4

MKL2;MKL1

GABRA5

GNG2

SEPT10

PDE2A

LRRC16B

BCR

KRT14;KRT17

RTN4RL2

ESPN

CCK

NAP1L1

KIAA1598

FNBP1

DCC

MAGI2

LUZP2

CHP1ISG15

ERC2

B3GALTL

GABRD

NHEJ1

SEMA4D

HIST1H1C;HIST1H1T

SHISA7

AGRN

PRKAR1B;PRKAR1A

SRSF10

FBLL1SHISA6

TMEM201

RELN

H1F0

ARID2

SF3B3

MAOA

FHIT

KAZN

HMGB1

SH2D5

SEMA4A

SRGAP3
NIF3L1

CPNE4

NTNG2

ELAVL3

XRCC6

TSC22D2;TSC22D1

TCEAL3

SLC6A9

PLXNB2

MYO6

HDAC2

TECPR2

MVB12B

ADA

KIAA1211L

PDLIM7

SLC39A10

ANXA4

WDR5B;WDR5

ANXA6

KIAA1671

LRRC8B

SND1

SYNGAP1

UAP1L1

ADARB1

GSTK1

HNRNPAB

ATG7

SIPA1L1

S100A10

CFAP43
FAM49A

S100A6
DNM3

DLGAP2

HIBCH

SVIP

HSD17B11
TUBB3;TUBB3

CACNA1E

FKBP1C;RP11 314N13.10;FKBP1A

DDX42

ASPH

ITSN2;ITSN1

NTRK1;NTRK2

CTNND1

DDX39BDDX39B;DDX39A

RYR2

TTC37

SLC9A6

MT CO2

PPP1R14C

FAM169A

BRINP2

PNP
GK

CHAMP1
HMGN2

RYR3

CES1

GRK5

MT ND4

L1CAM

SOWAHA

INF2

HIST2H2AA4;HIST2H2AA4;HIST2H2AC

HIST2H2BF;HIST1H2BA;HIST1H2BC;HIST1H2BD;HIST1H2BE;HIST1H2BF;HIST1H2BG;HIST1H2BH;HIST1H2BI;HIST1H2BK;HIST1H2BL;HIST1H2BM;HIST1H2BN;H2BFS

HIST2H3PS2;H3F3B

TCEAL5

TCEAL6

RING1

AGPAT1

MRPL38

BTBD17

DXO
LSM2

ABHD16A

DDR1

MRPL53

ATXN2

PNMAL2

LRRC10B

SARNP;RP11 762I7.5

GPR56

TECPR1
TMSB4X

EIF3CL;EIF3C

DPF3

RNPS1

RBMXL1

TMX2;TMX2 CTNND1

TSPAN4

ARHGEF33
GRID2IP

VPS16

TSTD1

LINGO3

PLXNA4

NPTXR

PPP2R2A

FXYD7
SLC12A8

CERS1

SMIM13

SETSIP;SET

MCTS1

HNRNPUL2 BSCL2;HNRNPUL2

CKMT1B;CKMT1A

SHISA9

RBM14;RBM14 RBM4

NME1

TLR9;TLR9

PNMA2

MICAL3

KCTD7;RABGEF1

PALM2

JMJD7;JMJD7 PLA2G4BJMJD7;JMJD7 PLA2G4B;PLA2G4B

ZNF512

ACY1

RBM12

PCP4L1

RP11 514O12.4;RNASET2

YJEFN3

TM4SF2;TSPAN7

MSANTD3 TMEFF1;TMEFF1

PRKDC

LYN
ATP6V1G2 DDX39B;ATP6V1G2

DPP3

LSM14A

RP11 162P23.2;ALDH2

BLOC1S5 TXNDC5;TXNDC5

RP4 576H24.4;SIRPB1;SIRPG;SIRPA

XKR7

EPPK1

GTF2I

SRSF8;SRSF2
RBM8A

AD000671.6;U2AF1L4;U2AF1;U2AF1

IER3IP1;IER3IP1
CCDC177

AC104534.3;HNRNPL

AC002985.3;HOMER3

AC011530.4;DMWD

TSNAX DISC1;TSNAX

HSPE1 MOB4HIST2H4A;HIST2H4B;HIST1H4A;HIST1H4B;HIST1H4C;HIST1H4D;HIST1H4E;HIST1H4F;HIST1H4H;HIST1H4I;HIST1H4J;HIST1H4K;HIST1H4L;HIST4H4

GRIN2B

CTB 96E2.2;VTN

GATSL2

CBS;CBS
HIST1H3A;HIST1H3B;HIST1H3C;HIST1H3D;HIST1H3E;HIST1H3F;HIST1H3G;HIST1H3H;HIST1H3I;HIST1H3J

PRSS3P2;PRSS1
MARCKS

NEFL

AC009133.22;QPRT

10 5 0 5 10

10
5

0
5

10

CBC/V1C

MS/MS: log2(CBC/V1C)

R
N

A
 s

eq
: l

og
2(

C
B

C
/V

1C
)

ENPP4

HECW1

ICA1

ALS2

PLXND1

CD38

FKBP4

KDM1A

CAMKK1

RECQL

HSPB6

LIG3

PRKAR2B

CREBBP

MYCBP2

PDK2

ABCC8

CACNG3

SPATA20

MARK4

PAX6

LUC7L

CACNA2D2

BAIAP3CAMK1G

ADAM22

MGST1
NFIXBAZ1B

RANBP9

ZNF207
NISCH

IDS;IDS

SLC6A7

ANLN

ALOX5

MDH1BID

MATR3

NUDCD3

NCDN

PLEKHB1

NRXN3

GABRA1

GLRX2

TOMM34

AGPAT4

BCLAF1

ANK1

RABEP1

HMGB3

NUP160

RANBP3

PNPLA6

LRRC7

TMSB10

CYP46A1

MRI1

RAB27B

GPM6B

CTPS2

POLR2B

TPR

RRM2B

RCN1

DKK3

LIMA1

HEBP2

MSMO1

NRIP2

LAMA3;LAMA5

THRAP3

ENTPD2

PTPRN

SYNE2

ATP9A NOP58

KCNH2

ZFR

MTA3;MTA1

DGKG

CDK17

PSD

CCAR1

OGFR

SNRNP40

RIMBP2

BCAT1

LZTS1

GUCY1B3

ARSF

ELMO2

U2AF2

GPC1

TNPO3
SUGP2

SLC12A2;SLC12A1

MYLK

MAP2K4ME1

YBX1

PPP2R5A

CTNNA2

ELAVL1

DIP2B

SLC9A3

NGEF

EML1

THUMPD1

CACNB1

TP53BP1ROGDI

PDK3

ACSL4

INPP5A

REEP1
RASGRP2

PPP2R5B

SDK2

NUCKS1

KCNAB2

MAOB
KIAA1107

ATP1B3

SPTB

CLTCL1

POLB

ASNS

CSNK2A2

CAMK2A

OSBPL3

ATP2B1
MAP4K4

LMCD1

CPSF1
PRKACA

LPHN1

ACTN1

SMC1A

HSD17B10

MARK2

ADAM11

IGF2BP2

MRPS34

PPP2R2C

ATP2A3

ARHGEF10L

EIF4G3;CBFA2T2

RASAL2

FSCN1

SART3

PLXNA2
ACACB;ACACA

PAG1

NT5C2

MCAM

RAP1GAP

CTTNBP2

ACTL6B TOP2B;TOP2A

PAK3

DCX

SNRPA

ACTN2

FGFR1

MAP2

NEBL

ADCY2;ADCY4

PPP2R5C

MYH7B

OSBPL6

SLC1A3

XRCC5

LXN

TNS1

PAFAH1B3

SCGN

EPB41L2

RIMS1

MOXD1

SLC4A4

SMARCA2

CADPS2 ERC1

XPO1

TRPM3;TRPM1

PDS5B
CYLDSMAP2

ZMPSTE24

APLP2

EFR3B
ATRX

WDR47

CPNE3

DDHD2

EPS15

CHERP

EPDR1
SEPHS1

FAT2

PPEF1

ACHE;CES4A

SRRT

SF3B2
KHSRP

GNA11

DOCK3
DYNLL1

TESC

RBBP9

RPH3A

CHGB

NOS1

FUS

ANKRD24

SLC9A1

PCBP4;PCBP2
PCBP4;RP11 155D18.12

STRN4

GLG1

PITPNM2

NRCAM

RAPGEF4

SLC17A6

SUPT16H

TYRO3

EZR

AGO1

XYLB

CBX5

PSMD5

SEMA4G

CRTAC1

ITPR3

HNRNPH3

ABLIM1

NRP1

H2AFY2

FAM21A

MAST3

CIRBP

HNRNPM

TECR

CEP170B

HCN2 PALM

ARVCF

SMARCB1

SF3A1

SEC14L2;RP4 539M6.19;SEC14L3

SNRPD3

ADRBK2

GGA1

DEPDC5

DDX17GTPBP1
POLDIP3

PACSIN2

MCM5

PVALB

KCTD17RANGAP1

PHF5A

PMM1

SDR39U1

RBM23;RBM39

CHGA

ITPK1

DHRS7

ERH

SRSF5

RPS6KA5

SMEK1 ACIN1
APEX1

ARHGAP5

GMPR2

PNN

PCIF1

CSTF1

PRPF6

SNPH

PDYN

PLCB4

SAMHD1

NOP56

SNTA1

RPRD1BSLC32A1

ACOT8

APMAP

CEP76

PRPS2

WDR13

STAG2

CCDC22

PQBP1
EMD

SMS

CD99L2

RP2

HTATSF1
MAGED2;TRO

RBM3

DGKH

CORO1A

CBLN1

ZNF423;ZNF521

CYB5B

NME3

SMPD3

NECAB2

HSDL1

COTL1

UBE2I

CRYM

CPPED1

PYCARD

CDIPT

SYT17

FAH

TJP1

SCG3

MYEF2

CA2

CALB1

SFRP1

EIF3E

NDRG1

NCALD

EEF1D

ANXA13;ANXA11

DCTN6

NEFM

SNRNP70

CLPTM1

SF3A2

NOVA2PPP6R1

OLFM2

SLC1A6

PLD3

NUMBL

APLP1

HNRNPUL1

ICAM5

PTPRS

TMEM205
PRPF31

RPL18A CRTC1

MAG

AVL9

ITGB8

MPP6

DFNA5

ADAP1;ADAP2

CHN2

STX1A

EPHB6

CHCHD2
HSPB1

NPTX2

WASL

PPP1R17

LSM5

RPA3

MESTACTR3C;ACTR3BLIMK1

SLC1A1

SPIN1

PRUNE2

CORO2AOGN

TBC1D13

NCS1

EDF1

SH3GL2

PDLIM1

PLEKHA1

MICU1

SFXN3

CPEB3

BCCIP

SORCS1

SMC3

CCDC6

DNAJC12

TSPAN14
GIT1

UBTF

CBX1

ENO3

CPD

DDX5
LUC7L3

EFTUD2

EFNB3

ALDOC

TMEM33

MAPK10

CPE

WFS1

AADAT

DHX15

RAPGEF2

VWA5A

SIAE

EHD1

DCPS

NRXN2

PRPF19

HPX

TRIM3

CHORDC1

ARHGEF17

PVRL1

KIAA1549L

SLC1A2

CARS

PITPNM1

PTPN5

COQ5

DAO

MLEC

CAMKK2
LIN7A PPM1H

LTA4H

MAGOHB

CDKN1B

RASAL1

CPSF6

GNB3

ENO2

LPCAT3

NT5DC3

CMAS

RIC8B
SRSF9

NEDD9;BCAR1

TPD52L1

SRSF3

PHACTR1

MDGA1

CAP2

WASF1

SMAP1

PDE10A

TMEM30A;TMEM30B

NNT

SPARC

IKFAF2

RASGRF2

CDH6

LMNB1

NUP155

H2AFY

TCERG1

CSNK1A1;CSNK1A1L

ERGIC1

DBN1

KNG1

NIT2

ARMC8

RBP1

PDCD10

GNB4

FRMD4B;FRMD4A

SLC41A3;SLC41A2

PLXNA1

CSPG5

PEX5L

EIF1B

ADAM23

ACTR1B

GPD2

TANC1

SLC30A3

PPM1G

PDE1A

CCDC88A

EFHD1

COQ10B

SF3B1

CHMP3;RNF103 CHMP3

FHL2

HPCAL1

PRKD3;STK36;CDKL5

SRSF7

PLCL1

AAK1

TIA1;TIAL1

SPR

EPHA4 CHD5

CHD5;CHD4

SRSF4

DLGAP3

SFPQ

ARHGEF2
MEF2D

WLS

TROVE2

SRSF11

KIF21B

MAP7D1
EXOC8

RRAGC;RP5 864K19.7

HPCAL4

AKT3;AKT2

LPHN2

PADI2
CDK18

GALE

PRPF3 DR1

PTBP2

LPPR4
STMN1

RPS6KA1;MASTL

PROX1

RPA2

MARC2

STAG1

STK11

SLC8A2

LRMP

CNR1

SGIP1
AKAP7

CASQ2

PPL

DNAH7

GDA

CCDC92

TRIM67

TRIM32

BSPRY

YLPM1

RBM25

ATL2

LGALSL

CNNM1

GRIA2

MTHFD1L

PDZD11

KIAA1217

HSPH1

TMPO

PTK2B

PPP3CC

EPHX2

TARDBP;TARDBP

LYPLA1

PSPC1

GJB6
BAI2
FABP3

KHDRBS1

CSMD2

HPCA

GPSM2;GPSM1

FAM213A

CBX3

NPY

SMU1

KIAA1045

KIAA1549

CIT

NECAB1

NLN

OPTNATPAF1

PLP1

PFKFB2

AGO2

ACSL3

TTPAL
PREX1

NCOA5

SRSF6

GDAP1L1

RAB22A
IQSEC2

ATP8A1

GRM4

BTN2A2;BTN2A1

XPO5

HIST1H1D

CPNE5

NRN1

DEK

LRRFIP1

RAP2A

GGA3;GGA1

NUP85

NT5C

MBOAT7

GRIA3

THOC2SNRPD2

EML2

SYMPKGPCPD1

CD93;PCSK1N

PCSK2

ITPA

HNRNPR
RALY

MCF2L

UBA2
ASL

PRKCG

DNAJC8

HSPA2
OMG

HNRNPH2

YEATS4

PIN1

HP1BP3

FBXL16

GNG13

TUBA4A

PEX1

CDC42EP1
SPECC1

VGF

CCDC136

MYO1B

CHN1

SNRPN;SNRPB

TMOD2

ARPP19

KCNC1

ATP1B2

FXR2
ILF3
RAB2B

RNASE1

REEP5

ARHGEF6

CDH15

LPPR3

SYT5

GALNT8;KCNA6

APOC1

SAFB2

NCAN

COLGALT1

LSM7

ACTN4

ARPC1B

LSM4

SULT4A1

OLFM1

OSBPL2

ADRM1 TRIM28

SMPDL3B

DNMT1

PLXNA3

HABP4

RGN

AKAP12

SYNE1

GGT7

SH3BGRL

CAPN7

RFTN1

KIF3A;KIF6

KHDRBS3

PRKAB2

SNRPA1

LGALS3

SLC6A11

NUP210

ILKAP

SCLY

PRKAA1

RPA1

SERPINF1

DDC

ZRANB2
DLG4 TERF2

MTSS1LPCNA

BCAN

ALDH3B2;ALDH3A2

CTNNBL1

WASF3

MPRIP

DCLK1

SRRM1

HSPBP1

RTN3

PDZD2

IMPA1

SWAP70

RRAS2

CAMK1

CHL1

GSTM5

SYT6

HMGCS2;HMGCS1

SORT1

PTGFRN

YWHAQ

ANO3

NAV1

CDC73
RBM17

CABLES1

DAGLA

ARHGAP32

APC;CTC 554D6.1

TAOK3;TAOK1

NT5E

AGAP2

HNRNPA1;HNRNPA1L2

PKIB

GLUL

RGS8

DHX9

DOCK10

ITM2C

PLXNC1 APPL2

LRCH1

LMO7

ITM2B

LCP1

RAPGEF5DGKB

SRSF1
TRA2B

VPS45

BIN1
LRRC8A

TMOD1

DAB2IP

PRPF4
ATP6V1G1 NCBP1

ANP32B

GMPR

SLC22A23

HMGA1TPMT

MGARP

NUMA1

PRCP

MRPL15

GGH

FDX1

FXYD6;FXYD6 FXYD2

UNC13C

SLTM

ITPKA

UACA

GCHFR

GIPC2

SLC44A5

PPM1B

STAMBPL1

DNAJC13

MYPN

SSB
HECW2

SHF

HCN4

SEMA7A

PCDH10

HNRNPD

PRKG2

TRPC3;TRPC7

ANXA3

FBN2;FBN1CPNE8

YARS2

VAMP1

PPFIA2

ANP32D;ANP32A

SNRPF

TMEM132B

GIT2

N4BP2L1;N4BP2L2;CNP

SMARCC2

MAP3K12

VPS37B

MBNL2

CBLN3

NOVA1

STON2

SORD

BNIP2

SRP14
DNAJA4

ULK3

RLBP1

NTRK3

SH3GL3

GLYR1

FTO

CPNE2

KATNB1
KIFC3

CDH11

CDH13

RHOT2

GFOD2

PRPSAP2

GNAL

RPRD1A

OSBPL1A

ARRB2

ARHGDIA
TTYH2

EIF4A3

SMAD4CACNA1A

SIRT3APP

DOPEY2

SAE1

CACNG8

IGLON5

EFHD2
PTPRF

CELSR2

ATP1B1

ILDR2

MGST3

HDGF

TOR1AIP1

SF3B4

ANP32E

SELENBP1

CERS2

ENSA

ILF2

LYST

PPFIA4

SYT2

HNRNPLL

EML4

SNRNP200

RALB

C1QL2;C1QL3;C1QL1

SCN1A

SLC4A10

KIAA1715

FAM171B

IQSEC1

NCEH1

AMT

STXBP5L

ECE2

DGKQ

OCIAD2

CAMK2D

CISD2

SETD7

RPS3A

PIK3R1HAPLN1

CRHBP

RASA1PAM

BTF3 ARHGAP26DDX46

GABRA6

TENM2

PSD2

LRRTM2

DAAM2

TPBG

PHIP

CLVS2

ABRACL

MTFR2

TIAM2

SHROOM2

C7orf55 LUC7L2;LUC7L2

SH3KBP1

NONO

DIAPH2

FRMPD3

TACC1
PMP2;FABP4

ARHGAP39

NFIB

SHC3;SHC4

SLC25A25;SLC25A23

COMMD3;COMMD3 BMI1;BMI1;PCGF2

FAM171A1

SLC39A12

CAMK2G

LIN7C

DGKZ

SSRP1

CELF1

TENM4

CAPN5

RPS3

PLCH2PLCB3

CNTN5

MPP7

CDH8

HNMT

PIP4K2A RILPL2;RILPL1

ITPR1

GPR158

NGLY1

UBE3B

PLBD2

SLC2A13

NUBPL

VIPAS39

PTPRO

EPS8

MMAA

AKR1C2

DPYSL4

GABRA2

SACS

BAG3

AP1S3;AP1S1

TMEM163

HSPB8

GRID2

RIT2

GUCY1A2

HOMER1

CAMK4

TRIM36

GRIA4

SPARCL1

FARP1

HNRNPDL

UTRN

GRM1

PTPRK

JAKMIP1

ZIC1

CAST

SMARCA5

HNRNPUSLC25A27

FAM49B

ASAP1

NMRAL1

SPHKAP

MSI2

CACNA2D1

AK5

THY1

UBASH3B

NRGN

PRKCA

ABCA5

UCHL1

TNIK
ENAH

BUB3

PDLIM3

SORBS2
CXADR

NCAM2

PLCL2

EPHB1

CA10

FBXL18

CNTNAP5

PTPRN2

LARP1

GRIA1
NUP205

FMN2

SLC24A2

MICU3

KIF5A

PSD3

MCU

KCNMA1

TIAM1

SCAF4

PPP2R2B

EEF1A1

SST

FUK

KIT;CSF1R

HYDIN

CACNA2D3

FAM81A

TSPAN18

C2CD2

PALM2 AKAP2;AKAP2

ACAN

CABP1

NCK1

CUL4B

KCNB1

AHCYL2PPP1R9A

DMTN

CCAR2

CDC42SE2

EPB41

SYNJ1

PTMS

ALDH4A1

UBR1

FAM131B

RGS12

ABR

ARHGAP35

KALRN

S100B

SPTBN4
SAFB

S100A1

CHTOP

ADAR
UBQLN4

FGFR4

NAPEPLD

COX7A1

FDXR

MPP3

SHANK1FLYWCH2;FLYWCH1
NXF1

RPS6KA4

ELAVL4

AK4

SDC3

RBBP4;RBBP7

NFIA

FUBP1

SNX7
NTNG1

BRINP3

CADM3

RBM15

LRRTM1

DUSP19

H3F3A;HIST3H3;H3F3C;H3F3B
ADCK3

LYSMD1

CCNYL1

CCNYL1;CCNY

GNPDA2

COL6A3

SLC15A2HDAC11

SERPINI1

CDS1

SYNPR

PRICKLE2;PRICKLE1;PRICKLE3

GMPS

APBB2;APBB1

PRRT3

U2SURP

GYG1

SLC4A1AP

POLR2H

PRKCD

PBRM1

LRPAP1

UBXN7

ABLIM2

H2AFZ;H2AFV

CAMKV

GRM2

WDR82

HMGB2

GUCY1A3
EDIL3

HTR4

ENPP6

CASP3

CARTPT

GRIK2

FABP7

TRA2A

HCN1

NEUROD6;NEUROD2

PGAM2

CTSB

ADCY1

RAD21;RAD21L1

PDP1

PSIP1

ALDH1A1

HNRNPK

PCDH19

SLITRK5

FAT3
LRFN5

PGM2L1

ARF6

NGB

SLC18A2

STK32C
KIAA1462

NDRG2

NSMF

SALL2

HSPA12A

CLMN

SLC6A5

HTRA1

JAM3

API5
NOLC1

SCN3B

CYB5A

CRABP1

PRKCB
PRKCB;PRKCA

HDGFRP3

CENPV

DCTN5

TERF2IP

CACNG2

STAT6

ELFN2

SCG5

MAP1A

NUDT21 SNRPD1

ISLR2

GPRC5B

KATNAL2

RBFOX3;RBFOX2

IRGQ

CA4TPM4

DHRS13

ATCAY

HDGFRP2

NDUFA7;NDUFA7
HID1ECI1

CASKIN1

SRRM2

ENTPD3

SF1

VASN

TTC39C

GNG4

IRF2BP2

HIST1H1E

FAM107A
SEPT2

DTYMK

TNXB

LGI3

FEN1

CHRM1

GFRA2

CDKN2AIP

PPIP5K1

GFM1 USP39

STXBP6

GRM5

CPLX1MAP2K1

HNRNPH1

MECP2

RAB3B

RGS14

PGM2

P2RY12

SCN9A

HTRA4

PLEKHA2

APLF

LUZP1

DCXR
RAC3

UGP2

LINGO1

HNRNPF

PCDH7

ROBO1

ALCAM

YWHAG

NIPA1

HNRNPA3

SMAD1

KRT75;KRT5

CD14

NUDT9

DLGAP1

SYT9

RBMXL2;RBMX

MTSS1

GSTA4

TANC2

PRKCDBP

PKIA

KCNG3;KCNA4

PRKCE;PRKCH

GRIK1

TPPP

KCND3

MAP1LC3B2;MAP1LC3B

WIPF2

LRRC8C;LRRC8E

MAP6

CLSTN1

ENC1

VAT1L

KNDC1

TLN2

SRGAP2C;SRGAP2SRGAP2C;SRGAP2B;SRGAP2

SCG2

SYNPO

RAB33B

EPHX4

CALB2

NEGR1

BPGM

CSDC2

CARNS1

HCFC1

THEMIS

CORO1B

RAB37

SNX32

MRGPRF

ARPP21

HECTD4

TRMT112

ADCY5

ABLIM3

GLRX

SYT12

FKBP2

CHD2;CHD2

NUDT4

SCAI

EIF1AX

STAT5B;STAT5A

RNF213

SPTBN2 RBM4

NWD2

TRMT10C

PRPF8DDX23

PHLDA3

CNTNAP2

LINGO2

PCP2

RIN1

PDZK1

GLMN

CTBP2

CADM2
PPM1E

ARHGAP1

TP53I11

BANF1

PTPN2

ARL10

PCSK1

MCTP1;MCTP2

DPP10

DRAP1

SFN

TUBB6

TCP11L1

LRRTM4

RIMS2GNG7

LMNB2

ACSF3

BASP1

LY6H

SCN4B

EPS8L2

TALDO1

RPS6KA3

TRIM72

SUMO4;SUMO2

FLII

HNRNPA0

PLEC

SLITRK1

NT5DC1
GLDC

CA8

EPM2AIP1

KCTD12

CPNE7

RCC2

HNRNPCL1;CH17 409J4.1;HNRNPCL2;HNRNPCL2;HNRNPC

GPC5

ZBTB18

MYADM

AKAP5

PUF60

SEPT1;SEPT5

LYNX1

TH

RCC1

F2

KCTD4

MAP6D1

MAPK15

NPM1

HIST3H2A;HIST1H2AB;HIST1H2AC;HIST1H2AE

POLR2A

RAP2B

BAI1

IBA57

SNRPE

RTKN2

IDH2

TDRKH

MRPL41

ARL6IP4

SHMT2
SHMT2;SHMT1

AP1S2

NXPH3

PLCB1

RGS6 GRID1
CRIP2

PLCXD3

RBM10

RGS7

SLC25A18

EWSR1

CADM1

SLC8A1

PCP4

CAMK1D

C2CD4C

CTNNA3
SF3A3

GRIN2A

PSMG1

PCBP3

SETD3

TNFAIP8L3

TANGO2

HIST2H3D;HIST2H3C;HIST2H3A

ALYREF

CMTM4

KCTD16

KCTD8

TUBA8

NUDT14

SCN5A

PTP4A2

PCDH9

HIST1H1B

MAP7D2

KCND2

TOP1MT;TOP1

NELL2

SEPT9

RALYL

HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO

SEPT5

H1FX

TCEAL2

NDUFA6

ANKS1B

ARL15

GPRIN3

SYN3

KCNIP4

NAT8L

LRCH3

KRT73;NEFH

MKL2;MKL1

GABRA5

GNG2

PDE2A

LRRC16B

BCR

KRT14;KRT17
RTN4RL2

ESPN

CCK

KIAA1598

FNBP1

MAGI2

LUZP2
ERC2

B3GALTL

GABRDNHEJ1

SEMA4D

HIST1H1C;HIST1H1T

SHISA7

DNER

AGRN

SRSF10
FBLL1

SHISA6

TMEM201

KCTD21

RELN

H1F0ARID2
SF3B3

MAOA

KAZN

HMGB1

SH2D5
SEMA4A

SRGAP3

CPNE4

NTNG2

ELAVL3

XRCC6

TSC22D2;TSC22D1

TCEAL3

SLC6A9

PLXNB2

HDAC2

TECPR2

MVB12B
ADA

KIAA1211L

PDLIM7

SRGAP1

SLC39A10

WDR5B;WDR5

ANXA6

KIAA1671

SLC6A17

PGAP1

LRRC8B

SND1

TBC1D9B

SYNGAP1

UAP1L1

ADARB1

GSTK1

HNRNPAB

ATG7
SIPA1L1

S100A10

FAM49A

S100A6

DNM3

DLGAP2

SVIP

HSD17B11

CACNA1E

FKBP1C;RP11 314N13.10;FKBP1A

ASPH

ITSN2;ITSN1

NTRK1;NTRK2

CTNND1

DDX39BDDX39B;DDX39A

RYR2

SLC9A6

PPP1R14C

FAM169A

BRINP2

PNP

GK

CHAMP1

HMGN2

RYR3

CES1

GRK5

L1CAM

SOWAHA

INF2

HIST2H2AA4;HIST2H2AA4;HIST2H2AC

HIST2H2BF;HIST1H2BA;HIST1H2BC;HIST1H2BD;HIST1H2BE;HIST1H2BF;HIST1H2BG;HIST1H2BH;HIST1H2BI;HIST1H2BK;HIST1H2BL;HIST1H2BM;HIST1H2BN;H2BFS

HIST2H3PS2;H3F3B

TCEAL5

TCEAL6
RING1

BTBD17

LSM2

MRPL53

ATXN2

PNMAL2

LRRC10B

SARNP;RP11 762I7.5

TECPR1

DPF3

RNPS1

TSN
RBMXL1

TSPAN4

ARHGEF33

GRID2IP

VPS16

LINGO3

PLXNA4

NPTXR

FXYD7

SLC12A8

HNRNPUL2 BSCL2;HNRNPUL2

SHISA9

RBM14;RBM14 RBM4TLR9;TLR9

PNMA2

KCTD7;RABGEF1

PALM2

JMJD7;JMJD7 PLA2G4BJMJD7;JMJD7 PLA2G4B;PLA2G4B

ZNF512

ACY1

RBM12

ACTN3;ACTN4
RP11 514O12.4;RNASET2

YJEFN3

TM4SF2;TSPAN7

MSANTD3 TMEFF1;TMEFF1

PRKDC

LYN

ATP6V1G2 DDX39B;ATP6V1G2

LSM14A

XKR7

EPPK1

GTF2I

SRSF8;SRSF2

RBM8A

AD000671.6;U2AF1L4;U2AF1;U2AF1

AC104534.3;HNRNPL

AC002985.3;HOMER3

AC011530.4;DMWD

TSNAX DISC1;TSNAX

HIST2H4A;HIST2H4B;HIST1H4A;HIST1H4B;HIST1H4C;HIST1H4D;HIST1H4E;HIST1H4F;HIST1H4H;HIST1H4I;HIST1H4J;HIST1H4K;HIST1H4L;HIST4H4

GRIN2B

CTB 96E2.2;VTN

GATSL2

CBS;CBS

HIST1H3A;HIST1H3B;HIST1H3C;HIST1H3D;HIST1H3E;HIST1H3F;HIST1H3G;HIST1H3H;HIST1H3I;HIST1H3J

PRSS3P2;PRSS1

MARCKS

NEFL

AC009133.22;QPRT

XXbac B562F10.12;KLHL22
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ENPP4

HECW1LASP1

ICA1

ALS2

PLXND1

CD38

FKBP4

KDM1A

CAMKK1

RECQL

HSPB6

SLC25A13

UPF1

LIG3

PRKAR2B

CREBBP

RHBDD2

MYCBP2

PDK2

LAMP2

ABCC8

CACNG3

GGCTVPS41MARK4

PAX6

LUC7L

CACNA2D2

BAIAP3

CAMK1G

ADAM22

MGST1

NFIX
BAZ1B

ZNF207
NISCH

IDS;IDS

ANLN

RABGAP1

ALOX5

BID

MATR3

NUDCD3ATP2C1

NRXN3

GABRA1

TOMM34

RNASET2
AGPAT4

BCLAF1

ANK1

RABEP1

HMGB3

NUP160

RANBP3

PNPLA6

LRRC7

TMSB10

ADSS

TIMP2

CYP46A1

MRI1
RTN4R

RAB27B

GPM6B

CTPS2

POLR2B

TPR

CP

VAMP3;RP11 599B13.6;VAMP2

RCN1

DKK3

LIMA1
HEBP2

MSMO1

NRIP2

LAMA3;LAMA5

THRAP3

PTPRN

SYNE2

ATP9A

NOP58

KCNH2

ZFR

MTA3;MTA1PPP1R12A

ATP2B4

DGKG

PSD

CCAR1

OGFR

SNRNP40

RIMBP2

BCAT1

LZTS1

GUCY1B3

ARSF

ELMO2

U2AF2

GPC1

TNPO3 SUGP2

MYLK

MAP2K4

ME1

YBX1

PPP2R5A

CTNNA2

ELAVL1

DIP2B

SLC9A3

NGEF

ISOC1

EML1

THUMPD1

CACNB1

TP53BP1

ROGDI

PDK3

ACSL4

INPP5A

REEP1
KIF2ARASGRP2

PPP2R5B

SDK2

NUCKS1

KCNAB2
MAOB

KIAA1107

ATP1B3

NEDD4;NEDD4L

NUCB2

SPTB

EXOC5

CLTCL1

POLB

CSNK2A2

CAMK2A

TCOF1

OSBPL3

ATP2B1

MAP4K4

LMCD1

DAZAP1
CPSF1

PRKACA

LPHN1

ACTN1

SMC1A

MARK2

STK10;SLK

MRVI1

ADAM11

IGF2BP2

MRPS34

PPP2R2C

ATP2A3

IPCEF1;CNKSR3

ARHGEF10L

EIF4G3;CBFA2T2

RASAL2

FSCN1

SART3

PLXNA2

ACACB;ACACA

PAG1

NT5C2

MCAM

RAP1GAP

ACTL6B

TOP2B;TOP2A

PAK3

DCX

SNRPA

ACTN2

FGFR1

MAP2

NEBL

ADCY2;ADCY4

PPP2R5C

ADCYAP1R1

MYH7B

OSBPL6

SLC1A3XRCC5

LXN

TNS1

PAFAH1B3

SCGN

EPB41L2

RIMS1

MOXD1

SLC4A4

SMARCA2

DLGAP4

PCNP

CADPS2

ERC1

TRPM3;TRPM1

PDS5B

CYLD
SMAP2

ZMPSTE24

SSH1APLP2

ATRX

WDR47

SLC25A24

DDHD2

EPS15

CHERP

EPDR1
SEPHS1

FAT2

PPEF1

MTMR2

ACHE;CES4A

SRRT

GNAO1

SF3B2
KHSRP

GNA11

DOCK3DYNLL1

TESC

GCN1L1

RPH3A

CHGB

NOS1FUS

NECAP1

ANKRD24

SLC9A1

PCBP4;PCBP2
PCBP4;RP11 155D18.12

STRN4

GLG1

PITPNM2

OSBPL8

NRCAM

RAPGEF4SLC17A6

CD200

SUPT16H

TYRO3

EZR

AGO1

ECHDC1

XYLB

CBX5

PSMD5

SEMA4G

CRTAC1

ITPR3

HNRNPH3

ABLIM1

NRP1

H2AFY2

FAM21A

MAST3

STX1B CIRBP
HNRNPM

TECR

CEP170B
HCN2

PALM

ARVCF

SMARCB1DDTL;DDT

SF3A1

SEC14L2;RP4 539M6.19;SEC14L3

SNRPD3

ADRBK2

EIF3L

DDX17GTPBP1
POLDIP3

PPP6R2

PACSIN2

MCM5

PVALB

KCTD17 RANGAP1

PHF5A

PMM1

SDR39U1

RBM23;RBM39

PYGL

TRIM9

DAAM1

CHGA

ITPK1

ERH

SRSF5

RPS6KA5

SMEK1 ACIN1

APEX1
ARHGAP5

CPNE6

PNN

PCIF1

PYGB

CSTF1

PRPF6

GID8

SNPH

PDYN

PLCB4

SAMHD1

NOP56

SNTA1

RPRD1B

PPP1R16BACOT8

APMAP

USP14

CEP76

LAMA1

PRPS2

WDR13

STAG2

CCDC22

PLS3

PQBP1

SMS

CD99L2

RP2
HTATSF1

MAGED2;TRO
RBM3

DGKH

CORO1A

CBLN1

ZNF423;ZNF521

CYB5B

NME3

SMPD3

NECAB2

COTL1

TSC2

UBE2I

CPPED1

XYLT1

PYCARD

CDIPT

SYT17

FAH

HOMER2

TJP1

SCG3

MYEF2

CALB1
SFRP1

EIF3E

NDRG1

NCALD

ANXA13;ANXA11

DCTN6

NEFM

ASAH1
SNRNP70

CLPTM1

SF3A2

NOVA2

PPP6R1

OLFM2

SLC1A6

PLD3

NUMBL
FSD1

APLP1

HNRNPUL1

ICAM5

PTPRS

CAPS

LPPR2

MAST1
PRPF31

RPL18A

CADM4

AVL9
PON2

ITGB8

MPP6

DFNA5

ADAP1;ADAP2

CHN2

STX1A

EPHB6

HSPB1

NPTX2

EIF3B

WASL

PPP1R17

RPA3

MEST
ACTR3C;ACTR3B

SLC1A1

FSD1L SPIN1

PRUNE2

CORO2A
OGN

TBC1D13

NCS1

PIP5K1B;PIP5K1C

SH3GL2

ABCA2

PDLIM1

PLEKHA1

MICU1

PPP3CB

SFXN3

BCCIP

SORCS1

SMC3
TFAM

CCDC6

DNAJC12

TSPAN14
GIT1

UBTF

CBX1

ENO3

CPD

DDX5

LUC7L3

MPP2

DUSP3

EFTUD2

EFNB3

ALDOC

TMEM33

MAPK10

ELF2

GAB1

WFS1

AADAT

DHX15

RAPGEF2

VWA5A

SIAE

EHD1

DCPS

NRXN2

PRPF19

HPX

TRIM3

CHORDC1RNF141

PVRL1

KIAA1549L

SLC1A2

CARS

PITPNM1

AIP

PTPN5

COQ5

DAO

CAMKK2

LIN7A

PPM1H

LTA4H

MAGOHB

CDKN1B

RASAL1

CPSF6

GNB3

ENO2LPCAT3

NT5DC3

CMAS

RIC8B
SRSF9

NEDD9;BCAR1

TPD52L1

SRSF3

PHACTR1

MDGA1

CAP2

WASF1

ACOT13

SMAP1

PDE10A

PTK7

TMEM30A;TMEM30B

NNT

SPARC

IK

RASGRF2

GABRG2

CDH6

LMNB1

SUB1

PDE4D

RAD50

NUP155

H2AFY

TCERG1

DPYSL3

ERGIC1

DBN1

CNTN3

KNG1NIT2

ARMC8

RBP1

PDCD10

PRKAR2A

GNB4

GBE1

FRMD4B;FRMD4A

PLXNA1

CSPG5

PLSCR4

PEX5L

ADAM23

DGUOK

TTL

NCL
ACTR1B

TANC1

SLC30A3

NRBP1

PPM1G

PDE1A

RTN4

CCDC88A

MRPL19

EFHD1

COQ10B

SF3B1
CHMP3;RNF103 CHMP3

FHL2

HPCAL1

STRN

PRKD3;STK36;CDKL5

SRSF7

PLCL1

SLC1A4

AAK1

TIA1;TIAL1

SPR

EPHA4

CHD5

CHD5;CHD4

SRSF4

DLGAP3

SFPQ

ARHGEF2 MEF2D

WLS

SRSF11

CRYZ

KIF21B

MAP7D1
EXOC8

LPHN2
PADI2

UAP1

PRPF3
DR1

PTBP2

LPPR4

STMN1

RPS6KA1;MASTL

PROX1

RPA2

MARC2

OSBPL9

STAG1

STK11

APOA1

TTR

LRMP

CNR1

SGIP1

AKAP7

CASQ2

PPL

PCDH17

DNAH7

GDA

TRIM67

TRIM32

BSPRY

YLPM1

SLIRP

RBM25

ATL2

LGALSL

CNNM1
GRIA2

MTHFD1L

ACAT2

KIAA1217

HSPH1

ETF1

TMPO
PTK2B

PPP3CC

EPHX2

TARDBP;TARDBP

LYPLA1

PSPC1

GJB6

BAI2

FABP3

KHDRBS1

HPCA

GPSM2;GPSM1

FAM213A

CBX3

HNRNPA2B1

NPY

FAM126A

SMU1

KIAA1045

KIAA1549

CIT

NECAB1

NLN

OPTN

TUBA1B

PFKFB2

AGO2

FAM210B

TTPAL
PREX1

NCOA5

SRSF6

GDAP1L1

RAB22A IQSEC2

MCEE

ATP8A1

GRM4

PACSIN1

BTN2A2;BTN2A1

XPO5

HIST1H1D

CPNE5

NRN1

DEK

RAP2A

EFNB2

GGA3;GGA1

NUP85
NT5C

MBOAT7

SLC25A23

GRIA3

THOC2

SNRPD2

EML2

SYMPK

CD93;PCSK1N

PCSK2

HNRNPR RALY

MCF2L

UBA2

DNAJC8

HSPA2
OMG

YEATS4

PIN1

HP1BP3

FBXL16

GNG13

TUBA4A

LRFN1

CDC42EP1
SPECC1DOCK4

VGF

MYO1B

CHN1

SNRPN;SNRPB

TMOD2

ARPP19

KCNC1

ATP1B2

ILF3

RNASE1

REEP5 ARHGEF6

CDH15

LPPR3
SYT5

GALNT8;KCNA6

APOC1

DPP6 SAFB2

NCAN

LSM7

ACTN4
ARPC1B

MAP1S

LSM4

SULT4A1

OLFM1

COL5A1
OSBPL2

ADRM1 TRIM28

SMPDL3B

DNMT1PLXNA3

HABP4

RGNAKAP12
SYNE1

GGT7

SH3BGRL

CAPN7

RFTN1

ZFYVE20

KCNC3

KIF3A;KIF6

EXOC4 PPP1R1B

KHDRBS3

PRKAB2

SNRPA1

LGALS3

SLC6A11

NUP210

TIMM10B;TIMM10B

EFR3A

ILKAP

SCLY

RAP1GAP2

RPA1

SERPINF1

LANCL2

DDC

ZRANB2

DLG4

HRSP12

TERF2

MTSS1L

PCNA

BCAN

ALDH3B2;ALDH3A2

CTNNBL1MPRIP

DCLK1

SRRM1

HSPBP1

RTN3

PDZD2

SWAP70CAMK1

CHL1

GSTM5

SYT6

HMGCS2;HMGCS1

SORT1
PTGFRN

YWHAQ

ANO3

NAV1

CDC73
RBM17

CABLES1

LRP4

PHC2

DAGLA

ARHGAP32

APC;CTC 554D6.1

TAOK3;TAOK1 BAI3

NT5E

AGAP2

HNRNPA1;HNRNPA1L2

PKIB

ABCB10

GLUL

RGS8

DHX9

DOCK10

ITM2C

APPL2

VPS36

LRCH1

LMO7

ITM2B

LCP1

RAPGEF5

DGKB

SRSF1
TRA2B

BIN1

TMOD1

DAB2IP

PRPF4
ATP6V1G1

NCBP1

ANP32B

GMPR

SLC22A23

TUBB2A

HMGA1

MGARP

NUMA1

PRCP

GGH

TGS1

FDX1

FXYD6;FXYD6 FXYD2

UNC13C

SLTM

ITPKA

GCHFR

CCBL2

GIPC2

SLC44A5

PPM1B

PNPT1
STAMBPL1

EXOC6

DNAJC13

MYPN

SSB

ABI2

SHF

HCN4

PCDH10

HNRNPD

PRKG2

TRPC3;TRPC7

SEPT11

ANXA3

FBN2;FBN1

CPNE8

VAMP1

PPFIA2

ANP32D;ANP32A

SNRPF

TMEM132B

GIT2

SMARCC2

MAP3K12

VPS37B

MBNL2

CBLN3

NOVA1

STON2

BNIP2
SRP14

ULK3

RLBP1

NTRK3

SH3GL3

GLYR1
FTO

KATNB1
KIFC3

CDH11

CDH13

RHOT2

KSR1

GFOD2

PRPSAP2

PTRH2

GNAL

RPRD1A

OSBPL1A

ARRB2

ARHGDIA

TTYH2

EIF4A3

SMAD4

CACNA1A

APP

DOPEY2

SAE1

CACNG8

IGLON5

SH3BGRL3

PTPRF

CELSR2

ILDR2

MGST3

HDGF

TOR1AIP1

SF3B4

SNX27;CYTIP

ANP32E

SELENBP1

ENSA

TP53BP2
TPM3

KCNN3

ILF2

LYST

PARP1

PPFIA4

SYT2

HNRNPLL
SNRNP200

SFXN5RALB

C1QL2;C1QL3;C1QL1

KIAA1715

FAM171B

CNTN4

IQSEC1

UBA3

EIF2A

NCEH1

AMT

STXBP5L

EIF2B5

ECE2

DGKQ

OCIAD2

CAMK2D

CISD2

SETD7

RPS3A

PIK3R1

HAPLN1

CRHBP

RASA1

PAM

BTF3
ARHGAP26

DDX46

GABRA6

TENM2

PSD2

LRRTM2

DAAM2

TPBG

PHIP

CLVS2

ABRACL

MTFR2

TIAM2

EGFR

PURB

SHROOM2

C7orf55 LUC7L2;LUC7L2

SH3KBP1

NONO

DIAPH2

FRMPD3

IGSF1

RGS20TACC1

PMP2;FABP4

LACTB2
ARHGAP39

NFIB

SHC3;SHC4

RP11 35N6.1

ASTN2

SLC25A25;SLC25A23

LRSAM1

IDI2;IDI1

FAM171A1

SLC39A12

HERC4

CAMK2G

LIN7C

DGKZ

SSRP1

CELF1

TENM4

CAPN5

PAK1

RPS3

PLCH2

CPSF7

PLCB3

TM7SF2

PPP4C

DOC2A

CNTN5

MPP7

CDH8

HNMT

DOCK1
PIP4K2A

RILPL2;RILPL1

ITPR1

GPR158

NGLY1

TMEM263
UBE3B

PLBD2

SLC2A13

MAGI1

AKAP6

PTPRO

EPS8

AKR1C2

DPYSL4

GABRA2

SACS

BAG3

AP1S3;AP1S1

TMEM163

HSPB8

GRID2

RIT2

GUCY1A2

HOMER1

CAMK4

TRIM36

GRIA4

SPARCL1

GJA1

FARP1

HNRNPDL

UTRN

GRM1

PTPRK

RAB3C

JAKMIP1

ZIC1

CARHSP1

CAST

SMARCA5

HNRNPUSLC25A27

ASAP1

NMRAL1

SPHKAP

MSI2

CACNA2D1

AK5

THY1

UBASH3B

NRGN

PRKCA

ABCA5

UCHL1

TNIK ENAH

BUB3

PDLIM3

SORBS2CXADR
NCAM2

PLCL2

RAB6B

EPHB1

CA10

CNTNAP5

PTPRN2

ATP6V1C1

DBI

LARP1

NUP205

PDIA4KDM8

FMN2SLC24A2

MICU3

KIF5A

PSD3

MCU

KCNMA1

TIAM1

SCAF4

PPP2R2B

EEF1A1

SST

EXOG

SYN2

FUK

KIT;CSF1R

CACNA2D3

FAM81A

TSPAN18

C2CD2

PALM2 AKAP2;AKAP2

ACAN

CABP1

FAM213B

PANK4

BRE

NCK1

TPRG1L

MRAS

CUL4B

KCNB1

AHCYL2

PPP1R9A

DMTN

CCAR2

CDC42SE2

EPB41

SYNJ1

CLIC6

PTMS

ALDH4A1

CHCHD6TPPP3

FAM131B

RGS12

ZYX

ABR

ARHGAP35

KALRN

PDXK

S100B

SAFB

S100A1

CHTOP

ADAR

FGFR4

NAPEPLD

FDXR

MPP3

SHANK1

FLYWCH2;FLYWCH1
NXF1

RPS6KA4

COA7

SDC3

RBBP4;RBBP7

NFIA

FUBP1

SNX7

NTNG1 BRINP3

CADM3

RBM15

LRRTM1

DUSP19

H3F3A;HIST3H3;H3F3C;H3F3B
ADCK3

LYSMD1

CCNYL1

CCNYL1;CCNY

GNPDA2

COL6A3

ATP1A1

SLC15A2

HDAC11

SERPINI1

CDS1

SYNPR

PRICKLE2;PRICKLE1;PRICKLE3

GMPS
ABHD6

PRRT3

U2SURP

GYG1

SLC4A1AP

POLR2H

PRKCD

UBXN7

ABLIM2

H2AFZ;H2AFV

APEH

CAMKV

GRM2

WDR82

HMGB2

GUCY1A3

LSM6

HTR4

CASP3

CARTPT

RICTOR

GRIK2

FABP7

TRA2A
NEUROD6;NEUROD2

PGAM2

ADCY1

RAD21;RAD21L1

OXR1

CDK5

PDP1

TMEM65

PSIP1

ALDH1A1

HNRNPK

PCDH19

STRBP

SLITRK5

FAT3
LRFN5

CFL2

PGM2L1

NGB

SLC18A2

STK32C

KIAA1462

NDRG2

NSMF

SALL2

HSPA12A

CLMN

SLC6A5

HTRA1

JAM3

API5

NOLC1

SCN3B

CYB5A

PRKCB

PRKCB;PRKCA

HDGFRP3

CENPV

LDHD

TERF2IP

CACNG2

STAT6

ELFN2

SCG5

MAP1A

NUDT21
SNRPD1

SLC27A4

ISLR2

GPRC5B

KATNAL2

RBFOX3;RBFOX2

IRGQ

GNG8

CA4
TPM4

CACNB3

DHRS13

ATCAY

HDGFRP2

NDUFA7;NDUFA7

HID1

ECI1

CASKIN1

SRRM2

ENTPD3

CTNNB1

SF1

VASN

IRF2BP2

HIST1H1E

FAM107A

DTYMK

TNXB

LGI3

FEN1

CHRM1

GFRA2

CDKN2AIP

PPIP5K1

SNTB2

GFM1 USP39

STXBP6
GRM5

HNRNPH1

MECP2

RAB3B

RGS14

GPRIN1

PGM2

P2RY12

PTPN9

SCN9A

HTRA4

PLEKHA2

APLFLUZP1

DCXR

RAC3

UGP2

LINGO1

HNRNPF

PCDH7

CTNND2

ALCAM

YWHAG

TRAPPC1GPR37L1

NIPA1

HNRNPA3

FABP6

USP47

SMAD1

DCLK2

KRT86;GFAP

KRT75;KRT5

CD14

CDH2
DLGAP1

ARMC10

SYT9

RBMXL2;RBMX

MTSS1

GSTA4

TANC2

PRKCDBP

PKIA

KCNG3;KCNA4

PRKCE;PRKCH
TMEM126A

NPTX1

FAM98B

TPPP

KCND3

MAP1LC3B2;MAP1LC3B

WIPF2

LRRC8C;LRRC8E

RSL1D1

MAP6

CLSTN1

ENC1

VAT1L

KNDC1

RPS7

AQP4TLN2

SRGAP2C;SRGAP2SRGAP2C;SRGAP2B;SRGAP2

SCG2

SYNPO

RAB33B

GAP43

EPHX4

CALB2

NEGR1

BPGM

CSDC2

GNG12
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)LJXUH� 6��� _ RNA vs protein fold-change comparison of all pairs of brain regions. 
These scatterplots are identically defined to those in Fig 5A except that here genes are labelled to show individual gene 
names observable at high magnification. �$��CBC vs all�%� MD vs all &� STR vs all '� AMY vs all (� HIP vs all )� V1C vs 
all *� DFC vs all. Genes are coloured based on their agreement or disagreement between the RNA and protein 
measurements; genes for which the protein variability between regions is <2-fold of that reported at the RNA-level were 
considered consistent (green and grey points). Purple coloured genes are those with consistent direction but variable 
magnitude of change (≥2-fold) between the regions at the protein and RNA level, while red genes disagree in the direction 
of change between RNA and protein. Blue and orange genes vary between regions according to protein but not RNA and 
vice-versa.  



Supplementary Figure 10b

RNA vs protein fold-change comparison of all pairs of brain regions. 

These scatterplots are identically defined to those in Fig 5A except that here genes are labelled to show individual gene names 
observable at high magnification.  A) CBC vs all B) MD vs all C) STR vs all D) AMY vs all E) HIP vs all F) V1C vs all G) DFC vs all.  
Genes are coloured based on their agreement or disagreement between the RNA and protein measurements; genes for which the 
protein variability between regions is <2-fold of that reported at the RNA-level were considered consistent (green and grey points).  
Purple coloured genes are those with consistent direction but variable magnitude of change (≥2-fold) between the regions at the 
protein and RNA level, while red genes disagree in the direction of change between RNA and protein.  Blue and orange genes vary 
between regions according to protein but not RNA and vice-versa.   
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SLC25A23

GRIA3
THOC2

OPA3

SNRPD2

EML2

SYMPK

GPCPD1

CD93;PCSK1N

PCSK2

LAMP5

ITPA

HNRNPR

RALY

MCF2L

UBA2

COX6B1

ASL

TRAP1

DNAJC8

HSPA2OMG

HNRNPH2
TIMM8A

YEATS4

PIN1

HP1BP3

GFER

FBXL16

GNG13

KDM4B

TUBA4AECHS1

PEX1

LRFN1

CDC42EP1

MPST

SPECC1

VGF

CCDC136

NDUFA5

MYO1B

CHN1

SNRPN;SNRPB

MYO5C;MYO5A

TMOD2 IVD

ARPP19

KCNC1

ATP1B2
FXR2

ILF3
RAB2B

RNASE1

REEP5

ARHGEF6

CDH15

LPPR3

SYT5

GALNT8;KCNA6

THEM6
APOE

APOC1

DPP6

SAFB2

NCAN

KIF1A

COLGALT1

LSM7

ACTN4

ARPC1B

LSM4

SULT4A1

OLFM1

COL5A1

OSBPL2

ADRM1

TRIM28

LRRC47

SMPDL3B

CLIP1

HIP1R

DNMT1

PLXNA3

MPP1

NOL11

HABP4

RGNSYNE1

GGT7

GFAP

ATP6V1E1
CHMP1A

SH3BGRL

PPT1

CAPN7

RFTN1

ZFYVE20

KCNC3

KIF3A;KIF6

RPL27

ACLY

EXOC4

MAP1B

PPP1R1B

KHDRBS3

PRKAB2

MCCC2

SNRPA1 ACTR10
LGALS3

DHX30

SLC6A11

NUP210

TIMM10B;TIMM10B

EFR3A

IMMT

ILKAP

SCLY

PTPRE

PRKAA1

RAP1GAP2

RPA1

SERPINF1

EEFSEC
COQ3

GRSF1

ZRANB2 DLG4

HRSP12

REEP2

TERF2

MTSS1L

PCNA

BCAN

ALDH3B2;ALDH3A2CTNNBL1

DCTN4

WASF3

MYH10

MPRIP

DCLK1

TPT1SRRM1

HSPBP1

CNDP2

MACROD1

RTN3

PDZD2

IMPA1

SWAP70

HSD17B4

UNC79

CTIF
MRPS36

CAMK1

CHL1

TSPAN2

GSTM5

SYT6

HMGCS2;HMGCS1

SORT1

PTGFRN

NAPG

YWHAQ

LDHA;LDHAL6A

ANO3NAV1

CDC73

RBM17

CABLES1

LRP4

PHC2

DAGLA

ARHGAP32

APC;CTC 554D6.1

OSTF1

TAOK3;TAOK1

FBXO21

BAI3

SYNCRIP

NT5E

AGAP2

HNRNPA1;HNRNPA1L2

PKIB

CCT7

RAB11FIP5

ABCB10

GLUL

STX6

RGS8

DHX9

DOCK10

ITM2C

CAB39

PLXNC1

APPL2

VPS36

LRCH1

LMO7

ITM2B

LCP1

SCRN1

RAPGEF5
DGKB

SRSF1

NDUFB5

MRPL47

TRA2B VPS45

BIN1

NIPSNAP3A

LRRC8A

TXN

KIAA0368

TMOD1

DAB2IP

STXBP1

PRPF4
ATP6V1G1

GABBR2

NCBP1

ANP32B

ALDH1B1;ALDH1A2

RPS6

KLC4;KLC3

GMPR
SLC22A23

TUBB2A

HMGA1

MGARP

NUMA1

MRPL15

GGH

TGS1
SORL1

RDX
FDX1

FXYD6;FXYD6 FXYD2

UNC13C

SLTM

NDUFAF1

ITPKA

UACA

GCHFR

CCBL2

SLC44A5

RTCA

HADHB

PPM1B

PNPT1

LRPPRC

ACTR1A

STAMBPL1

EXOC6

DNAJC13

MYPN

ATIC

SSB

HECW2

SHF

HCN4

SEMA7A

PCDH10

HNRNPD

PRKG2

RAP1GDS1

TRPC3;TRPC7NUP54

SEPT11

ANXA3

SEC24B

PPP3CA

FBN2;FBN1

RGS3

KIF21A

CPNE8

YARS2

FGD4

VAMP1

PPFIA2

ANP32D;ANP32A

TPH2

SNRPF

TMEM132B

GIT2

N4BP2L1;N4BP2L2;CNP

SMARCC2

MAP3K12

ESYT1

VPS37B

DENR

MBNL2

CBLN3

NOVA1

STON2

WARS

BNIP2
SRP14

ETFA
DNAJA4

ULK3

RLBP1

SH3GL3

GLYR1 FTO

CPNE2 KATNB1

KIFC3

GCSH

CDH11

CDH13

RHOT2

RPL3L;RPL3

COPS3

GFOD2

PRPSAP2

SCRN2

PTRH2

GNAL

RPRD1A

OSBPL1A

ARRB2

ARHGDIA

TTYH2

EIF4A3

TBCD

SMAD4

FAM134C

CACNA1A

PFKL

SH3GL1

SIRT3SOD1 APP

DOPEY2

SAE1

SLC6A3
CACNG8

EVI5L

RPS11

IGLON5

EFHD2

SH3BGRL3

PRKACB

RPS8

PTPRF

CELSR2

ATP1B1

ILDR2

MGST3

UFC1

HDGF

TOR1AIP1

SF3B4

SNX27;CYTIP

SETDB1PI4KBANP32E

SELENBP1

ENSA

TP53BP2

TPM3

KCNN3

ILF2

LYST

PARP1

EPHX1

PPFIA4

PLEKHA6

SYT2

ARL8A
RHOB

HNRNPLL

GALM

EML4

SNRNP200

SFXN5RALB

RALB;RALA

C1QL2;C1QL3;C1QL1

SCN1A

KIAA1715

FAM171B

HSPD1

CPNE9

RAB5A

RQCD1

CNTN4

UBA3

TAGLN3

ATG3

EIF2A

NCEH1

AMT

STXBP5L

EIF2B5

DGKQ

OCIAD2

SETD7

RPS3A

HAPLN1

LHFPL2

CRHBP

RASA1

PAM

BTF3

ARHGAP26

DDX46

GABRA6

GABRB2

CPLX2

TENM2

GFOD1

PSD2

LRRTM2

SLC17A4;SLC17A1;SLC17A2;SLC17A7

MUT

DAAM2

TPBG

PHIP

CLVS2

ABRACL

MTFR2 TIAM2

EGFR

PURB

MDH2
GBASC7orf55 LUC7L2;LUC7L2

SH3KBP1

CASK

NONO

OGT

PRPS1

FRMPD3

IGSF1

NSDHL

RGS20

TACC1

PMP2;FABP4

LACTB2

RPL7

AK3

NFIB

SHC3;SHC4

AUHRP11 35N6.1

SNX30

ALAD

ASTN2

RPL7A

PTGES2

SLC25A25;SLC25A23
LRSAM1

IDI2;IDI1

COMMD3;COMMD3 BMI1;BMI1;PCGF2

FAM171A1

SLC39A12

RSU1

PARD3

HERC4

CAMK2G
GLUD1

ADD3

LIN7C

HSD17B12

DGKZ

SSRP1

CELF1

TENM4

PAK1

RPS3

LAMTOR1

PLCH2

CPSF7

PLCB3

TM7SF2

VPS51

PPP4C

ALDOA

DOC2A

CNTN5

MPP7

CDH8

HNMT

LYPD1

GPM6A

DLG2

MTMR12

DOCK1

PIP4K2A

RILPL2;RILPL1

ITPR1

GPR158

CACNA2D4

TMEM263

BTBD11

UBE3B

PLBD2

SLC2A13

MAGI1

AKAP6

KCTD14;NDUFC2 KCTD14;NDUFC2

ME3

NUBPL

NEK7;NEK6

VIPAS39

PTPRO

EPS8

QDPR

MMAA

AKR1C2

DPYSL4

SLC25A4

SACS

BAG3

AP1S3;AP1S1

TMEM163

HSPB8

GRID2

RIT2

HOMER1ZNF776

CAMK4

TRIM36

GRIA4

SPARCL1

GPD1L

GJA1
FARP1

HNRNPDL

UTRN

GRM1

PTPRK

RAB3C

JAKMIP1

ZIC1

CARHSP1

CASTSCOC

SMARCA5

HNRNPU

SLC25A27

FAM49B

ASAP1

NMRAL1

PTPRD

CNKSR3;CNKSR2

SPHKAP

DDAH1

ANKFN1

DGKE

MSI2

AK5

IMPACT

CHST9

THY1

UBASH3B

NRGN

TOMM70A

PITPNC1

PRKCA

ABCA5

UCHL1

TNIK

ENAH

BUB3

PDLIM3

SORBS2

CXADR

NCAM2

PLCL2

RAB6B

EPHB1

ACSS1

CA10

APOOL

CNTNAP5

PTPRN2

ATP6V1C1

GOLGA7B

LARP1

GRIA1

NUP205

TTN

KDM8

FMN2

SLC24A2

ADCY8

VBP1

MICU3

KIF5A

PSD3

MCU

GNAQ

ADK

KCNMA1

ART3
TIAM1

SCAF4

PCDH1

PPP2R2B

SUPV3L1

EEF1A1

VPS8

EIF4A2

SST

ATP2B2

SYN2

FUK
KIT;CSF1R

HYDIN

CACNA2D3

FAM81A

MYO1E;MYO1F

APPL1

TSPAN18

C2CD2

PALM2 AKAP2;AKAP2

ACAN

CABP1

FAM213B

PANK4

AGAP1;AC244230.1;AGAP5 BRE

NCK1

TPRG1L

MRAS

CUL4B

KCNB1

AHCYL2

ZC3H18

TMED4

DMTN

CCAR2

CDC42SE2

EPB41

SYNJ1CLIC6

HLCS

PTMS

CYB5R1

ALDH4A1

NAE1

CHCHD6

CTBP1

TPPP3

FAM131B

ZYX

ABR

ARHGAP35

KALRN

PDXK

G6PD

DIP2A

S100B

RDH13

SPTBN4
SAFB

S100A1

CHTOP

ADAR

ANO10
FDPS

UBQLN4

FGFR4

SQSTM1 RPL8

NAPEPLD

AP2M1

BDH1
COX7A1

FDXR

PRPSAP1

MPP3

SHANK1

PLCD3

FLYWCH2;FLYWCH1

ASRGL1

GNG3

NXF1

STX5RPS6KA4

ELAVL4

COA7

PPAP2B

SDC3

RBBP4;RBBP7

NFIA

FUBP1

DNAJB4

SNX7

NTNG1

CADM3

RBM15

LRRTM1

DUSP19

VSNL1

H3F3A;HIST3H3;H3F3C;H3F3BADCK3

LYSMD1

CCNYL1 CCNYL1;CCNY

GNPDA2CGGBP1

COL6A3 ATP1A1

SLC15A2 HDAC11
NFASC

SERPINI1

SUCLG1
CDS1

SYNPR

PRICKLE2;PRICKLE1;PRICKLE3

GMPS

PRRT3

U2SURP
GYG1

SLC4A1AP

POLR2H

PBRM1

LRPAP1
UBXN7

ABLIM2

H2AFZ;H2AFV

SLC9B2;BDH2APEH

CAMKV

GRM2

WDR82

HMGB2

GUCY1A3

LSM6

EDIL3

NDUFS4

ENPP6

CASP3

CARTPT

RICTOR

UBLCP1

GRIK2

FABP7

SFXN1

STXBP5

PI16

TRA2A

HCN1

NEUROD6;NEUROD2

PGAM2
CTSB

ADCY1

RAD21;RAD21L1
OXR1

CDK5

ALDH7A1
COX6C

YWHAZ

PDP1

TMEM65

PSIP1

DIRAS2

ABCA1

ALDH1A1

HNRNPK

PCDH19

STRBP

NDUFB6

SLITRK5

FAT3

LRFN5

CFL2

PGM2L1

RPL10L;RPL10

ARF6

NGB

PRDX3

HPRT1

STK32C

KIAA1462

NDRG2

NSMF

SALL2

HSPA12A

CLMN

SLC6A5

HTRA1

JAM3
RAB8B

CKBAPI5
NOLC1

COPS2

CCT2

PCBD1

SCN3B

CYB5A

CYB5R2

CRABP1

RPL27A
PRKCB

PRKCB;PRKCA
HDGFRP3

CENPV

FAM96B

LDHD

DCTN5

TERF2IP

CACNG2

STAT6

ELFN2

SCG5

MAP1A

MAPRE2

MARS
NUDT21

SGSM1

PHB

SNRPD1

SLC27A4

ISLR2

GPRC5B

KATNAL2

RBFOX3;RBFOX2

ACAA2

RRM1

PRRT2

IRGQ

GNG8

CA4

TPM4

RPL13

CACNB3

DHRS13

GPD1

TTYH1

ATCAY

EEF2

HDGFRP2

OTUB1

NDUFA7;NDUFA7
HID1ECI1

CASKIN1

SRRM2
DDB1

SLC3A2

RPSA;RPSAP58

ENTPD3

SF1
PAFAH1B2

RAB4A

VASN

GNG4

IRF2BP2

KIF5C

PDHB

HIST1H1E

FAM107A DTYMK

TNXB

LGI3

PHYHIP

FEN1

CHRM1

GFRA2

CDKN2AIP

DYNLRB2;DYNLRB1

PPIP5K1

USP39

STXBP6

GRM5

CPLX1

ATP5I

MAP2K1

HNRNPH1

MECP2

RAB3B
RGS14

GPRIN1

KCNAB1
PGM2

P2RY12

SCN9A

HTRA4

PLEKHA2

PCBP1

HINT1

APLF

LUZP1

DCXR

UGP2

LINGO1

HNRNPF

PCDH7

ROBO1 CTNND2

SYAP1

ALCAM

YWHAG
TRAPPC1

GPR37L1

NIPA1

HNRNPA3

FABP6

USP47

SMAD1

DCLK2

KRT86;GFAP

CD14

RALGAPB

CDH2

DLGAP1

HSPA4

ARMC10

SYT9

RBMXL2;RBMX

KIF5B

MTSS1

RPS9GSTA4

NDUFA3

TANC2

PRKCDBP

PKIA

KCNG3;KCNA4

PRKCE;PRKCH

TMEM126A

NPTX1

FAM98B

PGAM1;PGAM4

TPPP

KCND3

MAP1LC3B2;MAP1LC3B

WIPF2

LRRC8C;LRRC8E

RSL1D1

ETFDHMAP6

CLSTN1

ENC1

VAT1L

KNDC1

PTEN

RPS7

AQP4

TLN2

SRGAP2C;SRGAP2 SRGAP2C;SRGAP2B;SRGAP2

SCG2

SYNPO

RAB33B

GAP43

EPHX4QARS

CALB2

SNTB1

NEGR1

CSDC2

GNG12

FIBP

CARNS1

HCFC1 CORO1B

RAB43;RAB35

RAB37

SNX32

MRGPRF

OXSR1

ARPP21

ADRBK1
HECTD4

TRMT112

ADCY5

ABLIM3
GLRX

SYT12

SLC2A14;SLC2A3

SNCG

TLR9;TWF2

FKBP2

CHD2;CHD2

SCAI

EIF1AX

TOMM20

STAT5B;STAT5A

EIF1

RNF213

DPY19L1;DPY19L2

SPTBN2

RBM4
NWD2

TRMT10C

PRPF8
DDX23

PHLDA3

ATP2A2

RPL4

CNTNAP2

LINGO2

MFSD4

TTC9B

BRSK2

SRP72

PCP2

RIN1

PDZK1

GLMN

DHX36

KLC2

CTBP2

CADM2

PPM1E

DCTN2

ARHGAP1

TP53I11

PHYHD1

BANF1

PTPN2

ARL10

PCSK1

MCTP1;MCTP2

DPP10

DRAP1

NR2F1;NR2F2

RUVBL1

SFN

MSRA

BAIAP2

LRRN1TUBB6

IP6K1

CSTF3
TCP11L1

LRRTM4

ANAPC2
RNPEP

RIMS2 GNG7

KBTBD11

LMNB2

ACSF3

BASP1

WSB2

LY6H

SCN4B

EPS8L2

CETN1;CETN2

TALDO1 RPS6KA3

TRIM72

PPFIA3

C18orf32;RPL17 C18orf32;RPL17
RPLP2;RPLP1

ACAD9

SUMO4;SUMO2

FLII

HNRNPA0

NDUFV2

PLEC

SLITRK1
NT5DC1

GLDC

DTX3

SLC25A20

CA8

EPM2AIP1 KCTD12

COX5A

CPNE7

RCC2

DPM3

CYC1EDC3HNRNPCL1;CH17 409J4.1;HNRNPCL2;HNRNPCL2;HNRNPC

PTPN11

GPC5

ZBTB18

MYADM

MROH1

AKAP5

NRXN1PUF60

ZADH2

SEPT1;SEPT5

LYNX1

TH

RCC1

F2

KCTD4

EIF2S3L;EIF2S3PPA1

MAP6D1

SSR4

PITPNB

LRRC57

MAPK15

NPM1

PENKHIST3H2A;HIST1H2AB;HIST1H2AC;HIST1H2AE

POLR2A

RAP2B

BAI1

IBA57 ADOSNRPE

RTKN2 IDH2

TDRKH

MRPL41

ARL6IP4

SHMT2
SHMT2;SHMT1

MOB2

AP1S2

CACNB4

NXPH3

EPHB3

PLCB1

NTM

ANXA2

GRID1

CRIP2

PLCXD3

RBM10
RGS7

SLC25A18

EWSR1 CNOT10

CADM1

SLC8A1

PCP4

CAMK1DBEGAIN

C2CD4C

RUVBL2

CTNNA3

SF3A3

GRIN2A

PCBP3

SETD3

TNFAIP8L3

TANGO2

HIST2H3D;HIST2H3C;HIST2H3A

ALYREF
OPCML

CMTM4

KCTD16

KCTD8

TUBA8

NUDT14

PTP4A2

NIPSNAP1

PCDH9

HIST1H1B

MAP7D2PLA2G6

KCND2
TOP1MT;TOP1

NELL2

SEPT9

RALYL

HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO

SEPT5
OSBP2 APOO

H1FX

TCEAL2

PTRHD1

NDUFA6

ANKS1B
ARL15

GPRIN3

AHNAK2

P4HB

SYN3

KCNIP4

NAT8L

BCAP31

LRCH3

KRT73;NEFH

MKL2;MKL1

GABRA5

GNG2SEPT10

PDE2A

LRRC16B

BCR

MAPT

RTN4RL2

ESPN

CCK

NAP1L1

AKR1C1;AKR1C4

KIAA1598

SESTD1

FNBP1

MAGI2

LUZP2

CHP1

ISG15

ERC2

B3GALTL

TRPV2

GABRD
NHEJ1

SEMA4D

HIST1H1C;HIST1H1T

SHISA7

AGRN

PRKAR1B;PRKAR1A

TUBB4B;TUBB8;TUBB4ASRSF10 FBLL1

SHISA6

TMEM201

KCTD21

RELN

H1F0

TMEM120A

ARID2
SF3B3

MAOA

FHIT

KAZN

HMGB1

SH2D5

SEMA4A

SRGAP3

TUBB

NIF3L1

CPNE4

ELAVL3

LONP1

XRCC6

TCEAL3

SLC6A9

AFAP1;AFAP1L1

PLXNB2

MYO6

HDAC2
RABL6

TECPR2

NF1

MVB12B

ADA

KIAA1211L

PDLIM7

SRGAP1 SLC39A10

AP2A1
ANXA4

WDR5B;WDR5

ANXA6
KIAA1671

DYNC1H1

SLC6A17

PGAP1

SND1

PSMD12

TBC1D9B

SYNGAP1

UAP1L1

ADARB1

OGDHL

GSTK1

HNRNPAB

ATG7

SIPA1L1

RPE;RPEL1

S100A10
CFAP43

MCMBP

FAM49A

ADH5
ERO1L

S100A6

RPL12DNM3
RPS4X

MB

HIBCH SVIP

HSD17B11

TUBB3;TUBB3

QRICH1

FKBP1C;RP11 314N13.10;FKBP1A

DDX42

RPL23A

ASPH

ITSN2;ITSN1

NTRK1;NTRK2SH3BGRL2

ANKRD35
ATL1

CTNND1

DDX39B DDX39B;DDX39A

NUDT16

RYR2

STK39

TTC37

SLC9A6

MT CO2

ECI2

CDC42BPB

RPL10A

FAM169A

MT ND5

BRINP2

PNP
GKGRM3

CHAMP1

HMGN2

OPA1

RYR3

CES1

GRK5

MT ND4

L1CAM

SOWAHA

INF2

HIST2H2AA4;HIST2H2AA4;HIST2H2AC

HIST2H2BF;HIST1H2BA;HIST1H2BC;HIST1H2BD;HIST1H2BE;HIST1H2BF;HIST1H2BG;HIST1H2BH;HIST1H2BI;HIST1H2BK;HIST1H2BL;HIST1H2BM;HIST1H2BN;H2BFS

HIST2H3PS2;H3F3B

TCEAL5

TCEAL6 RING1

AGPAT1

MRPL38DXOLSM2

VARS

ABHD16A

DDR1

PPP1R11

GNB2L1

MRPL53

ATXN2

PNMAL2
LRRC10B

SARNP;RP11 762I7.5

GPR56

TECPR1
EIF3CL;EIF3C

DPF3

RNPS1

RAB12

ANKRD28

XKR4

TSN

CRIP1;CRIP1

NRAS

ARL2;ARL2 SNX15RBMXL1

VDAC1

ZNF90;RPS16

TSPAN4

ARHGEF33

PHB2

GRID2IP
DDX3X

VPS16

TSTD1

LINGO3

PLXNA4

PPP2R2A

FXYD7

SLC12A8 CERS1

SETSIP;SET

ANKRD63RPS18

MCTS1

GPX1

HNRNPUL2 BSCL2;HNRNPUL2

SHISA9

RBM14;RBM14 RBM4

NME1

TLR9;TLR9

PNMA2

MICAL3

KCTD7;RABGEF1

PALM2

JMJD7;JMJD7 PLA2G4BJMJD7;JMJD7 PLA2G4B;PLA2G4B

ZNF512

ACY1

RBM12

PCP4L1

RP11 514O12.4;RNASET2

TM4SF2;TSPAN7

MSANTD3 TMEFF1;TMEFF1

PRKDC

LYN

ATP6V1G2 DDX39B;ATP6V1G2

DPP3

NDUFB8;NDUFB8

LSM14A RP11 603J24.9;PA2G4

RP11 162P23.2;ALDH2

BLOC1S5 TXNDC5;TXNDC5

RP4 576H24.4;SIRPB1;SIRPG;SIRPA

XKR7

EPPK1

MRPL12;SLC25A10;SLC25A10

GTF2I
SRSF8;SRSF2

IKBKE;TBK1

RP11 287D1.3;DCTN1

RBM8A
AD000671.6;U2AF1L4;U2AF1;U2AF1

IER3IP1;IER3IP1

CCDC177

AC104534.3;HNRNPL

AC002985.3;HOMER3

AC011530.4;DMWD

TSNAX DISC1;TSNAX

HSPE1 MOB4
HIST2H4A;HIST2H4B;HIST1H4A;HIST1H4B;HIST1H4C;HIST1H4D;HIST1H4E;HIST1H4F;HIST1H4H;HIST1H4I;HIST1H4J;HIST1H4K;HIST1H4L;HIST4H4

RP1 309K20.6;NFS1

GRIN2B

CTB 96E2.2;VTN

GATSL2

CBS;CBS

SYNRG

HIST1H3A;HIST1H3B;HIST1H3C;HIST1H3D;HIST1H3E;HIST1H3F;HIST1H3G;HIST1H3H;HIST1H3I;HIST1H3J

PRSS3P2;PRSS1

CH507 9B2.4

SRCIN1

MARCKS

NEFL

AC009133.22;QPRT

XXbac B562F10.12;KLHL22
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HECW1

PLXND1 CD38

FKBP4

CAMKK1

SLC25A13

PRKAR2B

MYCBP2

PDK2

LAMP2

CACNG3

SPATA20

GGCT

ARHGAP44

GAS7

PAX6

BAIAP3

CAMK1G

MGST1

NFIX RPS20

RANBP9
NISCH

IDS;IDS

CLCN6

SLC6A7

KAL1

SYT7

ANLN

PPP5C;PPP5D1

CALCOCO1

EHD3

CAPN1

CCDC88C

ATP2C1
CNTN1

NCDN

NRXN3

CPS1

GABRA1

GLRX2

TOMM34

VIM

ANK1HMGB3

PNPLA6
SLC4A7

APBA2

TMSB10 ADSS

TIMP2

CYP46A1

MRI1

TRIO

RTN4R

CDH10

RAB27B

AP2S1

CTNNA1

GPM6B

CTPS2

POLR2B
RRM2B

VAMP3;RP11 599B13.6;VAMP2

RCN1

DKK3

MCUR1

LIMA1

SLC4A8

HEBP2

MSMO1

LAMA3;LAMA5
ENTPD2

KCNH2

CYFIP2

PKP2

PPP1R12A

RASGRF1

CAMK2B

DGKG

CDK17

PSD

RIMBP2

BCAT1

LZTS1

GUCY1B3

ARSF

CS

SPHK2

RPL18

MTMR1

GPC1

TNPO3
CTSA

SUGP2

OAT

DGKA

MYLK

MAP2K4

YBX1

CTNNA2

SLC9A3

NGEF

EML1

THUMPD1

PFKP

PHKA1

CACNB1

PDK3
ACSL4

INPP5A

RASGRP2

PPP2R5B

SDK2

ATP1B3

NEDD4;NEDD4L

NUCB2

PTPN3

SPTB

SLC44A1

CLTCL1

GBA2 ASNS

CHAT

PABPC1;PABPC3;PABPC1L

OSBPL3

ATP2B1

NCK2

RPS6KA2

DAZAP1

PRKACA

LPHN1

ACTN1

MARK2

STK10;SLK

MRVI1SDHA

ADAM11

IGF2BP2

PPP2R2C

SNCB

ATP2A3

MGLL
PTPLAD1

IPCEF1;CNKSR3

ENO1

ARHGEF10L
EIF4G3;CBFA2T2

RASAL2

MARK3

DLG1

PLXNA2

TPD52

ACACB;ACACA

CAMSAP3

RAP1GAP

CTTNBP2

ACTL6B

PAK3

DCX

SNRPA

ACTN2

FGFR1

AMPH

NEBL

PIK3C3
ADCY2;ADCY4

ADCYAP1R1

MYH7B

OSBPL6

SLC1A3

LXN
PAFAH1B3

SCGNEPB41L2

RIMS1

MOXD1

SLC4A4

DLGAP4

ARG2

CADPS2

EPB41L3
TRPM3;TRPM1

PDS5B
CYLD

RPS5
SMAP2

SSH1

EFR3B

PREPSLC25A24

CPNE3

EPS15

CHERP

EPDR1

FAT2

PPEF1

ACHE;CES4A

GNAO1

L2HGDH

GNAS

DOCK3

LZTS3

TESC

RBBP9

RPLP0

RPH3A

CHGB

ERP29

NOS1

NECAP1

ANKRD24

SLC9A1

STRN4

GLG1PITPNM2

OSBPL8

NRCAM

SLC17A6

JPH4

TYRO3 EZR

AGO1

XYLB

EPB41L4B

PSMD5CRAT

NANS

SEMA4G

SORBS1

CRTAC1

HSP90AB1

ITPR3

ACOT7

NRP1

MAST3

CIRBP

CEP170B

HCN2

PALM

ARVCF

SEC14L2;RP4 539M6.19;SEC14L3

ADRBK2

SEZ6L

LGALS1

EIF3L

PACSIN2

TOM1

MCM5

TTLL12

SYNGR1

MYH9 EIF3D

PVALB

PHF5A PMM1RBM23;RBM39

COCH

PYGL

DAAM1

CHGA

DHRS7

SRSF5
MTHFD1

RPS6KA5

ACIN1

ARHGAP5

CPNE6

PCK2

GMPR2

PYGB

ABHD12

NDRG3

CDS2

PDYN

PLCB4

PAK7

NOP56

SLC32A1
PPP1R16B

MAP1LC3A
LAMA1

WDR13
RBBP7

PGK1
SMSCD99L2 EEA1

RP2

CDK16
MAGED2;TROSTK24

VWA8

DGKH CORO1A

CBLN1

ZNF423;ZNF521

CYB5B

NME3

SMPD3

NECAB2

COTL1

NOMO3;NOMO2

UBE2I

CRYM

SYT17

RASL12

FAH

HOMER2

TJP1
SCG3

CA2

CALB1

SFRP1
JPH1

EIF3E

NDRG1

NCALD

ANXA13;ANXA11

GSR

NEFM

ASAH1NUCB1
ECH1

SF3A2

PPP6R1

OLFM2

FSD1

APLP1

HNRNPUL1

RPS19

ICAM5

ATP1A3

PTPRS

GRWD1

TMEM205
CAPS

BCAT2

MAST1

RPL18A

CRTC1 MAG

AVL9

PON2ITGB8

MTPN

MPP6

DFNA5

CHN2

ABHD11
STX1A

GARS

EPHB6

HSPB1

NPTX2

EIF3B
WASL

PPP1R17

AGFG2

ACTR3C;ACTR3B

BLVRA

LIMK1

SLC1A1
FSD1L

PRUNE2

CORO2A

OGN

ELAVL2

NCS1

RAPGEF1

SH3GL2

ABCA2

PDLIM1

ERLIN1

MAPK8
SFXN3

CPEB3

SORCS1

SMC3

SHOC2

RPL28

PPIF

TSPAN14

LGI1GIT1

RGS9

ENO3
MPP2

PRKAR1A

EFNB3

ALDOC

ELF2

INPP4B

GAB1

CPE

WFS1

AADAT

VWA5A

SIAE

NRXN2

HPX

TRIM3

PVRL1

KIAA1549L

SLC1A2

CARS

PITPNM1

AIP

PTPN5

COQ5
ASIC1

DAO

CAMKK2

LIN7A

PPM1H

MAGOHB

CDKN1B

RASAL1

COPS7A

GNB3

USP5TPI1
ENO2

LPCAT3

NT5DC3

CMAS
C2CD5

RIC8B

SRSF9

FGFR1OP2

TPD52L1

PHACTR1

WASF1

SMAP1

PDE10A

PTK7

DNPH1

TMEM30A;TMEM30B
SPARC

RASGRF2

GABRG2

CDH6

LMNB1

SUB1

PDE4D

CSNK1A1;CSNK1A1L

DBN1

CNTN3

KNG1

FAM162A

RBP1BCHE PRKAR2A

RPL24

GBE1

UMPS

PLXNA1

ATP6V1A
PODXL2

CSPG5

PLSCR4

PEX5L
ADAM23

DGUOK
FAHD2A

TP53I3

GPD2

TANC1

SLC30A3

SNX17

PDE1A

GLS

EFHD1

COQ10B

CHMP3;RNF103 CHMP3

PPP1R7

HPCAL1

STRN

AAK1

TIA1;TIAL1

PCYOX1

ATP6V1B1;ATP6V1B2
EPHA4

FARSB

CHD5

CAPZA1

ARHGEF2

DNAJC6

WLS

TROVE2
SRSF11

CRYZ

KIF21B

EXOC8

TBCE

RIMS3

PADI2

UAP1

IGSF21

CDK18
SLC2A1

PRDX1
DR1

ABCD3

LPPR4

STMN1

NENF

PROX1

APOA1
RPS25

NRP2

TTR

LRMP

CNR1

AKAP7

CASQ2

PPL

DNAH7

GDA

CCDC92

TRIM67

TRIM32

BSPRY

HDHD3 HSDL2

ACYP1

NPC2SLIRP

FAM98ACNRIP1

OGFRL1

GRIA2

MTHFD1L

ACAT2

PDZD11

KIAA1217

PLXDC2

CLU

PTK2B

PPP3CC

EPHX2 LYPLA1
COPS5

GJB6

BAI2

FABP3

CSMD2

HPCA

SV2C

UBL3

RPL5

CBX3

WIPF3

NPY

FAM126A

CLTA

KIAA1549

CIT

NECAB1

ACOT9

PDE1B

TUBA1B

ACSL3
FAM210B

TTPAL

PREX1
SRSF6

GDAP1L1

RAB22A

IQSEC2

MCEE

ATP8A1

GRM4

NQO2

CPNE5

NRN1

DEK

LRRFIP1

AHNAK;NRIP1

GOT2

EFNB2

SEPT6

MBOAT7

SLC25A23
GRIA3

OPA3 EML2

GPCPD1

TGM3

LAMP5

MCF2L

UBA2

PRDX5

ASL

DNAJC8KTN1

HSPA2

OMG

EPS15L1

FBXL16

GNG13

KDM4B

TUBA4A

LRFN1

PAICS

YWHAH

GNAZ

CDC42EP1

MPST

DOCK4

CCDC136

MYO1B

CHN1

ARPP19

COPB1

KCNC1

FXR2

RAB2B

RNASE1

ARHGEF6

CDH15

LPPR3
SYT5

GALNT8;KCNA6

APOE

APOC1

DPP6
KIF1A

COLGALT1

LSM7
ACTN4

ARPC1B

LSM4

SULT4A1OLFM1

COL5A1

HIP1R
DNMT1

HABP4

UBA1

RGN

AKAP12

SYNE1

GGT7

GFAP

CHMP1A

CAP1

TRAF3

RFTN1

KIF3A;KIF6

MAP1B

PPP1R1B

KHDRBS3

LGALS3

DHX30

SLC6A11

TIMM10B;TIMM10B EFR3A

SCLY

PTPRE

RAP1GAP2

RPA1

SERPINF1

EEFSEC

DDC

DLG4

REEP2

WASF3

MYH10

DCLK1

TPT1
HSPBP1

MACROD1

PDZD2

IMPA1

RRAS2

CTIF

TSPAN2

GSTM5
SYT6

HMGCS2;HMGCS1

SORT1

PTGFRN

ANO3

NAV1

CABLES1

LRP4

DAGLA

ARHGAP32

OSTF1

NT5E

AGAP2

PKIB

RAB11FIP5

ABCB10

GLULSTX6

RGS8

DOCK10

ITM2C

CKAP4

PLXNC1

APPL2

VPS36
LRCH1

SUCLA2

LMO7

ITM2B

RAPGEF5

DGKB

EPRS

VPS45

BIN1

NIPSNAP3A
LRRC8ATXN

KIAA0368

TMOD1

DAB2IP

STXBP1

GABBR2

NCBP1

ALDH1B1;ALDH1A2

RPS6

KLC4;KLC3

GMPR

TUBB2A

NUMA1

PRCP

MRPL15

GGH

SDCBP

FDX1

FXYD6;FXYD6 FXYD2

UNC13C NDUFAF1

ITPKA

GCHFR

FNBP1L

GIPC2

SLC44A5

RTCA

HADHB
PREB

LRPPRC

EXOC6

MYPN

ABI2

SHF

HCN4

SEMA7A

PCDH10

PRKG2

RAP1GDS1

SEPT11

ANXA3

PPA2

PAPSS1

PPP3CA

RGS3

KIF21A

CPNE8

YARS2

VAMP1

PPFIA2

TPH2

SNRPF

TMEM132B

N4BP2L1;N4BP2L2;CNP

SMARCC2

MAP3K12

ESYT1

VPS37B

MBNL2

CBLN3

STON2

SORD

BNIP2

RLBP1

NTRK3 SH3GL3CPNE2KATNB1

GCSH

CDH13

RPL3L;RPL3

RPS2

PRPSAP2

SCRN2

CLTC;CLTCL1

GNAL

MINK1

TTYH2

FAM134C

PFKL

SIRT3

SLC6A3

CACNG8

IGLON5

EFHD2
PGD

RPL11

PTPRF

STRIP1

CELSR2

ATP1B1

ILDR2

MGST3

CRABP2

SETDB1
ANP32E

SELENBP1CERS2
TP53BP2

EPHX1

PPFIA4

PLEKHA6

SYT2

PDIA6
HNRNPLL

GALM

EML4

SNRNP200SFXN5

RALB

C1QL2;C1QL3;C1QL1

SCN1A

SLC4A10

KIAA1715

FAM171B

CPNE9

CNTN4

DYNC1LI1

NCEH1

STXBP5L

DGKQ

OCIAD2

CAMK2D

CISD2
SETD7

RPS3APIK3R1

HAPLN1

CRHBP

ARHGAP26

GABRA6GABRB2

CPLX2

TENM2

PSD2

LRRTM2

SLC17A4;SLC17A1;SLC17A2;SLC17A7

TPBG

MTFR2

EGFR

SHROOM2

C7orf55 LUC7L2;LUC7L2

SH3KBP1

CASK

DIAPH2

PRPS1
FRMPD3

DOCK11

IGSF1

NSDHL

ERLIN2

RGS20

TACC1

PMP2;FABP4

LACTB2

RPL7

MTDH

ARHGAP39

SHC3;SHC4

AUH

RP11 35N6.1

ASTN2

SLC25A25;SLC25A23

LRSAM1
IDI2;IDI1

COMMD3;COMMD3 BMI1;BMI1;PCGF2

FAM171A1

RSU1

CAMK2G

GLUD1
HSD17B12

DGKZ

CELF1

TENM4

CAPN5

PAK1

RPS3

PLCH2

PLCB3TM7SF2

CNTN5

MPP7

CDH8

GPM6A

DLG2
MTMR12

DOCK1

ITPR1

GPR158

NGLY1

TMEM263

BTBD11

PLBD2

SLC2A13

MAGI1

AKAP6

ME3

NEK7;NEK6

PTPRO

MMAA

AKR1C2

DPYSL4

GABRA2

BAG3

TMEM163

HSPB8

GRID2

GUCY1A2

HOMER1
CAMK4

TRIM36

GRIA4

SPARCL1

GJA1

FARP1

HNRNPDL
UTRN

GRM1

RAB3C

JAKMIP1

ZIC1

CARHSP1

SCOC

FAM49B

ASAP1

CNKSR3;CNKSR2

SPHKAP

DDAH1

ANKFN1

DGKE

MSI2THY1

UBASH3B

NRGN

TOMM70A

PITPNC1

PRKCA

ABCA5

UCHL1

TNIK

ENAH

PDLIM3

SORBS2

CXADR

NCAM2

PLCL2

RAB6B

EPHB1

ACSS1

CA10

FBXL18

CNTNAP5

PTPRN2

ATP6V1C1
TMEM55A

DBI

LARP1

GRIA1

PDIA4KDM8

FMN2

ADCY8

MICU3

KIF5A

MCU

KCNMA1

ART3

PPP2R2B
EEF1A1

NPTN

VPS8

SST

KIT;CSF1R

CACNA2D3
FAM81A

TSPAN18

C2CD2

PALM2 AKAP2;AKAP2

ACAN

CABP1

PANK4

TPRG1L

CUL4BAHCYL2

PPP1R9A

DMTN

CDC42SE2

EPB41

SYNJ1

CLIC6

PTMS

CYB5R1

ALDH4A1

ACE;ACE

TPPP3

FAM131B

RGS12

ZYX

ARHGAP35

DIP2A

S100B

RDH13

ZER1
SIK3

S100A1

CHTOP

ADAR

ANO10
FDPS

UBQLN4 LY6E

NAPEPLD

ACOX1

MPP3

SHANK1

PLCD3

ASRGL1

GNG3

ELAVL4

COA7

ZYG11B

PPAP2B

SNX7

NTNG1

CADM3
LRRTM1

DUSP19

VSNL1

ADCK3
LYSMD1

CCNYL1;CCNY

SLC15A2

ARPC2

HDAC11

CDS1

SYNPR

PRICKLE2;PRICKLE1;PRICKLE3

SLMAP

ABHD6

GYG1
PRKCD

PBRM1

LRPAP1

ABLIM2

AIMP1

SLC9B2;BDH2

CAMKV

GRM2

LSM6

EDIL3

HTR4

ENPP6

CARTPT

RICTOR
ACSL6

GRIK2 FABP7

STXBP5

NEUROD6;NEUROD2

PGAM2

OXR1

ALDH7A1
PDP1

KIAA0196

TMEM65

DIRAS2

ABCA1

ALDH1A1

PCDH19

STRBP

SLITRK5

FAT3

LRFN5 PGM2L1

RPL10L;RPL10

NGB

SLC18A2

STK32C

KIAA1462

NDRG2

NSMF
HSPA12A

CLMN

SLC6A5

HTRA1

JAM3

RAB8B

CKB

API5

PCBD1

CYB5R2

CRABP1

RPL27A

PRKCB

PRKCB;PRKCA

HDGFRP3

CENPV

LDHD

TERF2IP

CACNG2

STAT6

ELFN2

SCG5

MAP1A

MARSSGSM1

SNRPD1

SLC27A4

ISLR2

GPRC5B

KATNAL2

ACAA2

STIM1

PRRT2

IRGQ

CA4

RPL13

CACNB3

DHRS13

GPD1

TTYH1

HDGFRP2

NDUFA7;NDUFA7PRDX2

ECI1

SRRM2

RPSA;RPSAP58

ENTPD3

CTNNB1
RAB4AVASN

TTC39C

GNG4

FAM107A

DTYMK

TNXB

LGI3

PHYHIP

FEN1

CHRM1

AHCYL1

SNTB2

GFM1
STXBP6

GRM5

MAP2K1

RAB3B

RGS14

GPRIN1

KCNAB1

P2RY12

SCN9A

APLF

LUZP1

RAC3

LINGO1

SYAP1

MYRIP

ALCAM

YWHAG

GPR37L1

NIPA1

FABP6

USP47

KRT86;GFAP

KRT75;KRT5

RALGAPB

CDH2

DLGAP1

SYT9

RPS9

PKIA
KCNG3;KCNA4

GRIK1

NPTX1

PGAM1;PGAM4

KCND3

ETFDH

CLSTN1

ENC1

GPHN

VAT1L

KNDC1

RPS7

AQP4

SYNPO

RAB33B

GAP43

EPHX4

QARS

CALB2

SNTB1

C1QTNF4

BPGM

CSDC2

C2CD2L

FIBP

CARNS1

HCFC1

THEMIS

RAB43;RAB35

RAB37

SNX32

ARPP21

ADRBK1

ADCY5

ABLIM3

GLRX

SYT12

SLC2A14;SLC2A3

SNCG

TLR9;TWF2

SCAI

RNF213

DPY19L1;DPY19L2

SPTBN2

NWD2

TRMT10CPITPNA
ATP2A2

RPL4

CNTNAP2

LINGO2

MFSD4

SRP72

PCP2

RIN1

PDZK1

CTBP2

ZDHHC14

PPM1E

PCCA

TP53I11

PCSK1

MCTP1;MCTP2

DPP10

NR2F1;NR2F2

SFN

BAIAP2

UBE2O

TUBB6

TCP11L1

LRRTM4

RIMS2

GNG7

KBTBD11

ACSF3

BASP1

SCN4B

EPS8L2

RPS6KA3

KCNA2

PPFIA3

SLC25A22

RPLP2;RPLP1

SUMO4;SUMO2

KIAA0195

FLII

GLDC

SLC25A20

CA8

KCTD12

CPNE7

RCC2

DPM3

FARSA

GPC5

ZBTB18
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ADH5

ERO1L
S100A6

DNM3

DLGAP2

RPS4X

MB
TUBB3;TUBB3

CACNA1E

FKBP1C;RP11 314N13.10;FKBP1A

ASPH

ITSN2;ITSN1

SH3BGRL2
ANKRD35

CTNND1

NUDT16

RYR2

STK39

PPP1R14C

SMURF1

FAM169A

BRINP2

PNP

GK

GRM3

OPA1

RYR3
CES1

L1CAM

SOWAHA

INF2

HIST2H2AA4;HIST2H2AA4;HIST2H2AC

HIST2H3PS2;H3F3B

TCEAL6

MRPL38

BTBD17

VARS
GABBR1

ATXN2

PNMAL2

LRRC10B

SARNP;RP11 762I7.5
GPR56

EIF3CL;EIF3C

ITSN1

ANKRD28

XKR4

SACM1L

CRIP1;CRIP1
GSTM2

ARL2;ARL2 SNX15

RBMXL1
TMX2;TMX2 CTNND1

PPP1CB;PPP1CA;PPP1CC

ZNF90;RPS16

ARHGEF33

GRID2IP

TSTD1

PAM16;CORO7 PAM16;CORO7

LINGO3

PLXNA4

NPTXR

PPP2R2A

FXYD7

SLC12A8

CERS1

ANKRD63

RPS18

CKMT1B;CKMT1A

SHISA9NME1

PNMA2
MICAL3

ACY1

PCP4L1

ACTN3;ACTN4

YJEFN3

TM4SF2;TSPAN7

RP11 295K3.1;CTSD

ATP6V1G2 DDX39B;ATP6V1G2

DPP3

AC073610.5;ARF3

EPPK1

MRPL12;SLC25A10;SLC25A10

SRSF8;SRSF2

IKBKE;TBK1

RBM8A

AD000671.6;U2AF1L4;U2AF1;U2AF1

AC011530.4;DMWD
TSNAX DISC1;TSNAX

CTB 96E2.2;VTN
WDR92;PPP3R2

CBS;CBS

HIST1H3A;HIST1H3B;HIST1H3C;HIST1H3D;HIST1H3E;HIST1H3F;HIST1H3G;HIST1H3H;HIST1H3I;HIST1H3JPRSS3P2;PRSS1MARCKS

NEFL

AC009133.22;QPRT

10 5 0 5 10

10
5

0
5

10

MD/AMY

MS/MS: log2(MD/AMY)

R
N

A
 s

eq
: l

og
2(

M
D

/A
M

Y
)

GCLC ENPP4

HECW1

ICA1

PLXND1

CD38

FKBP4

CAMKK1

NDUFAB1

SLC25A13SLC25A5CIAPIN1

PRKAR2B
RHBDD2MYCBP2 PDK2

LAMP2

CACNG3

SPATA20

VPS41

ARHGAP44

MARK4

GAS7

PAX6

LUC7L

CACNA2D2

BAIAP3

DNAJC11

CAMK1G

ADAM22SPAG9 MGST1

NFIX

RPS20

RANBP9

UQCRC1NISCH

IDS;IDS

CLCN6

SLC6A7

SYT7

LARS2

ANLNRABGAP1

PPP5C;PPP5D1CAPN1MDH1

CCDC88C

BID

ATP2C1

PLEKHB1

NRXN3CPS1

GABRA1

NDUFS1

TOMM34

VIM

RNASET2

AGPAT4
BCLAF1

ANK1
NUP160

PNPLA6
LRRC7

ADSSTIMP2
CYP46A1MRI1

CLEC16A

RTN4R

CDH10

RAB27B DCUN1D1

GPM6B

CTPS2

TPRCP
RRM2B

VAMP3;RP11 599B13.6;VAMP2

RCN1

DKK3

MCUR1

SLC4A8

HEBP2

MSMO1

NRIP2
LAMA3;LAMA5

ENTPD2
SYNE2

KCNH2

CUL1

PKP2

PPP1R12A

RASGRF1

CAMK2B

ATP2B4

DGKG

CDK17

PSD

ACAA1

BCAT1

LZTS1

GUCY1B3ARSF

CS

ELMO2

SPHK2

ISOC2

U2AF2

MTMR1

GPC1

HAGH
CTSA

SLC12A2;SLC12A1

SNX24;SNX22OAT

DGKA

NDUFB4

MYLK

MAP2K4

PPP2R5AELAVL1

DIP2B

SLC9A3

NGEF

ISOC1

EML1

PFKP

CACNB1

PKM

TP53BP1

IARS2

PDK3

ACSL4

INPP5A

REEP1

RASGRP2

PPP2R5B

SDK2
KCNAB2

FUNDC1
MAOB

ATP1B3

NEDD4;NEDD4LPFN2

PTPN3

SPTB

SLC44A1

EXOC5

CLTCL1

GBA2

ASNS

PABPC1;PABPC3;PABPC1L

CAMK2A

NCK2

MAP4K4

RPS6KA2

LMCD1 DAZAP1

PRKACA

LPHN1

ACTN1

SMC1A
HSD17B10

MARK2

TRHDE

TRNT1
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STK10;SLK

MRVI1

SDHA

ADAM11

PICALMMRPS34

ATP2A3

MGLL

BCS1L

PTPLAD1
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ARHGEF10L

EIF4G3;CBFA2T2
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SLC25A3

DLG1

SART3
PLXNA2

TPD52
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NT5C2
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RAP1GAP

CTTNBP2
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DCX

ACTN2

FGFR1

NEBL

ADCY2;ADCY4

ADCYAP1R1

MYH7B

TOLLIP

OSBPL6

SLC1A3LXN

TNS1

PAFAH1B3

SCGN
MOXD1

SLC4A4

PCNP

ARG2

CADPS2

ME2

EPB41L3

XPO1

TRPM3;TRPM1

PDS5B

CYLD

SMAP2

SSH1

EFR3B
HADHA

PREP SLC25A24

CPNE3

DDHD2
EPS15

CHERP
EPDR1

SEPHS1

FAT2

PPEF1

MTMR2

ACHE;CES4A

L2HGDH

DYNLL1

TESC

RBBP9
RPH3A

CHGB

ERP29

NOS1

NECAP1

ANKRD24SLC9A1

STRN4

OSBPL8

RAPGEF4

FH

SLC17A6

JPH4

SCFD1

TYRO3

EZR

AGO1
COMT

ECHDC1CBX5

EPB41L4B

PSMD5
CRAT

NANS

SEMA4G

SORBS1

CRTAC1

ITPR3
ACOT7

NRP1FAM21A

MAST3

STX1B
ATP5D

NDUFB7
TECR

HCN2

PALM

ARVCF
BCL2L13DDTL;DDT

MAPK1
ADRBK2

GGA1

LGALS1

SEPT3

PPP6R2

CYB5R3

AP1B1
TOM1

TTLL12

SAMM50

EIF3D

PVALB

KCTD17

PHF5A

ACO2

SDR39U1

RBM23;RBM39

PYGL

TRIM9

DAAM1

CHGA

ITPK1

DHRS7

SRSF5

RPS6KA5

APEX1
ARHGAP5

CPNE6

PCK2

GMPR2 ABHD12

PRPF6

GID8

CDS2

SNPH

PDYN

PLCB4

PAK7
NOP56

IDH3B

SLC32A1

PPP1R16B

ACOT8

LAMA1

PRPS2

WDR13

CCDC22

RBBP7

PGK1

SMS

CD99L2

RP2

CDK16MAGED2;TRO
RBM3

STK24

VWA8

DGKH

CORO1A

MAPK3

PHKB

CBLN1

ZNF423;ZNF521

CYB5B
SMPD3

NECAB2

HSDL1

COTL1

TSC2
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UBE2I
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CPPED1

XYLT1

CDIPT

SYT17

CORO2B

CSK

RASL12

FAH

HOMER2

SCG3

MYEF2

SFRP1

JPH1

NDRG1
NCALD

ANXA13;ANXA11

DCTN6

GSR

NEFM

ASAH1
ECH1

SF3A2

NOVA2
TIMM44;ZNF792;ZNF419;AC003005.4;ZIK1;ZNF776;ZNF552

PPP6R1

GPI

NUMBL

FSD1

APLP1

ICAM5

ETFB

ATP1A3

PTPRS

GRWD1

TMEM205

LPPR2

BCAT2MAST1

PRPF31

RPL18A

CRTC1

MAG

CADM4
AVL9

PON2ITGB8MPP6

DFNA5OGDHHIBADH

CHN2

ABHD11

STX1A

GARS

EPHB6

NPTX2

PTCD1;ATP5J2 PTCD1;ATP5J2
EIF3B

PTPRZ1

PPP1R17

IMPDH1

LSM5

RPA3

MEST

ACTR3C;ACTR3B

BLVRA
LIMK1

SLC1A1

PRUNE2

CORO2A

TBC1D13

ELAVL2

NCS1
ABCA2

PDLIM1

ERLIN1

MAPK8

PLEKHA1

CPEB3

SORCS1

SMC3
TFAM

CCDC6

CUL2

DNAJC12
PPIF

TSPAN14

CBX1

SLC25A11
C1QBP

DDX5

VAT1

LRRC59

MPP2

EFNB3

ALDOC
TMEM33

INPP4B

CPE
WFS1

AADAT

DHX15

RAPGEF2

MTCH2

HSPA8

VWA5A

SIAE
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TRIM3
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EIF4G2
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SLC1A2
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NDUFS8

PTPN5

COQ5

DAO
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ATP5B
PPM1H
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CPSF6

COPS7A
USP5TPI1ENO2

LPCAT3
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RIC8B

TPD52L1

SRSF3

SOD2

PHACTR1

MDGA1
CAP2

RAB23
WASF1

ACOT13
SMAP1

CUTA

PDE10A

DNPH1

TMEM30A;TMEM30B

NNT
HSPA9 SPARC

FAF2

RASGRF2

GABRG2

CDH6

LMNB1
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PDE4D
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ERGIC1
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FAM162A
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EIF1B

ADAM23
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GPD2
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SNX17
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CCDC88A
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PLCL1
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COX7A2L
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ATP5F1

DLGAP3

ARHGEF2
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AMPD1;AMPD3
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CRYZ
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RIMS3

AKT3;AKT2

LPHN2

PADI2

UAP1

IGSF21

CDK18
SLC2A1ABCD3

LPPR4

PROX1

RPA2
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OSBPL9

STK11

APOA1

SLC8A2

NRP2

TTR

LRMP

CNR1

AKAP7

CASQ2

PPL

UCHL3PCDH17

DNAH7

NDUFB3

GDA

CCDC92

TRIM67

BSPRY

NDUFA8
HDHD3

HSDL2

YLPM1

ACYP1

NPC2

DLST

SLIRP

ATL2

FAM98A

LGALSL

OGFRL1

IDE

CNNM1

GOT1

GRIA2

MTHFD1L

ACAT2PDZD11

KIAA1217

PLXDC2

HSPH1

ETF1
TMPO

PTK2B

PPP3CC

EPHX2

LYPLA1COPS5

GJB6

TBC1D15

BAI2

KHDRBS1

CSMD2

HPCA

UBL3

FAM213A

WIPF3

NPY

FAM126A

ACO1

KIAA1045

CISD1

CIT

CCDC91
ACOT9

PDE1B

TUBA1B

ATPAF1

PLP1

PFKFB2 ACSL3

FAM210B

TTPAL

PREX1

SLC12A5VAPB

SRSF6

GDAP1L1

PEPD

IQSEC2

MCEE

ATP8A1

GRM4

PACSIN1

BTN2A2;BTN2A1

NQO2

CPNE5

NRN1

AHNAK;NRIP1

GOT2

EFNB2

SEPT6

NDUFA1
GGA3;GGA1

SLC25A23

GRIA3

OPA3EML2

GPCPD1

TGM3

CD93;PCSK1NPCSK2

LAMP5

ITPARALY
MCF2L

COX6B1
PRDX5

ASL

PRKCG

TRAP1

DNAJC8

KTN1

HSPA2

TIMM8ACANX

EPS15L1

FBXL16

GNG13

KDM4B

GNAI1

LRFN1

YWHAH

CDC42EP1

MPST

DOCK4

CCDC136

NDUFA5

MYO1B

CHN1

IVD

ARPP19

COPB1

KCNC1

ATP1B2
SLC44A2

RNASE1

REEP5

ARHGEF6

CDH15

LPPR3

SYT5

GALNT8;KCNA6

ECSIT THEM6

APOC1
DPP6

NCAN

KIF1A COLGALT1

LSM7

ACTN4

NDUFA10

ARPC1B

SULT4A1

OLFM1

COL5A1

OSBPL2

ADRM1
HIP1R

DNMT1

MPP1

HABP4

AKAP12
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COX4I1

CHMP1A

TRAF3

RFTN1

ZFYVE20

KIF3A;KIF6
ACLY

NDUFA2

MAP1B

PPP1R1B

KHDRBS3

PRKAB2

PDHA1MCCC2
SNRPA1
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DHX30

SLC6A11

TIMM10B;TIMM10B

EFR3A

IMMT

SCLY

PTPRE

PRKAA1

RAP1GAP2

SERPINF1

EEFSEC
COQ3

LANCL2

DDC

REEP2

BCAN

ALDH3B2;ALDH3A2
MPRIP

DCLK1
TPT1

SRRM1

HSPBP1

MACROD1
PDZD2

AGAP3

IMPA1
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HSD17B4
UNC79

CTIF
MRPS36

CHL1

TSPAN2

GSTM5

SYT6

PTGFRN

LDHA;LDHAL6A

ANO3

NAV1

YARS

DAGLA

TPP2

ARHGAP32
APC;CTC 554D6.1OSTF1 FBXO21BAI3 NT5E

AGAP2

PKIB

RAB11FIP5

GLUL

STX6

RGS8

DOCK10

CAB39 CKAP4

PLXNC1

VPS36

LRCH1
SUCLA2

LMO7

ITM2B

RAPGEF5

DGKB

SRSF1

NDUFB5

MRPL47
EPRS

VPS45

ABI1

NIPSNAP3A
LRRC8A

TMOD1

DAB2IP

STXBP1

GABBR2

NCBP1

ALDH1B1;ALDH1A2

KLC4;KLC3

GMPR

SLC22A23

HMGA1

PRCP
MRPL15

GGH

SORL1
RDX

FDX1

UNC13C

NDUFAF1

ITPKA

GCHFR

CCBL2

GIPC2

SLC44A5

RTCA
HADHB

PPM1B PNPT1

LRPPRC

STAMBPL1

ARL3

EXOC6

MYPN

HECW2

ABI2

SHF

HCN4

SEMA7A

PCDH10

PRKG2

RAP1GDS1

TRPC3;TRPC7

SEPT11

USO1

ANXA3

PPA2

PAPSS1

SEC24B

PPP3CA

FBN2;FBN1

RGS3

KIF21A

CPNE8

YARS2
NDUFA9;RP11 234B24.6

VAMP1

PPFIA2

TPH2

TMEM132B

N4BP2L1;N4BP2L2;CNP

MAP3K12

ESYT1

VPS37B

MBNL2
CBLN3

NOVA1

STON2

SORD

BNIP2
SRP14

ETFA

RLBP1

NTRK3

SH3GL3

UQCRC2

CPNE2

KATNB1

GCSH
CDH11

CDH13

RHOT2
NDUFB10COPS3

PRPSAP2SCRN2

PTRH2

AFG3L2

OSBPL1A

ARRB2

MINK1

TTYH2

FAM134CCACNA1A

PFKL

SH3GL1

SIRT3

DOPEY2

SLC6A3

CACNG8

EVI5L

IGLON5

EFHD2

SH3BGRL3

PRKACB

STRIP1

CELSR2

ATP1B1

MPC2

ILDR2
MGST3

UFC1

CRABP2

PRUNE
SNX27;CYTIPSETDB1

SELENBP1

TP53BP2

LYST

ARF1;RP11 302B13.5;ARF3

EPHX1

PPFIA4

PLEKHA6

SYT2

RHOB

HNRNPLL

GALM

EML4

SNRNP200

SFXN5

C1QL2;C1QL3;C1QL1

SCN1A

SLC4A10

FAM171B

CPNE9

CNTN4

DYNC1LI1

IQSEC1

UBA3

TAGLN3

ATG3
NCEH1

STXBP5L

ECE2

CISD2SETD7

NDUFS6

PIK3R1

HAPLN1

CRHBP

PAM

ARHGAP26

DDX46

GABRA6

CPLX2

GFOD1

PSD2

LRRTM2

SLC17A4;SLC17A1;SLC17A2;SLC17A7

MUT

PHIP CLVS2
ABRACL

MTFR2

TIAM2 EGFR

SHROOM2

SH3KBP1

SLC16A2

NONO

DIAPH2

PRPS1

FRMPD3

IGSF1

NSDHL

ERLIN2

RGS20

TACC1

PMP2;FABP4

LACTB2

MTDHNDUFB9

ARHGAP39

AK3

NFIB

SHC3;SHC4

AUH

RP11 35N6.1

SNX30

ALAD

ASTN2

SURF4

PTGES2

SLC25A25;SLC25A23

LRSAM1
IDI2;IDI1

COMMD3;COMMD3 BMI1;BMI1;PCGF2

FAM171A1

SLC39A12 HERC4

CAMK2G

GLUD1

ADD3

HSD17B12

DGKZ

CELF1

TENM4

LAMTOR1

PLCH2

CPSF7

PLCB3
TM7SF2

DOC2A

CNTN5

MPP7

CDH8

HNMT

LYPD1

GPM6A

DLG2

MTMR12

DOCK1

DLAT

PIP4K2A

RILPL2;RILPL1

ITPR1

GPR158

CACNA2D4

NGLY1

TMEM263

BTBD11

UBE3B

PLBD2SLC2A13

MAGI1

AKAP6

KCTD14;NDUFC2 KCTD14;NDUFC2

ME3

NEK7;NEK6

PTPRO

QDPR

MMAA

AKR1C2

SLC25A4

GABRA2
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BAG3

AP1S3;AP1S1

TMEM163

HSPB8

GRID2
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ATP5A1

HOMER1
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TRIM36
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GRIA4

SPARCL1
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HNRNPDL
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GRM1

PTPRK

RAB3C

ZIC1

CARHSP1

CAST
SCOC

SLC25A27
ASAP1

CNKSR3;CNKSR2

SPHKAP

DDAH1

DGKE
CACNA2D1

AK5
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NRGN

TOMM70A

PITPNC1

PRKCA
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PDLIM3

SORBS2

CXADR

NCAM2

PLCL2

RAB6B

EPHB1

ACSS1

APOOL

FBXL18

CNTNAP5

PTPRN2 MMS19

GOLGA7B

LARP1

GRIA1

NUP205

TTNFMN2

SLC24A2 ADCY8

RASA2

MICU3

KIF5A

MCU

ADK
KCNMA1

ART3

TIAM1
PCDH1

UQCRB
SUPV3L1

ZDHHC5
AIFM1

VPS8

SST

EXOG

ATP2B2

SYN2

KIT;CSF1R

HYDIN

CACNA2D3

FAM81A

TSPAN18
C2CD2

PALM2 AKAP2;AKAP2

ACAN

CABP1

PANK4

AGAP1;AC244230.1;AGAP5 BRETPRG1L

CUL4BKCNB1

AHCYL2

DMTN

NDUFS2

CDC42SE2

CLIC6

HLCS

PTMS

CYB5R1

ALDH4A1 UBR1NAE1

CHCHD6
FAM131B

RGS12

ZYX

KALRN

PDXK

DIP2A

S100B

RDH13

ZER1

SAFB

S100A1

ADAR

ANO10

LY6E

SQSTM1

NAPEPLD

BDH1

COX7A1

FDXR ACOX1

PRPSAP1

MPP3

SHANK1

PLCD3

TBC1D24;RP11 20I23.1

ASRGL1COA7
ZYG11B

PPAP2B
AK4

RBBP4;RBBP7

NFIA

DNAJB4

SNX7

NTNG1

BRINP3PEA15

LRRTM1

DUSP19

ADCK3
GNPDA2

SLC15A2

ARPC2

HDAC11

NFASC

SERPINI1

SUCLG1

CDS1

SYNPR

GMPSABHD6

APBB2;APBB1

PRRT3

RPN1

TKT

PRKCD PBRM1
AIMP1H2AFZ;H2AFV

SLC9B2;BDH2

APEH

GRM2

WDR82

GUCY1A3

EDIL3

NDUFS4

HTR4

ENPP6

CASP3
RICTOR

UBLCP1

ACSL6UQCRQ

FABP7

SFXN1

PI16

HCN1

NEUROD6;NEUROD2

PGAM2

CTSB ADCY1

ALDH7A1

COX6C PDP1
KIAA0196

TMEM65

DIRAS2

ALDH1A1

PCDH19

STRBP

NDUFB6

STOML2

SLITRK5

FAT3

LRFN5

PGM2L1

RPL10L;RPL10

ARF6

NGB

ATP5C1
VDAC2

SLC18A2

PRDX3
STK32C NDRG2

NSMF

HSPA12A

CLMN

SLC6A5

HTRA1

JAM3

RAB8BCOPS2
PCBD1

SCN3B

CYB5A

CYB5R2

CRABP1

PRKCB

PRKCB;PRKCA

CENPV

LDHD
CACNG2

STAT6

ELFN2
SCG5

MARS

SGSM1

PHB

SNRPD1

SLC27A4

ISLR2

KATNAL2
HDHD2

ATP5L
ACAA2

STIM1

PRRT2

IRGQ

GNG8

CA4

CACNB3

DHRS13

GPD1
TTYH1

HDGFRP2

NDUFA7;NDUFA7

NDUFV1

PRDX2

HID1 ATP5H
ECI1

CASKIN1

SRRM2

ENTPD3

CTNNB1

RAB4A

VASN

TTC39C

GNG4
KIF5C

HIST1H1E

FAM107A

DTYMK

LGI3

PHYHIP

FEN1

CHRM1

GFRA2

DYNLRB2;DYNLRB1
NDUFS5AHCYL1

SNTB2

GFM1

LETM1

STXBP6

GRM5

CPLX1

ATP5I
UQCRFS1

MAP2K1

MECP2
SLC25A6;SLC25A6

RGS14

GPRIN1

KCNAB1

P2RY12

SCN9A

HTRA4

PLEKHA2

APLF

LUZP1
DCXR

RAC3

LINGO1
PCDH7

SYAP1

MYRIP
ALCAM

TRAPPC1

GPR37L1

NIPA1
FABP6

USP47
DCLK2

KRT75;KRT5

RALGAPBCDH2

DLGAP1

SYT9

GSTA4 NDUFA3
TANC2

PKIA

CCBL1KCNG3;KCNA4

GRIK1

TMEM126A

NPTX1

PGAM1;PGAM4
KCND3

MAP1LC3B2;MAP1LC3B

ETFDH

ENC1

VAT1L

KNDC1

PTEN
RPS7

AQP4

SRGAP2C;SRGAP2

SCG2

SYNPO

RAB33B GAP43

EPHX4

QARS
CYCS

CALB2

SNTB1

C1QTNF4

NEGR1

BPGM

CSDC2

CARNS1HCFC1

THEMIS

RAB37

SNX32

OXSR1

ARPP21

HECTD4

TRMT112

MTX1

ABLIM3

GLRX

SYT12

SNCG

TLR9;TWF2

FKBP2

MOB1B
NUDT4

PC

TOMM20

SPTBN2

NWD2

TRMT10C

PRPF8

PITPNA

DDX23 RALGAPA1

ATP2A2

LINGO2

MFSD4
TTC9B

SRP72

RIN1

PDZK1

DHX36

KLC2

CTBP2

PPM1E PCCA

TP53I11

PHYHD1
EIF3F

PCSK1

MCTP1;MCTP2

DPP10

SFN

MSRA

BAIAP2

LRRN1

TUBB6

TCP11L1

LRRTM4

RIMS2

GNG7

KBTBD11

ACSF3

LY6H

SCN4B

EPS8L2

CETN1;CETN2
RPS6KA3

TRIM72

KCNA2

C18orf32;RPL17 C18orf32;RPL17

ACAD9

SUMO4;SUMO2

FLII

HNRNPA0AP3S1

NDUFV2

SLITRK1

NT5DC1

GLDC

SLC25A20EPM2AIP1

KCTD12COX5A

CPNE7

TUFM

RCC2

CYC1

CALR

GPC5

ZBTB18

MROH1

AKAP5

ZADH2

SEPT1;SEPT5

LYNX1

TH

KCTD4

MAP6D1 SSR4

LRRC57

MAPK15

PENK

RAP2B

COPG1

ADOSNRPE

RTKN2

TDRKH

MRPL41

SHMT2MOB2

AP1S2

CACNB4

NXPH3 EPHB3

NTM

ANXA2

RGS6

CRIP2

PLCXD3

SLC25A18

EWSR1

CADM1

SLC8A1

PCP4

ABAT

CAMK1D

BEGAIN

C2CD4C

CTNNA3

GRIN2A

PSMG1

PCBP3

SETD3

TNFAIP8L3

TANGO2

KCTD16KCTD8

TUBA8

NUDT14

SCN5A

PTP4A2

UQCR10

FAM120C

NIPSNAP1

MAP7D2

KCND2

CEND1

NELL2
HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO SEPT5

NDUFA12

OSBP2

APOO

H1FX

NDUFA6

ANKS1B

METTL7A

GPRIN3

AHNAK2

P4HB

SYN3
KCNIP4

LRCH3

NDUFA13

KRT73;NEFH

MKL2;MKL1

GNG2

SEPT10

PDE2A

LRRC16B

KRT14;KRT17
RTN4RL2

ESPN

CCK

NAP1L1

AKR1C1;AKR1C4

KIAA1598

SESTD1

FNBP1

DCC

MAGI2CHP1

ISG15

ERC2

B3GALTL

TRPV2GABRD

SEMA4DHIST1H1C;HIST1H1T

SHISA7

DNER

SHISA6

KCTD21
NDUFA4

RELN

TMEM120A ARID2

FHIT

SEMA4A

SRGAP3 NIF3L1

CPNE4

NTNG2

LONP1

TSC22D2;TSC22D1
MYL6B

TCEAL3

SLC6A9

AFAP1;AFAP1L1

TECPR2

ADA

KIAA1211L

SRGAP1

SLC39A10

AP2A1

ANXA6

SLC6A17

LRRC8B

PSMD12

SYNGAP1

DDI2

ADARB1

OGDHL

GSTK1

SIPA1L1

S100A10

FAM49A ERO1L

S100A6

RPL12

DNM3

DLGAP2

MB

HIBCH
SVIP

TUBB3;TUBB3

CACNA1E

FKBP1C;RP11 314N13.10;FKBP1A

ASPH

ITSN2;ITSN1

SH3BGRL2
ANKRD35

CTNND1
NUDT16

RYR2

STK39

SLC9A6

MT CO2

ECI2
MT ND5

PNP

GK

GRM3

CES1

GRK5
MT ND4

GPRASP1

SOWAHA

INF2

HIST2H2AA4;HIST2H2AA4;HIST2H2AC

TCEAL5
MRPL38

BTBD17
VARS

ABHD16A

GNL1

PPP1R11

GABBR1
MRPL53

ATXN2

PNMAL2

LRRC10B

SARNP;RP11 762I7.5

GPR56

NAP1L4EIF3CL;EIF3C

ITSN1

RNPS1

ANKRD28

SACM1L

TSN

NRAS

GSTM2ARL2;ARL2 SNX15

VDAC1TMX2;TMX2 CTNND1
NDUFS3

FIS1

GRID2IP

TSTD1

ATAD3C;ATAD3A

LINGO3

PLXNA4

NPTXR

FXYD7

SLC12A8

CERS1

ANKRD63

GPX1

UQCRHL;UQCRH

CKMT1B;CKMT1A

SHISA9

NME1

TLR9;TLR9
PNMA2

KCTD7;RABGEF1

PALM2

JMJD7;JMJD7 PLA2G4B

ACY1

RBM12

AP000304.12;ATP5O

YJEFN3

TM4SF2;TSPAN7

RP11 295K3.1;CTSD

LYN

CSNK2A3;CSNK2A1

DPP3

NDUFB8;NDUFB8

AC073610.5;ARF3

RP11 162P23.2;ALDH2

BLOC1S5 TXNDC5;TXNDC5

RP4 576H24.4;SIRPB1;SIRPG;SIRPA

XKR7

EPPK1
MRPL12;SLC25A10;SLC25A10

SRSF8;SRSF2

IKBKE;TBK1

RP11 287D1.3;DCTN1

RBM8A

AD000671.6;U2AF1L4;U2AF1;U2AF1
AC024592.12;NDUFA11

CCDC177

HSPE1 MOB4

HIST2H4A;HIST2H4B;HIST1H4A;HIST1H4B;HIST1H4C;HIST1H4D;HIST1H4E;HIST1H4F;HIST1H4H;HIST1H4I;HIST1H4J;HIST1H4K;HIST1H4L;HIST4H4
RP1 309K20.6;NFS1

GRIN2B

GATSL2

CBS;CBSHIST1H3A;HIST1H3B;HIST1H3C;HIST1H3D;HIST1H3E;HIST1H3F;HIST1H3G;HIST1H3H;HIST1H3I;HIST1H3J
PRSS3P2;PRSS1

CH507 9B2.4

MARCKS
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AC009133.22;QPRT

XXbac B562F10.12;KLHL22
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ENPP4

HECW1

ICA1

PLXND1

CD38

CAMKK1

HSPB6

NDUFAB1
SLC25A13SLC25A5

PRKAR2B

CREBBP
MYCBP2 PDK2

LAMP2

CACNG3

SPATA20

MARK4

GAS7
PAX6

CACNA2D2

BAIAP3

CAMK1G

MGST1

NFIX

RANBP9

ZNF207

UQCRC1NISCH

IDS;IDS

CLCN6

SLC6A7 SYT7

LARS2CAPN1

CCDC88C

ATP2C1

NRXN3

NDUFS1

TOMM34

SEC63

VIM

BCLAF1

ANK1

HMGB3

PNPLA6

APBA2

TIMP2

CYP46A1

CLEC16A

CDH10

MED17
DCUN1D1

GPM6B

CTPS2

TPR

CP

CELF2

RCN1

MCUR1

SLC4A8

HEBP2

MSMO1

NRIP2 LAMA3;LAMA5

THRAP3 ENTPD2
PTPRN

SYNE2
NOP58

KCNH2

CUL1

PKP2

MTA3;MTA1

PPP1R12A

RASGRF1

ATP2B4
DGKG CDK17

PSD

CCAR1

RIMBP2

BCAT1

LZTS1

CS

ELMO2
MTMR1

GPC1
CTSA

SUGP2
SNX24;SNX22OAT

DGKA

MYLK

ME1

PPP2R5A
ELAVL1

DIP2B

SLC9A3

NGEF

PFKP

CACNB1

PKM
TP53BP1

IARS2

PDK3

INPP5A

RASGRP2

PPP2R5B

SDK2NUCKS1

KCNAB2

FUNDC1
MAOB

KIAA1107
ATP1B3

NEDD4;NEDD4L
PFN2

PTPN3

SPTB

CLTCL1

GBA2

ASNS

CHAT

CAMK2A

WDR1
LMCD1

PRKACA

ACTN1

MARK2

TRHDE

ACADVL

STK10;SLK

MRVI1

SDHA

IGF2BP2

ATP2A3

MGLL

BCS1L

PTPLAD1

IPCEF1;CNKSR3

ARHGEF10L

EIF4G3;CBFA2T2

ACTB

SART3
PLXNA2

TPD52

ACACB;ACACA

PAG1
MCAM

GPC4

TOP2B;TOP2A

DCX

ACTN2

FGFR1

MAP2
NEBL

PIK3C3

ADCY2;ADCY4

PPP2R5C

MYH7B

SLC1A3

LXN

TNS1

SCGN

MOXD1

SLC4A4
DLGAP4

ARG2

CADPS2

EPB41L3

TRPM3;TRPM1

PDS5B

CYLD

SMAP2

ZMPSTE24

EFR3B

SLC25A24

CPNE3

EPDR1

FAT2

PPEF1

ACHE;CES4A

GNAO1

DYNLL1

TESC

RBBP9

RPLP0

RPH3A

CHGB

NOS1

ANKRD24
SLC9A1

STRN4
RAPGEF4

SLC17A6

JPH4

SUPT16H

TYRO3

EZR

AGO1

XYLB

CBX5

CRAT

NANS

SEMA4G

SORBS1

CRTAC1

ITPR3 ACOT7

NRP1

H2AFY2

MAST3

NDUFB7TECR

HCN2

PALM

ARVCF

SF3A1

MAPK1

ADRBK2

GGA1 SEZ6L

LGALS1

SEPT3

AP1B1
TOM1

TTLL12

MYH9

PVALB

KCTD17

SDR39U1

COCHPYGL

TRIM9

DAAM1

CHGA
DHRS7

SRSF5

ACIN1

CPNE6

PCK2

GMPR2PRPF6

GID8

CDS2

PDYN

PLCB4

SAMHD1

PAK7

NOP56RPRD1B

PPP1R16B

LAMA1

PRPS2

WDR13

RBBP7

SMS

CD99L2EEA1

RP2

CDK16

STK24

VWA8

DGKH

CORO1A

MAPK3

PHKB

CBLN1

ZNF423;ZNF521

SMPD3

NECAB2

HSDL1

TSC2

NOMO3;NOMO2

CRYM

CPPED1

XYLT1

PYCARD
CDIPT

SYT17

RASL12

HOMER2

SCG3

MYEF2

CA2

SFRP1

JPH1

NDRG1
NCALD

ANXA13;ANXA11

DCTN6

GSR

NEFM

ASAH1ECH1
CLPTM1

PPP6R1NUMBL

APLP1

HNRNPUL1

ICAM5

ETFBATP1A3PTPRS

GRWD1

CAPSLPPR2

BCAT2
MAST1

CRTC1

AVL9

PON2
ITGB8

MPP6

DFNA5
OGDHHIBADH

CHN2

ABHD11

STX1A

GARS

EPHB6

HSPB1

WASL

PPP1R17

AGFG2

ACTR3C;ACTR3B

LIMK1
SLC1A1FSD1L

CORO2A

TBC1D13

ELAVL2

NCS1

EDF1

PDLIM1

ERLIN1

MAPK8

PLEKHA1

CPEB3

SMC3
SHOC2

CCDC6

PPIF

TSPAN14

GIT1

ENO3

VAT1

EFTUD2

EFNB3

TMEM33

INPP4B

GAB1

CPE

WFS1

AADAT

RAPGEF2

VWA5A

SIAE

NRXN2

PRPF19

HPXTRIM3

CHORDC1

ARHGEF17

PVRL1

KIAA1549L

PDHX

SLC1A2

CARS

PITPNM1

PTPN5

COQ5
CORO1C

ASIC1

DAO

CAMKK2

ATP5B
PPM1H

ARPC3

CDKN1B

RASAL1

COPS7A
ENO2

LPCAT3

NT5DC3

C2CD5

TPD52L1

SRSF3

PHACTR1

MDGA1

CAP2

RAB23

WASF1

ACOT13SMAP1

CUTA

PDE10A

DNPH1

TMEM30A;TMEM30B

HSPA9SPARC

RASGRF2

GABRG2

CDH6

LMNB1

SUB1

PDE4D

CSNK1A1;CSNK1A1L

DBN1CNTN3

RBP1
BCHE

USP4

GNB4

GBE1

CSPG5

PLSCR4
COMMD2

EIF1B

ADAM23

DGUOKACTR1B
ACTR3

TP53I3

GPD2

TANC1

SLC30A3

PDE1A

NDUFS7

CCDC88A

MRPL19

GLS

COQ10BCHMP3;RNF103 CHMP3

FHL2

HPCAL1

STRN

PRKD3;STK36;CDKL5
SLC25A12

TIA1;TIAL1

PCYOX1

SPR

EPHA4

CHD5

ATP5F1

CAPZA1
DLGAP3

ARHGEF2

WLS

AMPD1;AMPD3

SRSF11

CRYZ

KIF21B

TBCE

HPCAL4

RIMS3

AKT3;AKT2

UAP1
IGSF21

CDK18

GALE

SLC2A1
DR1

ABCD3

LPPR4

RPA2

MARC2

OSBPL9

APOA1

SLC8A2

NRP2

TTR

LRMP

CNR1

AKAP7

CASQ2

PCDH17

DNAH7

NDUFB3

GDA

BSPRY

NDUFA8
HDHD3HSDL2

YLPM1

ACYP1

NPC2

DLST

SLIRP

ATL2

CNRIP1

OGFRL1

GRIA2

MTHFD1L

ACAT2

KIAA1217

PLXDC2

UFM1

PTK2B

PPP3CC
EPHX2

LYPLA1
GJB6

BAI2

CSMD2

HPCA

GPSM2;GPSM1

SV2C

WIPF3

NPY

FAM126A

SMU1

KIAA1045

KIAA1549

CIT

CCDC91 ACOT9TUBA1B

ATPAF1

PFKFB2AGO2

ACSL3
FAM210B

SLC12A5

RAB22A

IQSEC2

MCEE

ATP8A1

GRM4

PACSIN1

NQO2

CPNE5

NRN1

DEK

AHNAK;NRIP1

GOT2

EFNB2

SEPT6

SLC25A23

GRIA3

OPA3EML2

GPCPD1

LAMP5

RALY
MCF2L

UBA2

COX6B1
PRDX5

ASL

PRKCG

TRAP1
KTN1

OMG

CANX

FBXL16

GNG13

GNAI1

MPST

SPECC1

DOCK4

VGF

CCDC136

MYO1B

CHN1

ARPP19

KCNC1

ATP1B2

SLC44A2

RNASE1

ARHGEF6

CDH15

LPPR3

SYT5

GALNT8;KCNA6THEM6

APOE

APOC1

DPP6
NCAN

COLGALT1
ACTN4

ARPC1B

MAP1S

OLFM1

COL5A1

OSBPL2

ADRM1

TRIM28

DNMT1
HABP4

AKAP12

SYNE1

GGT7

GFAP

TRAF3
RFTN1

ACLY
MAP1B

PPP1R1B
KHDRBS3

LGALS3

DHX30

SLC6A11

TIMM10B;TIMM10B

EFR3A

IMMT
SCLY

PTPRE
RAP1GAP2

SERPINF1

COQ3

LANCL2

DDC

DLG4

REEP2

BCAN

MYH10

DCLK1

TPT1

MACROD1

AGAP3

IMPA1

SWAP70

RRAS2

CTIF

MRPS36

CAMK1
CHL1

TSPAN2

GSTM5

SYT6

HMGCS2;HMGCS1

SORT1

PTGFRN

LDHA;LDHAL6A

ANO3

NAV1

DAGLA

ARHGAP32

APC;CTC 554D6.1

OSTF1

TAOK3;TAOK1

FBXO21BAI3

NT5E

AGAP2

PKIB

RAB11FIP5

STX6

RGS8

DOCK10

CKAP4PLXNC1
VPS36

LRCH1

LMO7

ITM2B

LCP1

RAPGEF5

DGKB

NDUFB5

MRPL47

VPS45

ABI1

NIPSNAP3A

LRRC8A

KIAA0368

TMOD1

DAB2IP

STXBP1

GABBR2

ANP32B

ALDH1B1;ALDH1A2KLC4;KLC3

GMPR

SLC22A23
TPMT

MGARP

NUMA1

PRCP

MRPL15
GGH

SDCBP
SORL1

FDX1

UNC13C

NDUFAF1

ITPKA

GCHFR

FNBP1L

GIPC2

RTCA
PPM1B

ACTR2

LRPPRC

STAMBPL1

EXOC6

MYPN

HECW2

ABI2

SHF

HCN4

SEMA7A

PCDH10

PRKG2

RAP1GDS1

TRPC3;TRPC7

ANXA3

PPA2SEC24B

PPP3CA

FBN2;FBN1

RGS3

KIF21A

CPNE8

YARS2

VAMP1

TPH2

TMEM132B

MAP3K12

ESYT1

VPS37B

MBNL2

CBLN3

NOVA1

STON2

SORD

BNIP2TPM1

RLBP1

NTRK3

SH3GL3

GLYR1

CPNE2

KATNB1

KIFC3
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RETSAT
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CHMP1A

TRAF3

RFTN1

KCNC3

ACLY
MAP1B

KHDRBS3

PRKAB2

MCCC2

SNRPA1

LGALS3

SLC6A11

EFR3A

SCLY

PTPRE

RAP1GAP2

RPA1 EEFSEC

COQ3

LANCL2

DDC

GRSF1

ZRANB2
DLG4

HRSP12

REEP2

TERF2

MTSS1L

CTNNBL1

MPRIP

DCLK1

SRRM1

HSPBP1

CNDP2

PDZD2

SWAP70 RRAS2

CTIF

CAMK1
CHL1

TSPAN2

GSTM5

SYT6

HMGCS2;HMGCS1

SORT1

PTGFRNLDHA;LDHAL6A

ANO3

NAV1

LRP4

ARHGAP32

APC;CTC 554D6.1

OSTF1

TAOK3;TAOK1

FBXO21BAI3

SYNCRIP

AGAP2

HNRNPA1;HNRNPA1L2

PKIB

RAB11FIP5GLUL

STX6

RGS8

DHX9

PLXNC1

LMO7

ITM2B

LCP1

RAPGEF5
DGKB

SRSF1TRA2B

NIPSNAP3A
TXN

TMOD1

DAB2IP
STXBP1

GABBR2

NCBP1

ANP32B

ALDH1B1;ALDH1A2

KLC4;KLC3

GMPR

SLC22A23

TUBB2A

HMGA1
TPMT

ARRB1

NUMA1

PRCP

MRPL15

GGH

SDCBP

SORL1

RDX
FDX1

UNC13C

ITPKA

UACA
GCHFRFNBP1L

GIPC2 HADHB

LRPPRC

STAMBPL1

EXOC6

DNAJC13

SSB

HECW2

ABI2

SHF

HCN4

SEMA7A

PCDH10
HNRNPD

PRKG2

RAP1GDS1

NUP54

ANXA3

PPP3CA

RGS3

KIF21A

CPNE8

FGD4

PPFIA2ANP32D;ANP32A

TPH2

SNRPF

TMEM132B

SMARCC2

MAP3K12

ESYT1

VPS37B
MBNL2

CBLN3

NOVA1

STON2

WARS
SORD

ETFA

DNAJA4

ULK3

RLBP1

NTRK3
SH3GL3

GLYR1

FTO
CPNE2

KATNB1

GCSH
CDH11

CDH13

COPS3
PRPSAP2

SCRN2

GNAL

RPRD1A

OSBPL1A

MINK1

TTYH2

EIF4A3 FAM134C

CACNA1A

PFKL

SH3GL1

SIRT3

SAE1

SLC6A3

CACNG8

IGLON5

EFHD2

SH3BGRL3

PRKACB

PTPRF

CELSR2

ALDH9A1;ART4 ILDR2

UFC1

HDGF
SNX27;CYTIP SETDB1

ANP32E

CERS2

TP53BP2

KCNN3

ILF2

LYST

PARP1

EPHX1

PLEKHA6

SYT2

HNRNPLL

GALM

EML4

SNRNP200

SFXN5

SCN1A

SLC4A10

FAM171B

HSPD1

CPNE9

RQCD1

CNTN4

IQSEC1

NCEH1

STXBP5L

ECE2

DGKQ

OCIAD2

CAMK2D

CISD2

PIK3R1

HAPLN1 CRHBP

PAM

BTF3

ARHGAP26

DDX46

GABRB2

CPLX2

TENM2GFOD1

PSD2

LRRTM2

SLC17A4;SLC17A1;SLC17A2;SLC17A7

MUT

DAAM2

TPBG

PHIP

CLVS2
ABRACL

MTFR2

TIAM2

EGFR

PURB

SHROOM2

C7orf55 LUC7L2;LUC7L2

SH3KBP1

CASK

NONO

OGT
DIAPH2

PRPS1

FRMPD3

IGSF1

NSDHL

ERLIN2

RGS20

TACC1

PMP2;FABP4

LACTB2

MTDH

ARHGAP39

AK3

NFIBSHC3;SHC4

AUHALAD

ASTN2

PTGES2
SLC25A25;SLC25A23

LRSAM1
IDI2;IDI1

COMMD3;COMMD3 BMI1;BMI1;PCGF2

FAM171A1

SLC39A12

RSU1

PARD3

HERC4

CAMK2G

GLUD1
ADD3

DGKZ

SSRP1

CELF1

TENM4

CAPN5

LAMTOR1

CPSF7

PLCB3

TM7SF2

DOC2A

CNTN5

MPP7

CDH8

LYPD1

GPM6ADLG2
MTMR12

DOCK1

RILPL2;RILPL1

ITPR1

CACNA2D4

NGLY1

TMEM263

BTBD11

PLBD2

SLC2A13

MAGI1

AKAP6

ME3

NEK7;NEK6

PTPRO

EPS8

QDPR

AKR1C2

GABRA2

BAG3

AP1S3;AP1S1

TMEM163

HSPB8GRID2

RIT2

GUCY1A2

HOMER1

CAMK4

TRIM36

SPARCL1

GJA1

HNRNPDL

UTRN

GRM1

PTPRK

RAB3C

JAKMIP1

ZIC1

CARHSP1

SCOC

SMARCA5
HNRNPU

SLC25A27

FAM49B

NMRAL1

CNKSR3;CNKSR2

SPHKAP

DDAH1

ANKFN1

DGKE

MSI2

CACNA2D1AK5

IMPACT
CHST9

UBASH3B

NRGN

PITPNC1

PRKCA

UCHL1

TNIK

ENAH

BUB3

PDLIM3

SORBS2

CXADR

NCAM2

PLCL2

EPHB1

ACSS1

APOOL

FBXL18

CNTNAP5
PTPRN2

GOLGA7B

DBI
LARP1

GRIA1

PDIA4

KDM8
FMN2

ADCY8

RASA2

VBP1

MICU3

KIF5A

MCU
ADK

ART3

TIAM1

SUPV3L1

NPTN

VPS8

EIF4A2

SST

ATP2B2

SLC6A1

SYN2

KIT;CSF1R

HYDIN

FAM81A

TSPAN18

C2CD2

PALM2 AKAP2;AKAP2

ACAN

CABP1

FAM213B

PANK4

BRE

KCNB1

AHCYL2

PPP1R9A

DMTN

CCAR2

CDC42SE2

CLIC6

HLCS

PTMS

CYB5R1

ALDH4A1

UBR1

CHCHD6

TPPP3

FAM131B

RGS12

ZYX

KALRN

PDXK

DIP2A

S100B

RDH13
SIK3

SAFB

S100A1

CHTOP

ADAR

ANO10

SQSTM1 NAPEPLD

COX7A1

FDXR

PRPSAP1

MPP3

PLCD3

TBC1D24;RP11 20I23.1

GNG3

ELAVL4

COA7
ZYG11B

PPAP2B

AK4
SDC3

RBBP4;RBBP7
NFIA

FUBP1

DNAJB4

SNX7

NTNG1

BRINP3

LRRTM1

DUSP19

VSNL1

LYSMD1

CCNYL1

COL6A3

ATP1A1

HDAC11

NFASC

SERPINI1

SYNPR

APBB2;APBB1U2SURP

GYG1

POLR2H

TKT

PRKCD

PBRM1

ABLIM2

SLC9B2;BDH2

GRM2

WDR82
HMGB2

GUCY1A3

LSM6

EDIL3 CMBL

HTR4

CASP3

CARTPT

RICTOR

STXBP5

HCN1

NEUROD6;NEUROD2

PGAM2

CTSB

ADCY1

RAD21;RAD21L1

ALDH7A1

PDP1

TMEM65

PSIP1

DIRAS2

ABCA1

HNRNPK
STRBP

NDUFB6

SLITRK5

FAT3

LRFN5

PGM2L1

SLC18A2

HPRT1

STK32C

KIAA1462

NDRG2

NSMF

SALL2

CLMN

SLC6A5

HTRA1

RAB8B

API5

PCBD1

SCN3B

CRABP1

PRKCB

PRKCB;PRKCA

HDGFRP3

CENPV

FAM96B

LDHD

STAT6

ELFN2

SCG5

NUDT21
SGSM1

PHB SLC27A4

ISLR2

GPRC5B
KATNAL2

RBFOX3;RBFOX2

ACAA2

STIM1

PRRT2

IRGQ

GNG8

CA4

CACNB3

DHRS13

HDGFRP2

RPSA;RPSAP58

CTNNB1

SF1

RAB4A

TTC39C

GNG4

KIF5C

HIST1H1E

SEPT2

DTYMK

PHYHIP

FEN1

CHRM1

GFRA2

DYNLRB2;DYNLRB1

AHCYL1

SNTB2

GFM1

USP39

STXBP6

CPLX1

ATP5I

MAP2K1

HNRNPH1

MECP2

RAB3B

RGS14
GPRIN1

KCNAB1

P2RY12

SCN9A

MMGT1

APLF

LUZP1

DCXR

RAC3

LINGO1

PCDH7

ROBO1

SYAP1

ALCAM

TRAPPC1
GPR37L1

NIPA1

HNRNPA3

FABP6

USP47

KRT86;GFAP

KRT75;KRT5

NUDT9

DLGAP1

SYT9

RBMXL2;RBMX

NDUFA3

KCNG3;KCNA4

TMEM126A

NPTX1

FAM98B
TPPP

KCND3

MAP1LC3B2;MAP1LC3B
RSL1D1

ETFDH

ENC1

GPHN

VAT1L

KNDC1

AQP4

SRGAP2C;SRGAP2

SCG2

SYNPO

RAB33B

GAP43

EPHX4

CALB2

SNTB1

NEGR1

BPGM

CSDC2

GNG12

FIBPHCFC1

THEMIS

RAB37

SNX32

ARPP21

ADRBK1

ABLIM3

GLRX

SYT12

SLC2A14;SLC2A3

SNCG

TLR9;TWF2

FKBP2

NUDT4

SCAI

EIF1AX

RNF213

DPY19L1;DPY19L2
SPTBN2

RBM4

NWD2

TRMT10C

PRPF8
DDX23

LINGO2

MFSD4

TTC9B

BRSK2

PCP2
PDZK1

KLC2
CTBP2

CADM2

PPM1EPCCA

TP53I11

PHYHD1

PTPN2

ARL10

PCSK1

MCTP1;MCTP2

DPP10

MSRA

BAIAP2

LRRN1

TUBB6

TCP11L1

LRRTM4
KBTBD11

LMNB2
ACSF3

WSB2

LY6H

SCN4B

EPS8L2

CETN1;CETN2

RPS6KA3

KCNA2

SLC25A22

SUMO4;SUMO2

FLII

HNRNPA0

NDUFAF3

SLITRK1

GLDC

SLC25A20

CA8

EPM2AIP1

KCTD12

CPNE7

RCC2

EDC3

HNRNPCL1;CH17 409J4.1;HNRNPCL2;HNRNPCL2;HNRNPC

GPC5

ZBTB18

MYADM

AKAP5

NRXN1

PUF60

ZADH2SEPT1;SEPT5

LYNX1

TH

RCC1

F2KCTD4

MAP6D1
SSR4

LRRC57

MAPK15

PENK

HIST3H2A;HIST1H2AB;HIST1H2AC;HIST1H2AE

RAP2B

BAI1

ADO

SNRPE

RTKN2

TDRKH SHMT2SHMT2;SHMT1

AP1S2

CACNB4
NXPH3

EPHB3

PLCB1

NTM

ANXA2

RGS6
RGS7

SLC25A18

EWSR1

SLC8A1

PCP4

CAMK1D

BEGAIN

C2CD4C

CTNNA3

SF3A3

GRIN2A

PSMG1

PCBP3

SETD3 TNFAIP8L3

TANGO2

HIST2H3D;HIST2H3C;HIST2H3A

ALYREF

KCTD16

KCTD8

TUBA8

NUDT14

SCN5A

FAM120C
NIPSNAP1

MAP7D2

PLA2G6

KCND2

TOP1MT;TOP1

NELL2

RALYL

HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO

SEPT5

OSBP2

APOO

H1FX

PTRHD1
ANKS1B

ARL15

METTL7A
GPRIN3

AHNAK2

SYN3

KCNIP4
NAT8L

BCAP31

LRCH3

KRT73;NEFH

MKL2;MKL1

GABRA5
GNG2

PDE2A

LRRC16B

KRT14;KRT17

RTN4RL2

ESPN

CCK

AKR1C1;AKR1C4

KIAA1598
SESTD1

FNBP1

DCC

LUZP2
ISG15

ERC2

B3GALTL

TRPV2

GABRD

SEMA4D

SHISA7

DNER

SRSF10
FBLL1

SHISA6

KCTD21

RELN

H1F0

TMEM120A

ARID2 SF3B3

MAOA

FHIT

HMGB1

SH2D5

SEMA4A

SRGAP3

TUBB

NIF3L1

CPNE4

NTNG2

ELAVL3 XRCC6

TSC22D2;TSC22D1

TCEAL3

SLC6A9

AFAP1;AFAP1L1

MYO18A

MYO6

HDAC2

ADA

KIAA1211L

SRGAP1

SLC39A10

WDR5B;WDR5

GMFB

PGAP1

LRRC8B

TBC1D9B

SYNGAP1 DDI2

ADARB1
OGDHL

HNRNPAB

SIPA1L1

S100A10
CFAP43

S100A6

DLGAP2

MB

HIBCH

HSD17B11

TUBB3;TUBB3

CACNA1E

DDX42 ASPH

SH3BGRL2

ANKRD35

DDX39B

NUDT16

RYR2

STK39
TTC37

ECI2

PPP1R14C
SMURF1

FAM169A

MT ND5BRINP2

PNP

GRM3

HMGN2

RYR3

CES1

MT ND4

SOWAHA

INF2

HIST2H2BF;HIST1H2BA;HIST1H2BC;HIST1H2BD;HIST1H2BE;HIST1H2BF;HIST1H2BG;HIST1H2BH;HIST1H2BI;HIST1H2BK;HIST1H2BL;HIST1H2BM;HIST1H2BN;H2BFS
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TCEAL6
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LSM2

DDR1
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ATXN2
PNMAL2

LRRC10B

SARNP;RP11 762I7.5

GPR56

TECPR1

NAP1L4
TMSB4X

DPF3

RNPS1

ANKRD28

XKR4
GSTM2

ARL2;ARL2 SNX15

RBMXL1

GRID2IP

DDX3X

TSTD1PLXNA4NPTXR

FXYD7

SLC12A8

CERS1

SETSIP;SET
MCTS1

HNRNPUL2 BSCL2;HNRNPUL2

SHISA9

RBM14;RBM14 RBM4TLR9;TLR9MICAL3
JMJD7;JMJD7 PLA2G4BZNF512

ACY1

RBM12

PCP4L1

ACTN3;ACTN4

YJEFN3

TM4SF2;TSPAN7

MSANTD3 TMEFF1;TMEFF1

PRKDC

LYN

DPP3
RP11 162P23.2;ALDH2

XKR7

EPPK1

MRPL12;SLC25A10;SLC25A10

GTF2I

SRSF8;SRSF2

IKBKE;TBK1

RBM8A

AD000671.6;U2AF1L4;U2AF1;U2AF1

CCDC177

AC104534.3;HNRNPL
AC002985.3;HOMER3

TSNAX DISC1;TSNAX

GRIN2B

CTB 96E2.2;VTN

CBS;CBS

SYNRG

PRSS3P2;PRSS1

NEFL

AC009133.22;QPRT
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GCLC
ENPP4

ALS2

PLXND1

CD38

CAMKK1

NDUFAB1

SLC25A13

SLC25A5

PRKAR2B

CREBBP
RHBDD2

ABCC8

CACNG3

SPATA20

MARK4

GAS7

CACNA2D2

BAIAP3

CAMK1G

MGST1

NFIX

RANBP9ZNF207

NISCH

IDS;IDS

CLCN6

SLC6A7

LARS2
ANLN

RABGAP1

CAPN1

BID
MATR3

NUDCD3

ATP2C1
PLEKHB1

NRXN3

GABRA1

SEC63

VIM

ANK1

RABEP1
HMGB3RANBP3

TIMP2

CYP46A1

MRI1
TRIO

RTN4R

CDH10

DCUN1D1
CTNNA1

GPM6B

TPR

CP

CELF2VAMP3;RP11 599B13.6;VAMP2EPN3;EPN1

RCN1

MCUR1

HEBP2

MSMO1

NRIP2

LAMA3;LAMA5

THRAP3

ENTPD2

SYNE2

KCNH2

CUL1
ZFR

PKP2

MTA3;MTA1
PPP1R12A

RASGRF1

ATP2B4
CDK17

PSD

WNK1;WNK4
CCAR1

OGFR

RIMBP2

BCAT1

LZTS1

GUCY1B3

MON2

CS

SPHK2

U2AF2
MTMR1

TNPO3

SUGP2

SLC12A2;SLC12A1SNX24;SNX22

IPO5

DGKA

MYLK ELAVL1

DIP2B

SLC9A3

NGEF

THUMPD1

PFKP

PHKA1

CACNB1

TP53BP1

IARS2

INPP5A

RASGRP2

PPP2R5B

SDK2

KCNAB2

FUNDC1
MAOB

KIAA1107

ATP1B3

NEDD4;NEDD4L

NUCB2

PFN2

PTPN3

SLC44A1

CLTCL1

GBA2

ASNS

CHAT

CAMK2A

OSBPL3

MAP4K4 PRKACA

LPHN1

ACTN1

HSD17B10

MARK2

TRHDE

ACADVL

STK10;SLK

MRVI1

SDHA
IGF2BP2

PPP2R2C

ATP2A3

BCS1L

PTPLAD1

IPCEF1;CNKSR3

ARHGEF10L

EIF4G3;CBFA2T2

ADD2

RASAL2

MARK3
DLG1

SART3

PLXNA2

TPD52

NT5C2

MCAM

GPC4RAP1GAPACTL6B

TOP2B;TOP2A

PAK3

DCX

SNRPA

ACTN2

FGFR1

MAP2

NEBL

ADCY2;ADCY4

PPP2R5C

ADCYAP1R1

MYH7B

TOLLIP

OSBPL6

SLC1A3

XRCC5

TNS1

SCGN

RIMS1

MOXD1

SMARCA2

CADPS2

EPB41L3

ERC1

TRPM3;TRPM1

PDS5B

CYLD

SMAP2

SSH1

EFR3B
HADHA

SLC25A24

CTTN EPDR1

SEPHS1

FAT2

PPEF1

MTMR2

ACHE;CES4A

SRRTGNAO1 SF3B2

KHSRP

DOCK3
LZTS3

DYNLL1

TESC

RBBP9

CHGB

NOS1

NECAP1

ANKRD24

SLC9A1

STRN4
PITPNM2

RAPGEF4

SLC17A6

CD200

JPH4

SUPT16H

TYRO3

AGO1

CBX5

EPB41L4B

PSMD5
CRAT

NANS

SEMA4G

SORBS1

CRTAC1ITPR3

HNRNPH3
ABLIM1

NRP1

H2AFY2

FAM21A

MAST3

CIRBP

ATP5DHNRNPM NDUFB7

TECR

CEP170B

HCN2

PALM

ARVCF

SF3A1
SNRPD3

ADRBK2

GGA1

LGALS1

SEPT3

DDX17

PACSIN2TOM1

MYH9

PVALB

KCTD17

PHF5A
PMM1

COCH

PYGL

ITPK1

DHRS7
ERH

SRSF5

RPS6KA5

ACIN1
APEX1

PCK2

GMPR2PNN

ABHD12

PRPF6

GID8

CDS2

PDYN

PLCB4

PAK7

NOP56 RPRD1B

SLC32A1

PPP1R16B

LAMA1

PRPS2 WDR13

RBBP7

EMDSMS

RP2

VWA8

DGKH

CORO1A

PHKB

CBLN1

ZNF423;ZNF521

CYB5B
SMPD3

NECAB2

HSDL1

COTL1

UBE2I

CRYM

XYLT1

SYT17

RASL12

FAH HOMER2

SCG3

MYEF2

CA2

CALB1

JPH1

NCALD

ANXA13;ANXA11

GSR

NEFM

ASAH1ECH1

SNRNP70
SF3A2

NOVA2

PPP6R1

OLFM2

GPI

NUMBL

APLP1

HNRNPUL1

ICAM5

ETFBATP1A3
PTPRS

GRWD1

TMEM205

CAPS

LPPR2

BCAT2

MAST1

CRTC1

MAGCADM4

AVL9 PON2
ITGB8

MPP6

HIBADH

CHN2

ABHD11

STX1A

GARS

EPHB6

HSPB1

EIF3B

PPP1R17

LSM5
RPA3

MEST

ACTR3C;ACTR3B

LIMK1
SLC1A1

CORO2A

OGN
NCS1

EDF1

PIP5K1B;PIP5K1C

MAPK8

PLEKHA1PPP3CB

BCCIP

SORCS1

DNAJC12 PPIF

GIT1

UBTF

RGS9

CBX1
DDX5

VAT1

DUSP3

EFTUD2

EFNB3

ALDOC

MAPK10

INPP4B

CPE

WFS1

AADAT

DHX15

RAPGEF2

MTCH2

VWA5A

SIAE
EHD1

DCPS

NRXN2

PRPF19

HPX

TRIM3

ARHGEF17

RNF141

PVRL1

KIAA1549L
SLC1A2

PITPNM1

PTPN5

COQ5

ASIC1

DAO

CAMKK2

PPM1H

CDKN1B

RASAL1

CPSF6
GNB3

CMAS
C2CD5

RIC8BSRSF9

FGFR1OP2

TPD52L1

SRSF3

SOD2

PHACTR1

MDGA1

CAP2

RAB23

WASF1
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Supplementary Figure 10c

RNA vs protein fold-change comparison of all pairs of brain regions. 

These scatterplots are identically defined to those in Fig 5A except that here genes are labelled to show individual gene names 
observable at high magnification.  A) CBC vs all B) MD vs all C) STR vs all D) AMY vs all E) HIP vs all F) V1C vs all G) DFC vs all.  
Genes are coloured based on their agreement or disagreement between the RNA and protein measurements; genes for which the 
protein variability between regions is <2-fold of that reported at the RNA-level were considered consistent (green and grey points).  
Purple coloured genes are those with consistent direction but variable magnitude of change (≥2-fold) between the regions at the 
protein and RNA level, while red genes disagree in the direction of change between RNA and protein.  Blue and orange genes vary 
between regions according to protein but not RNA and vice-versa.   
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MCAM

GPC4

CAMSAP3

RAP1GAP

CTTNBP2

ACTL6B

TOP2B;TOP2A

PAK3

DCX

SNRPA

ACTN2

FGFR1

MAP2

AMPH

NEBL
PIK3C3

ADCY2;ADCY4 PPP2R5C
ADCYAP1R1

MYH7B

TOLLIP

SLC1A3

XRCC5

LXN

TNS1

PAFAH1B3

SCGN

DDX1

EPB41L2

RIMS1

MOXD1

SLC4A4

SMARCA2

DLGAP4

PCNP

ARG2

CADPS2

EPB41L3
ERC1

XPO1

TRPM3;TRPM1

PDS5B

CYLD

RPS5

SMAP2

ZMPSTE24

SSH1

GSTP1

APLP2

EFR3B

MAPRE3ATRX

PREP

WDR47

SLC25A24
CPNE3

DDHD2
EPS15

CHERP

EPDR1

SEPHS1

FAT2

PPEF1

MTMR2

ACHE;CES4A
SRRT

GNAO1

L2HGDH
SF3B2

GNAS

DNM1L

KHSRP

GNA11

DOCK3

DYNLL1

TESC

RPL6

RBBP9
GCN1L1

RPLP0

RPH3A

CHGB

ERP29

NOS1

FUS

NECAP1

ANKRD24

BLVRB SLC9A1

PCBP4;PCBP2
PCBP4;RP11 155D18.12

STRN4

GLG1

PITPNM2
OSBPL8

WDR7

RAPGEF4

SLC17A6

CD200

JPH4

SUPT16H

TYRO3

EZR

AGO1

COMT

ECHDC1

XYLB

CBX5

ARCN1

EPB41L4B

PSMD5

SEMA4G

SORBS1

CRTAC1

ITPR3

HNRNPH3

ACOT7

ABLIM1

NRP1

H2AFY2

FAM21A

MAST3

STX1B

CIRBP ATP5D

HNRNPM

NDUFB7TECR

CEP170B

HCN2

PALM

ARVCF

CRKL

SMARCB1
DDTL;DDT

SF3A1

SEC14L2;RP4 539M6.19;SEC14L3

SNRPD3

MAPK1

GGA1

SEZ6L

EIF3L
SEPT3

DDX17 RTCBGTPBP1POLDIP3

PPP6R2

CYB5R3

PACSIN2

MCM5

SYNGR1

MYH9

SAMM50

EIF3D

PVALB

KCTD17

RANGAP1

PHF5A

ACO2
PMM1

SDR39U1

RBM23;RBM39

COCH

PYGL

TRIM9

TIMM9

DAAM1

CHGA

ITPK1

DHRS7

PPM1A
ERH

SRSF5

MTHFD1

RPS6KA5

SMEK1
ACIN1

APEX1
ARHGAP5

CPNE6

PCK2

GMPR2
PNN

RABGGTA

PCIF1

GSS

PYGB
NDRG3

ADNP

CSTF1

PRPF6

GID8

SNPH

PDYN

PLCB4

SAMHD1

PAK7

NOP56

IDH3B

SNTA1

RPRD1B

SLC32A1

PPP1R16B

MAP1LC3A

ACOT8

APMAP

USP14

CEP76

LAMA1

PRPS2 WDR13

STAG2
CCDC22

PLS3

RBBP7

PQBP1

EMD

PGK1
SMS

CD99L2
RP2

CDK16

HTATSF1

MAGED2;TRO

RBM3

ARMCX3

STK24

VWA8

DGKH

CORO1A

MAPK3

PHKB

CBLN1

ZNF423;ZNF521

CYB5B

NME3

SMPD3

NECAB2

COTL1

TSC2

NOMO3;NOMO2

UBE2I

CRYM

UBFD1

CPPED1

HMOX2

XYLT1

PYCARD

CDIPT

SYT17

CORO2B

CSK

RASL12

FAH

RPAP1

HOMER2

TJP1

DMXL2 SCG3MYEF2

CA2

CALB1

SFRP1

JPH1

EIF3E

NDRG1

NCALD

EEF1D

ANXA13;ANXA11

DCTN6

GSR

NEFM

ASAH1

SNRNP70

CLPTM1

SF3A2

NOVA2

TIMM44;ZNF792;ZNF419;AC003005.4;ZIK1;ZNF776;ZNF552

PPP6R1

OLFM2

SLC1A6

PLD3

NUMBL
FSD1

APLP1

HNRNPUL1

RPS19

ICAM5

ETFB

NAPA
ATP1A3

PTPRS

GRWD1

TMEM205

CAPS

BCAT2

MAST1

PRPF31

RPL18A
CRTC1

GAPDHS

MAG

CADM4 AVL9

PON2

ITGB8

MTPN

MPP6

DFNA5

ADAP1;ADAP2

SSBP1

CHN2

STX1A

EPHB6

CHCHD2

HSPB1

NPTX2

PTCD1;ATP5J2 PTCD1;ATP5J2

EIF3B

PTPRZ1

WASL

PPP1R17

IMPDH1

AGFG2

LSM5

RPA3

MEST

ACTR3C;ACTR3B

BLVRA

LIMK1

SLC1A1

FSD1L
SPIN1

PRUNE2

CORO2A

OGN

TBC1D13

ELAVL2

NCS1

EDF1

PIP5K1B;PIP5K1C

RAPGEF1

NPDC1

SH3GL2

ABCA2

PDLIM1

EIF3A

MAPK8

PLEKHA1

MICU1
PPP3CB

SFXN3

CPEB3

BCCIP

SORCS1

SMC3

TFAM

CCDC6

CUL2

DNAJC12

PPIF LGI1

GIT1

UBTF

RGS9

CBX1

ENO3

SLC25A11

CPD

DDX5

VAT1

LRRC59
LUC7L3MPP2 DUSP3

EFTUD2 PRKAR1A

EFNB3

ALDOC

TMEM33

MAPK10

GAB1

WFS1

AADAT

DHX15

RAPGEF2

HSPA8

VWA5A

SIAE

EHD1

DCPS
PPP6R3

NRXN2

PRPF19

HPXTRIM3

CHORDC1

RNF141

DDX6 PVRL1

KIAA1549L

PDHX

SLC1A2

CARS

PITPNM1

RPS13

PTPN5

COQ5CORO1C

ASIC1

DAO

MLEC

CAMKK2

ATP5B

LIN7A

PPM1H

LTA4H

MAGOHB

ARPC3

CDKN1B

RASAL1

CPSF6 COPS7A

GNB3

USP5

TPI1

ENO2

LPCAT3

NT5DC3CMAS

C2CD5

RIC8B

SRSF9

FGFR1OP2

NEDD9;BCAR1

TPD52L1

SRSF3

PHACTR1

MDGA1

CAP2

RAB23

WASF1

ACOT13

SMAP1

RPS12
CUTA

PDE10A

PTK7

DNPH1

TMEM30A;TMEM30BNNT

SPARC

IK

FAF2

RASGRF2

GABRG2

CDH6

LMNB1

SUB1

TARS

PDE4D

RAD50

NUP155

PPP2CA

H2AFY

TCERG1

DPYSL3

CSNK1A1;CSNK1A1LERGIC1 CPEB4

DBN1

CNTN3

KNG1

NIT2
FAM162A

KPNA1;KPNA5

ARMC8

RBP1

BCHE PDCD10

PRKAR2A

USP4

RPL24

GNB4

UMPS

FRMD4B;FRMD4A

SLC41A3;SLC41A2
PLXNA1ATP6V1A

PODXL2

CSPG5

PLSCR4

COMMD2

PEX5L

EIF1B

ADAM23

TTL

FAHD2A

NCL

ACTR1B

TP53I3
TANC1

SLC30A3

NRBP1

SNX17

PPM1G

PDE1A

SPTBN1

RTN4

CCDC88A

MRPL19

EFEMP1

GLS

EFHD1

CCT4

COQ10B

SF3B1
CHMP3;RNF103 CHMP3

HDLBP

PPP1R7

HPCAL1

STRN

PRKD3;STK36;CDKL5

SLC25A12

DARS

SRSF7

PLCL1

SLC1A4

AAK1
TIA1;TIAL1 ATP6V1B1;ATP6V1B2

SPR

EPHA4

CHD5;CHD4

SRSF4

DLGAP3

SFPQ

ARHGEF2

MEF2D

SRM

FBXO2

DNAJC6

MFN2

WLS

TROVE2

AMPD1;AMPD3

SRSF11

CRYZ

KIF21B

MAP7D1

EXOC8

TBCEHPCAL4

RIMS3

AKT3;AKT2

LPHN2

PADI2

UAP1

IGSF21

CDK18

PRPF3

SLC2A1

DR1

PTBP2

LPPR4

STMN1

RPS6KA1;MASTL

NENF

PROX1

RPA2

MARC2

STAG1STK11

APOA1

SLC8A2

RPS25

NRP2

TTR

LRMP

CNR1

SGIP1

AKAP7

CASQ2

PPL

UCHL3

PCDH17

DNAH7

GDA

CCDC92

TRIM67

TRIM32

BSPRY
NDUFA8

HDHD3

HSDL2

YLPM1

ACYP1

NPC2

DLST

SLIRP

RBM25

ATL2

LGALSL
CNRIP1

OGFRL1

CNNM1

GOT1

GRIA2

MTHFD1L

PCMT1

KIAA1217

HSPH1

ETF1

TMPO

CCDC53

PTK2B

PPP3CC

EPHX2

TARDBP;TARDBP

LYPLA1

AKAP1

PSPC1

GJB6

BAI2

FABP3

KHDRBS1

HPCA

GPSM2;GPSM1

SV2C

UBL3

COPA

FAM213A

RPL5

CBX3

HNRNPA2B1

WIPF3

NPY

FAM126A

SMU1

CLTA

KIAA1045KIAA1549

CISD1

CIT

CCDC91

NECAB1

WWP1;ITCH

NLN

OPTN

PDE1B

TUBA1B

ATPAF1

PLP1

PFKFB2

AGO2

TTPAL

PREX1

SLC12A5
NCOA5

SRSF6

GDAP1L1

RAB22A

IQSEC2

MCEE

ATP8A1

GRM4

PACSIN1

BTN2A2;BTN2A1

XPO5

HIST1H1D NQO2

CPNE5

NRN1

DEK

LRRFIP1
AHNAK;NRIP1

GOT2

RAP2A

SEPT6

GGA3;GGA1

NUP85

NT5C

MBOAT7

SLC25A23

GRIA3

THOC2
RPL23

OPA3SNRPD2

EML2

SYMPK

GPCPD1

CD93;PCSK1N
PCSK2

LAMP5

ITPA

HNRNPR

RALY

MCF2L

UBA2

COX6B1

PRDX5
ASL

DNAJC8

KTN1

HSPA2

OMG

HNRNPH2
TIMM8A

RAP1B

YEATS4

PIN1
HP1BP3

EPS15L1GFER

FBXL16

GNG13

KDM4B

TUBA4A

ECHS1

LRFN1

PAICS

YWHAH

CDC42EP1

MPST

SPECC1

DOCK4

VGF

CCDC136

NDUFA5

MYO1B

CHN1

SNRPN;SNRPB

MYO5C;MYO5A

IVD

ARPP19

COPB1

KCNC1

ATP1B2
FXR2ILF3

SLC44A2

RNASE1

REEP5

ARHGEF6

CDH15

LPPR3

SYT5

GALNT8;KCNA6

THEM6

APOE

APOC1

DPP6SAFB2

NCAN

KIF1A

COLGALT1

LSM7

ACTN4

NDUFA10

ARPC1BMAP1S

LSM4

SULT4A1

OLFM1

COL5A1

OSBPL2

ADRM1

CHMP2A

TRIM28

SMPDL3B

CLIP1

HIP1R

DNMT1

PLXNA3

MPP1

NOL11

HABP4

UBA1

RGN
AKAP12

SYNE1

GGT7

GFAP

ATP6V1E1

CHMP1A

SH3BGRL

CAP1

PPT1TRAF3

CAPN7RFTN1

ZFYVE20

KCNC3

KIF3A;KIF6
RPL27 NDUFA2EXOC4

MAP1B

PPP1R1B

KHDRBS3

PRKAB2

PDHA1

MCCC2

SNRPA1 ACTR10

LGALS3

DHX30

SLC6A11

NUP210

TIMM10B;TIMM10B

EFR3A

ILKAP

SCLY

PTPRE

PRKAA1

RAP1GAP2

RPA1

SERPINF1EEFSEC COQ3

LANCL2

DDC

GRSF1

ZRANB2

DLG4

HRSP12

REEP2

FLOT2
TERF2

MTSS1L

PCNA

BCAN

CTNNBL1

WASF3

MYH10
MPRIP

DCLK1

SPG20

TPT1

SRRM1

HSPBP1
CNDP2

MACROD1

RTN3

PDZD2

SWAP70

RRAS2

HSD17B4

UNC79

EIF2S1

CAMK1

CHL1

TSPAN2

GSTM5

SYT6

SORT1

PTGFRN

NAPG

YWHAQ

LDHA;LDHAL6A

ANO3

NAV1

CDC73RBM17

CABLES1

LRP4

YARS

PHC2DAGLA

ARHGAP32

APC;CTC 554D6.1

OSTF1 TAOK3;TAOK1

FBXO21

BAI3SYNCRIP

NT5E

AGAP2

HNRNPA1;HNRNPA1L2

PKIB

CCT7

ABCB10

GLUL

STX6
RGS8

DHX9

DOCK10

ITM2C

CKAP4
PLXNC1

APPL2

VPS36

LRCH1

SUCLA2

LMO7

ITM2B

LCP1

SCRN1

RAPGEF5

DGKB

SRSF1

NDUFB5
MRPL47

TRA2B VPS45

BIN1
NIPSNAP3A

KIAA0368

TMOD1

DAB2IP
STXBP1

PRPF4
ATP6V1G1

GABBR2

NCBP1ANP32B

ALDH1B1;ALDH1A2
RPS6

KLC4;KLC3

GMPR

SLC22A23

TUBB2A

HMGA1

FLOT1TPMT

MGARP

NUMA1

PRCP

GGH

TGS1

SDCBP

SORL1

RDX

PPP2R1B;PPP2R1A

FDX1

FXYD6;FXYD6 FXYD2

UNC13C

SLTM

ITPKA

UACA

GCHFR

FNBP1L

CCBL2

GIPC2

RTCA

HADHB

PPM1B

PNPT1

PREB LRPPRC

ACTR1A

STAMBPL1

EXOC6

DNAJC13

MYPN

ATIC

SSB

HECW2

ABI2

SHF

HCN4

SEMA7A

PCDH10

HNRNPD

PRKG2

TRPC3;TRPC7

NUP54

SEPT11ANXA3

PPA2

PAPSS1

SEC24B

PPP3CA

FBN2;FBN1

KIF21A

CPNE8

YARS2

FGD4

NDUFA9;RP11 234B24.6

VAMP1

PPFIA2

ANP32D;ANP32A

TPH2

SNRPF

TMEM132B

GIT2

N4BP2L1;N4BP2L2;CNP

SMARCC2

MAP3K12

VPS37B
MBNL2

CBLN3

NOVA1

STON2

WARS

SORD

BNIP2

SRP14

DNAJA4

TPM1

ULK3

RLBP1

NTRK3

SH3GL3

GLYR1

FTO

CPNE2 KATNB1
KIFC3

GCSH

CDH11

CDH13

RHOT2

RPL3L;RPL3

RPS2

COPS3

KSR1

GFOD2

PRPSAP2

SCRN2
CLTC;CLTCL1

PTRH2

GNAL

RPRD1A

OSBPL1A

ARRB2

MINK1

ARHGDIA

TTYH2

EIF4A3

TBCD

SMAD4

FAM134C

CACNA1A

SIRT3

APP

DOPEY2

SAE1
SLC6A3

CACNG8

EVI5L

RPS11

IGLON5

EFHD2

SH3BGRL3

RPL11
PRKACB

RPS8

PTPRF

STRIP1

CELSR2

ALDH9A1;ART4

ATP1B1

MPC2

MGST3

UFC1

CRABP2

HDGF

TOR1AIP1

PRUNE

SF3B4

SNX27;CYTIP

PI4KBANP32E

SELENBP1

CERS2

ENSA

TP53BP2

TPM3

KCNN3

ILF2

LYST

PARP1

EPHX1

PPFIA4

PLEKHA6

SYT2

ARL8APDIA6 RHOB

HNRNPLL

EML4

CALM2;CALM1;CALM3;TNNC2

SNRNP200

SFXN5

RALBRALB;RALA

C1QL2;C1QL3;C1QL1

SLC4A10

KIAA1715

FAM171B

CPNE9

RAB5A

RQCD1

CNTN4

DYNC1LI1

IQSEC1

UBA3

TAGLN3

ATG3

EIF2A

NCEH1

AMT

STXBP5L

EIF2B5

DGKQ

OCIAD2

CAMK2D

CISD2SETD7

RPS3A

NDUFS6

PIK3R1

HAPLN1

LHFPL2

CRHBP

RASA1

PAM

BTF3

ARHGAP26

DDX46

GABRA6

GABRB2

CPLX2

TENM2

GFOD1

PSD2

LRRTM2

SLC17A4;SLC17A1;SLC17A2;SLC17A7

MUT

DAAM2

TPBG

PHIP

CLVS2

ABRACL

MTFR2

TIAM2

EGFR

PURB

MDH2

SHROOM2

C7orf55 LUC7L2;LUC7L2

SH3KBP1

NONO

SNX12

DIAPH2

PRPS1

FRMPD3

DOCK11

IGSF1

ERLIN2

RGS20

TACC1

PMP2;FABP4

LACTB2

RPL7
MTDH

AK3

NFIB

SHC3;SHC4

RP11 35N6.1

SNX30

ALAD

ASTN2

RPL7A

SLC25A25;SLC25A23

LRSAM1
COMMD3;COMMD3 BMI1;BMI1;PCGF2

FAM171A1SLC39A12

PARD3

HERC4

CAMK2G

GLUD1

ADD3

LIN7C

HSD17B12

DGKZ

SSRP1
CELF1

TENM4

CAPN5

PAK1

RPS3

LAMTOR1

PLCH2

CPSF7

PLCB3

TM7SF2

VPS51PPP4C

ALDOA

DOC2A

MPP7

CDH8

HNMT

LYPD1

GPM6A

DOCK1

PIP4K2A

RILPL2;RILPL1

ITPR1

GPR158

CACNA2D4

NGLY1

TMEM263

BTBD11

UBE3B

PLBD2

SLC2A13

MAGI1

AKAP6

KCTD14;NDUFC2 KCTD14;NDUFC2

ME3

NUBPL

NEK7;NEK6

VIPAS39

PTPRO

EPS8

QDPR

MMAA

AKR1C2

DPYSL4

SLC25A4

GABRA2 SACS

BAG3

AP1S3;AP1S1

TMEM163

HSPB8

GRID2

RIT2

ATP5A1

GUCY1A2

HOMER1

ZNF776

CAMK4

TRIM36

GRIA4

SPARCL1

GPD1L

GJA1

FARP1

HNRNPDL

UTRN

GRM1

PTPRKRAB3C

JAKMIP1

ZIC1

CARHSP1

CAST

SMARCA5

HNRNPU

SLC25A27

FAM49B

ASAP1NMRAL1

PTPRD

SPHKAP

DDAH1

ANKFN1

DGKE

MSI2

CACNA2D1

AK5

IMPACT

CHST9

THY1

UBASH3B

NRGN

TOMM70A
PITPNC1

PRKCA

ABCA5

UCHL1

TNIK

ENAH

BUB3

FAM69A

PDLIM3

SORBS2

CXADR
NCAM2

MRPL39

PLCL2
EPHB1

ACSS1

CA10

APOOL

FBXL18

CNTNAP5

PTPRN2

ATP6V1C1

TMEM55A
MMS19

GOLGA7B

DBI

LARP1

GRIA1

NUP205

TTN

PDIA4

KDM8

FMN2

SLC24A2

ADCY8

VBP1

MICU3

KIF5A

PSD3

MCU

GNAQ

ADK

KCNMA1

TIAM1

SCAF4

PCDH1

PPP2R2B

SUPV3L1

NPTNVPS8

EIF4A2

SST

EXOG

ATP2B2

SYN2
FUK

KIT;CSF1R

HYDIN

CACNA2D3

FAM81A

MYO1E;MYO1F

APPL1

TSPAN18

C2CD2

PALM2 AKAP2;AKAP2

ACAN

CABP1

FAM213B

PANK4

AGAP1;AC244230.1;AGAP5
BRE

NCK1

TPRG1L

MRAS

CUL4B

KCNB1

AHCYL2 PPP1R9A

ZC3H18

DMTN

NDUFS2

CCAR2

CDC42SE2

EPB41

SYNJ1

CLIC6

HLCS

PTMS

CYB5R1

PSMB4

ALDH4A1

UBR1

NAE1

ACE;ACE

CHCHD6

CTBP1

TPPP3

FAM131B

RGS12

ZYX

ABR

ARHGAP35

KALRN

PDXK

S100B

RDH13

ZER1

SPTBN4

SIK3

SAFB

S100A1

CHTOP

ADAR

UBQLN4

FGFR4

SH2B2;SH2B1
SQSTM1

RPL8

AP2M1

BDH1

FDXR

ACOX1 PRPSAP1

MPP3

SHANK1

PLCD3

TBC1D24;RP11 20I23.1
FLYWCH2;FLYWCH1

ASRGL1

GNG3

NXF1

STX5
RPS6KA4

ELAVL4

ZYG11B

PPAP2B

SDC3

RBBP4;RBBP7

NFIA

FUBP1

DNAJB4

SNX7

NTNG1

CADM3

RBM15

LRRTM1

DUSP19

VSNL1

H3F3A;HIST3H3;H3F3C;H3F3B

ADCK3

LYSMD1

CCNYL1
CCNYL1;CCNY

GNPDA2
CGGBP1

COL6A3

ATP1A1

SLC15A2

ARPC2

HDAC11

NFASC

SERPINI1

SUCLG1

CDS1

SYNPR

PRICKLE2;PRICKLE1;PRICKLE3

GMPS

SLMAP

ABHD6

APBB2;APBB1

PRRT3

U2SURP

GYG1

SLC4A1AP

POLR2H

PRKCD

PBRM1

LRPAP1

UBXN7

ABLIM2

H2AFZ;H2AFV

APEH

CAMKV

GRM2

WDR82

HMGB2

GUCY1A3

LSM6

EDIL3

CMBL

NDUFS4

HTR4

ENPP6

CASP3

CARTPT

RICTOR

UBLCP1

ACSL6

GRIK2

FABP7

SFXN1

STXBP5

PI16

TRA2A

HCN1

NEUROD6;NEUROD2

PGAM2

ADCY1

RAD21;RAD21L1

OXR1

CDK5

ALDH7A1

COX6C

YWHAZ

PDP1

TMEM65

PSIP1

DIRAS2

ABCA1

ALDH1A1

HNRNPK

PCDH19

STRBP
NDUFB6

STOML2

SLITRK5

FAT3

LRFN5CFL2

PGM2L1

RPL10L;RPL10
ARF6 ATP5C1

VDAC2

SLC18A2

PRDX3

HPRT1

STK32C

KIAA1462

NDRG2

NSMF

SALL2

HSPA12A

CLMN

SLC6A5

HTRA1
JAM3

API5
NOLC1

CCT2

SCN3B

CYB5A

CYB5R2

CRABP1

RPL27A

PRKCB

PRKCB;PRKCA

HDGFRP3
CENPV

PPIB

LDHD

DCTN5

TERF2IP

CACNG2

STAT6

ELFN2

SCG5

MAP1A

MAPRE2

MARS
NUDT21

SGSM1

PHB

SNRPD1 SLC27A4

ISLR2

GPRC5B KATNAL2

RBFOX3;RBFOX2

ACAA2

RRM1

PRRT2

IRGQ

GNG8

CA4

TPM4

RPL13

DHRS13

TTYH1

ATCAY

EEF2

HDGFRP2 OTUB1

NDUFA7;NDUFA7

NDUFV1

PRDX2

HID1ECI1

CASKIN1

SRRM2

DDB1

SLC3A2
RPSA;RPSAP58

ENTPD3

CTNNB1

SF1
PAFAH1B2

RAB4A

VASN

TTC39C

GNG4

IRF2BP2

PDHB

HIST1H1E

FAM107A

SEPT2

DTYMK

TNXB

LGI3

FEN1

CHRM1

GFRA2

CDKN2AIP

AHCYL1

PPIP5K1

GFM1

USP39

STXBP6

GRM5

ATP5I

MAP2K1

HNRNPH1
MECP2

SLC25A6;SLC25A6
RAB3B

RGS14

TBC1D10B

GPRIN1

KCNAB1

PGM2

P2RY12

PTPN9

SCN9A

HTRA4

PLEKHA2

PCBP1 HINT1

APLF

LUZP1

FASN

DCXR

RAC3

UGP2

LINGO1

HNRNPF

PCDH7

ROBO1CTNND2

MYRIP

ALCAM

YWHAG

GPR37L1 NIPA1

HNRNPA3

FABP6

USP47

SMAD1

DCLK2

KRT86;GFAP

KRT75;KRT5

CD14

DLGAP1

ARMC10

SYT9

RBMXL2;RBMX

KIF5B

MTSS1

RPS9

GSTA4

NDUFA3

TANC2

PRKCDBP

PKIA

KCNG3;KCNA4

ATP6V0E2

PRKCE;PRKCH

GRIK1

TMEM126A

NPTX1

FAM98B

TPPP

KCND3

MAP1LC3B2;MAP1LC3B

WIPF2

LRRC8C;LRRC8E

RSL1D1

ETFDHMAP6

CLSTN1

ENC1

GPHN

VAT1L KNDC1
PTEN

RPS7

PRNP

AQP4

TLN2

SRGAP2C;SRGAP2 SRGAP2C;SRGAP2B;SRGAP2

SCG2

SYNPO

RAB33B

GAP43

EPHX4

QARS

CYCS

CALB2

SNTB1

C1QTNF4

NEGR1BPGM

CSDC2

GNB2

C2CD2L

GNG12

FIBP

CARNS1

HCFC1

THEMIS

CORO1B

RAB43;RAB35

RAB37

SNX32

MRGPRF

OXSR1

ARPP21

ADRBK1 HECTD4

TRMT112

MTX1

ADCY5

ABLIM3

GLRX

SYT12

SLC2A14;SLC2A3
SNCG

TLR9;TWF2

MOB1B

CHD2;CHD2

SCAI

EIF1AX

TOMM20

STAT5B;STAT5A

EIF1

RNF213

DPY19L1;DPY19L2SPTBN2

RBM4

NWD2

PRPF8
DDX23

PHLDA3

RALGAPA1

RPL4

CNTNAP2

MFSD4

TTC9B

BRSK2

SRP72

PCP2

PDZK1

GLMN

KLC2
CTBP2

ZDHHC14

CADM2

PPM1E

PCCA DCTN2

ARHGAP1

TP53I11

PHYHD1

BANF1

PTPN2

EIF3F

PCSK1

MCTP1;MCTP2

DPP10

DRAP1

NR2F1;NR2F2

RUVBL1

SFN

MSRA

BAIAP2

LRRN1

TUBB6IP6K1

CSTF3

TCP11L1

LRRTM4

RNPEP

RIMS2

GNG7

LMNB2

ACSF3BASP1

WSB2

LY6H

SEC24C

SCN4B

EPS8L2

CETN1;CETN2

TALDO1

RPS6KA3

TRIM72

KCNA2

PPFIA3

SLC25A22
C18orf32;RPL17 C18orf32;RPL17

RPLP2;RPLP1

ACAD9

SUMO4;SUMO2

KIAA0195

FLII

HNRNPA0

AP3S1

NDUFV2

PLECSLITRK1
NT5DC1

GLDC

SLC25A20

CA8

EPM2AIP1
KCTD12

COX5A

CPNE7

RCC2
DPM3CYC1

FARSA
HNRNPCL1;CH17 409J4.1;HNRNPCL2;HNRNPCL2;HNRNPC

PTPN11

GPC5

ZBTB18

MYADM

MROH1

AKAP5

NRXN1

PUF60

ZADH2

SEPT1;SEPT5

LYNX1

TH

RCC1

F2

PRKRA

KCTD4

EIF2S3L;EIF2S3PPA1

MAP6D1

SSR4
LRRC57

MAPK15

NPM1

PENK

HIST3H2A;HIST1H2AB;HIST1H2AC;HIST1H2AE

POLR2A

RAP2B

COPG1

BAI1

IBA57

SNRPE

RTKN2
IDH2

TDRKH

MRPL41

ARL6IP4
SHMT2SHMT2;SHMT1

AP1S2

CACNB4

NXPH3

EPHB3

PLCB1

NTM

RGS6

GRID1 CRIP2

PLCXD3

RBM10

RGS7

SLC25A18

EWSR1 CNOT10

CADM1

AP2A2;AP2A1

SLC8A1

PCP4

ABAT

CAMK1D

BEGAIN

C2CD4C

CTNNA3

SF3A3

GRIN2APSMG1

PCBP3

SETD3

TNFAIP8L3

TANGO2

HIST2H3D;HIST2H3C;HIST2H3A

ALYREF

OPCML

CMTM4

KCTD16

KCTD8TUBA8

NUDT14
SCN5A

PTP4A2

FAM120C

NIPSNAP1

PCDH9

HIST1H1B

MAP7D2

PLA2G6

KCND2

TOP1MT;TOP1
COPB2

CEND1 NELL2

SEPT9

RALYLHIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO

SEPT5

NDUFA12
OSBP2

APOO

H1FX

TCEAL2

PTRHD1

NDUFA6

ANKS1B

ARL15

METTL7A

GPRIN3

AHNAK2

P4HB

SYN3

KCNIP4

NAT8L

BCAP31

LRCH3

NDUFA13

KRT73;NEFH

MKL2;MKL1

GABRA5

GNG2

SEPT10

PDE2A

LRRC16B

BCR

MAPT

RTN4RL2

ESPN

CCK

NAP1L1

AKR1C1;AKR1C4

KIAA1598

SESTD1

FNBP1

DCC

MAGI2

LUZP2

ISG15

B3GALTL

TRPV2

GABRD

NHEJ1

SEMA4D

HIST1H1C;HIST1H1T

SHISA7

DNER

AGRN

TUBB4B;TUBB8;TUBB4A

SRSF10

FBLL1

SHISA6

TMEM201

KCTD21

RELN

H1F0

TMEM120A

ARID2

SF3B3

MAOA

FHIT

KAZN

HMGB1

SH2D5

SEMA4A

SRGAP3

TUBB

CPNE4

ELAVL3

LONP1

XRCC6

TSC22D2;TSC22D1

MYL6B

TCEAL3

SLC6A9

PLXNB2

MYO6

HDAC2

TECPR2

NF1

MVB12BADA

KIAA1211L

PDLIM7

SRGAP1

SLC39A10

AP2A1

ANXA4

WDR5B;WDR5

ANXA6

KIAA1671

SLC6A17

LRRC8B

SND1

PSMD12

TBC1D9B

SYNGAP1

UAP1L1

ADARB1

OGDHL

GSTK1

HNRNPAB

ATG7

SIPA1L1

RPE;RPEL1

S100A10

CFAP43

MCMBP

FAM49A

S100A6

RPL12

DNM3

DLGAP2

RPS4X

HIBCH

SVIP

HSD17B11
TUBB3;TUBB3

CACNA1E

QRICH1

FKBP1C;RP11 314N13.10;FKBP1A

DDX42 RPL23A

ASPH

ITSN2;ITSN1

NTRK1;NTRK2

ATL1CTNND1

DDX39B
DDX39B;DDX39A

NUDT16

RYR2STK39 TTC37

SLC9A6

MT CO2

ECI2

PPP1R14C

CDC42BPB

RPL10A

FAM169A
MT ND5

BRINP2

PNP

GK

GRM3

CHAMP1
HMGN2

OPA1

RYR3

CES1

GRK5
MT ND4

L1CAM

SOWAHA

INF2

HIST2H2AA4;HIST2H2AA4;HIST2H2AC

HIST2H2BF;HIST1H2BA;HIST1H2BC;HIST1H2BD;HIST1H2BE;HIST1H2BF;HIST1H2BG;HIST1H2BH;HIST1H2BI;HIST1H2BK;HIST1H2BL;HIST1H2BM;HIST1H2BN;H2BFS

HIST2H3PS2;H3F3B

TCEAL5

TCEAL6

RING1

AGPAT1

MRPL38

BTBD17

DXO
LSM2

ABHD16A

DDR1

GNL1

PPP1R11

GNB2L1
GABBR1

MRPL53

ATXN2

PNMAL2

LRRC10B

SARNP;RP11 762I7.5

GPR56

TECPR1

TMSB4X

EIF3CL;EIF3C

DPF3

RNPS1 RAB12

ANKRD28

XKR4
SACM1L

TSN

CRIP1;CRIP1

NRAS

GSTM2

ARL2;ARL2 SNX15

RBMXL1
VDAC1

TMX2;TMX2 CTNND1

NDUFS3

PPP1CB

PPP1CB;PPP1CA;PPP1CC

ZNF90;RPS16

TSPAN4

ARHGEF33

PHB2

GRID2IP

DDX3X

VPS16

TSTD1

ATAD3C;ATAD3A

PAM16;CORO7 PAM16;CORO7
LINGO3

PLXNA4

NPTXR

PPP2R2A

FXYD7

SLC12A8

CERS1

SMIM13

SETSIP;SET

ANKRD63

RPS18

MCTS1

UQCRHL;UQCRH
HNRNPUL2 BSCL2;HNRNPUL2

CKMT1B;CKMT1A

SHISA9

RBM14;RBM14 RBM4

NME1

TLR9;TLR9

PNMA2

MICAL3

KCTD7;RABGEF1

PALM2

JMJD7;JMJD7 PLA2G4BJMJD7;JMJD7 PLA2G4B;PLA2G4B

ZNF512

ACY1

RBM12

PCP4L1

ACTN3;ACTN4

RP11 514O12.4;RNASET2

YJEFN3

MSANTD3 TMEFF1;TMEFF1

PRKDC

LYN ATP6V1G2 DDX39B;ATP6V1G2

DPP3

BRK1

NDUFB8;NDUFB8

AC073610.5;ARF3

LSM14A

RP11 603J24.9;PA2G4

RP11 162P23.2;ALDH2

BLOC1S5 TXNDC5;TXNDC5

RP4 576H24.4;SIRPB1;SIRPG;SIRPA

XKR7

EPPK1

GTF2I
SRSF8;SRSF2

RBM8A
AD000671.6;U2AF1L4;U2AF1;U2AF1

IER3IP1;IER3IP1

AC024592.12;NDUFA11

CCDC177

AC104534.3;HNRNPL

AC002985.3;HOMER3

AC011530.4;DMWD

TSNAX DISC1;TSNAX

HSPE1 MOB4
HIST2H4A;HIST2H4B;HIST1H4A;HIST1H4B;HIST1H4C;HIST1H4D;HIST1H4E;HIST1H4F;HIST1H4H;HIST1H4I;HIST1H4J;HIST1H4K;HIST1H4L;HIST4H4

RP1 309K20.6;NFS1

GRIN2B

CTB 96E2.2;VTN

WDR92;PPP3R2
GATSL2

CBS;CBS

SYNRG

HIST1H3A;HIST1H3B;HIST1H3C;HIST1H3D;HIST1H3E;HIST1H3F;HIST1H3G;HIST1H3H;HIST1H3I;HIST1H3J

PRSS3P2;PRSS1

PIP4K2B

CH507 9B2.4

SRCIN1

MARCKS

NEFL

AC009133.22;QPRT

XXbac B562F10.12;KLHL22
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HECW1

PLXND1CD38

FKBP4

CAMKK1

SLC25A13

PRKAR2B

MYCBP2

PDK2

LAMP2

CACNG3

SPATA20

GGCT

ARHGAP44

GAS7

PAX6

BAIAP3

CAMK1G

MGST1

NFIXRPS20

RANBP9
NISCH

IDS;IDS

CLCN6

SLC6A7

KAL1

SYT7

ANLN

PPP5C;PPP5D1

CALCOCO1

EHD3

CAPN1

CCDC88C

ATP2C1
CNTN1

NCDN

NRXN3

CPS1

GABRA1

GLRX2

TOMM34

VIM

ANK1HMGB3

PNPLA6
SLC4A7

APBA2

TMSB10ADSS

TIMP2

CYP46A1

MRI1

TRIO

RTN4R

CDH10

RAB27B

AP2S1

CTNNA1

GPM6B

CTPS2

POLR2B
RRM2B

VAMP3;RP11 599B13.6;VAMP2

RCN1

DKK3

MCUR1

LIMA1

SLC4A8

HEBP2

MSMO1

LAMA3;LAMA5
ENTPD2

KCNH2

CYFIP2

PKP2

PPP1R12A

RASGRF1

CAMK2B

DGKG

CDK17

PSD

RIMBP2

BCAT1

LZTS1

GUCY1B3

ARSF

CS

SPHK2

RPL18

MTMR1

GPC1

TNPO3
CTSA

SUGP2

OAT

DGKA

MYLK

MAP2K4

YBX1

CTNNA2

SLC9A3

NGEF

EML1

THUMPD1

PFKP

PHKA1

CACNB1

PDK3
ACSL4

INPP5A

RASGRP2

PPP2R5B

SDK2

ATP1B3

NEDD4;NEDD4L

NUCB2

PTPN3

SPTB

SLC44A1

CLTCL1

GBA2ASNS

CHAT

PABPC1;PABPC3;PABPC1L

OSBPL3

ATP2B1

NCK2

RPS6KA2

DAZAP1

PRKACA

LPHN1

ACTN1

MARK2

STK10;SLK

MRVI1SDHA

ADAM11

IGF2BP2

PPP2R2C

SNCB

ATP2A3

MGLL
PTPLAD1

IPCEF1;CNKSR3

ENO1

ARHGEF10L
EIF4G3;CBFA2T2

RASAL2

MARK3

DLG1

PLXNA2

TPD52

ACACB;ACACA

CAMSAP3

RAP1GAP

CTTNBP2

ACTL6B

PAK3

DCX

SNRPA

ACTN2

FGFR1

AMPH

NEBL

PIK3C3
ADCY2;ADCY4

ADCYAP1R1

MYH7B

OSBPL6

SLC1A3

LXN
PAFAH1B3

SCGNEPB41L2

RIMS1

MOXD1

SLC4A4

DLGAP4

ARG2

CADPS2

EPB41L3
TRPM3;TRPM1

PDS5B
CYLD

RPS5
SMAP2

SSH1

EFR3B

PREPSLC25A24

CPNE3

EPS15

CHERP

EPDR1

FAT2

PPEF1

ACHE;CES4A

GNAO1

L2HGDH

GNAS

DOCK3

LZTS3

TESC

RBBP9

RPLP0

RPH3A

CHGB

ERP29

NOS1

NECAP1

ANKRD24

SLC9A1

STRN4

GLG1 PITPNM2

OSBPL8

NRCAM

SLC17A6

JPH4

TYRO3EZR

AGO1

XYLB

EPB41L4B

PSMD5CRAT

NANS

SEMA4G

SORBS1

CRTAC1

HSP90AB1

ITPR3

ACOT7

NRP1

MAST3

CIRBP

CEP170B

HCN2

PALM

ARVCF

SEC14L2;RP4 539M6.19;SEC14L3

ADRBK2

SEZ6L

LGALS1

EIF3L

PACSIN2

TOM1

MCM5

TTLL12

SYNGR1

MYH9EIF3D

PVALB

PHF5APMM1RBM23;RBM39

COCH

PYGL

DAAM1

CHGA

DHRS7

SRSF5
MTHFD1

RPS6KA5

ACIN1

ARHGAP5

CPNE6

PCK2

GMPR2

PYGB

ABHD12

NDRG3

CDS2

PDYN

PLCB4

PAK7

NOP56

SLC32A1
PPP1R16B

MAP1LC3A
LAMA1

WDR13
RBBP7

PGK1
SMS CD99L2EEA1

RP2

CDK16
MAGED2;TROSTK24

VWA8

DGKHCORO1A

CBLN1

ZNF423;ZNF521

CYB5B

NME3

SMPD3

NECAB2

COTL1

NOMO3;NOMO2

UBE2I

CRYM

SYT17

RASL12

FAH

HOMER2

TJP1
SCG3

CA2

CALB1

SFRP1
JPH1

EIF3E

NDRG1

NCALD

ANXA13;ANXA11

GSR

NEFM

ASAH1 NUCB1
ECH1

SF3A2

PPP6R1

OLFM2

FSD1

APLP1

HNRNPUL1

RPS19

ICAM5

ATP1A3

PTPRS

GRWD1

TMEM205
CAPS

BCAT2

MAST1

RPL18A

CRTC1MAG

AVL9

PON2 ITGB8

MTPN

MPP6

DFNA5

CHN2

ABHD11
STX1A

GARS

EPHB6

HSPB1

NPTX2

EIF3B
WASL

PPP1R17

AGFG2

ACTR3C;ACTR3B

BLVRA

LIMK1

SLC1A1
FSD1L

PRUNE2

CORO2A

OGN

ELAVL2

NCS1

RAPGEF1

SH3GL2

ABCA2

PDLIM1

ERLIN1

MAPK8
SFXN3

CPEB3

SORCS1

SMC3

SHOC2

RPL28

PPIF

TSPAN14

LGI1GIT1

RGS9

ENO3
MPP2

PRKAR1A

EFNB3

ALDOC

ELF2

INPP4B

GAB1

CPE

WFS1

AADAT

VWA5A

SIAE

NRXN2

HPX

TRIM3

PVRL1

KIAA1549L

SLC1A2

CARS

PITPNM1

AIP

PTPN5

COQ5
ASIC1

DAO

CAMKK2

LIN7A

PPM1H

MAGOHB

CDKN1B

RASAL1

COPS7A

GNB3

USP5TPI1
ENO2

LPCAT3

NT5DC3

CMAS
C2CD5

RIC8B

SRSF9

FGFR1OP2

TPD52L1

PHACTR1

WASF1

SMAP1

PDE10A

PTK7

DNPH1

TMEM30A;TMEM30B
SPARC

RASGRF2

GABRG2

CDH6

LMNB1

SUB1

PDE4D

CSNK1A1;CSNK1A1L

DBN1

CNTN3

KNG1

FAM162A

RBP1 BCHEPRKAR2A

RPL24

GBE1

UMPS

PLXNA1

ATP6V1A
PODXL2

CSPG5

PLSCR4

PEX5L
ADAM23

DGUOK
FAHD2A

TP53I3

GPD2

TANC1

SLC30A3

SNX17

PDE1A

GLS

EFHD1

COQ10B

CHMP3;RNF103 CHMP3

PPP1R7

HPCAL1

STRN

AAK1

TIA1;TIAL1

PCYOX1

ATP6V1B1;ATP6V1B2
EPHA4

FARSB

CHD5

CAPZA1

ARHGEF2

DNAJC6

WLS

TROVE2
SRSF11

CRYZ

KIF21B

EXOC8

TBCE

RIMS3

PADI2

UAP1

IGSF21

CDK18
SLC2A1

PRDX1
DR1

ABCD3

LPPR4

STMN1

NENF

PROX1

APOA1
RPS25

NRP2

TTR

LRMP

CNR1

AKAP7

CASQ2

PPL

DNAH7

GDA

CCDC92

TRIM67

TRIM32

BSPRY

HDHD3HSDL2

ACYP1

NPC2SLIRP

FAM98A CNRIP1

OGFRL1

GRIA2

MTHFD1L

ACAT2

PDZD11

KIAA1217

PLXDC2

CLU

PTK2B

PPP3CC

EPHX2LYPLA1
COPS5

GJB6

BAI2

FABP3

CSMD2

HPCA

SV2C

UBL3

RPL5

CBX3

WIPF3

NPY

FAM126A

CLTA

KIAA1549

CIT

NECAB1

ACOT9

PDE1B

TUBA1B

ACSL3
FAM210B

TTPAL

PREX1
SRSF6

GDAP1L1

RAB22A

IQSEC2

MCEE

ATP8A1

GRM4

NQO2

CPNE5

NRN1

DEK

LRRFIP1

AHNAK;NRIP1

GOT2

EFNB2

SEPT6

MBOAT7

SLC25A23
GRIA3

OPA3EML2

GPCPD1

TGM3

LAMP5

MCF2L

UBA2

PRDX5

ASL

DNAJC8KTN1

HSPA2

OMG

EPS15L1

FBXL16

GNG13

KDM4B

TUBA4A

LRFN1

PAICS

YWHAH

GNAZ

CDC42EP1

MPST

DOCK4

CCDC136

MYO1B

CHN1

ARPP19

COPB1

KCNC1

FXR2

RAB2B

RNASE1

ARHGEF6

CDH15

LPPR3
SYT5

GALNT8;KCNA6

APOE

APOC1

DPP6
KIF1A

COLGALT1

LSM7
ACTN4

ARPC1B

LSM4

SULT4A1 OLFM1

COL5A1

HIP1R
DNMT1

HABP4

UBA1

RGN

AKAP12

SYNE1

GGT7

GFAP

CHMP1A

CAP1

TRAF3

RFTN1

KIF3A;KIF6

MAP1B

PPP1R1B

KHDRBS3

LGALS3

DHX30

SLC6A11

TIMM10B;TIMM10BEFR3A

SCLY

PTPRE

RAP1GAP2

RPA1

SERPINF1

EEFSEC

DDC

DLG4

REEP2

WASF3

MYH10

DCLK1

TPT1
HSPBP1

MACROD1

PDZD2

IMPA1

RRAS2

CTIF

TSPAN2

GSTM5
SYT6

HMGCS2;HMGCS1

SORT1

PTGFRN

ANO3

NAV1

CABLES1

LRP4

DAGLA

ARHGAP32

OSTF1

NT5E

AGAP2

PKIB

RAB11FIP5

ABCB10

GLULSTX6

RGS8

DOCK10

ITM2C

CKAP4

PLXNC1

APPL2

VPS36
LRCH1

SUCLA2

LMO7

ITM2B

RAPGEF5

DGKB

EPRS

VPS45

BIN1

NIPSNAP3A
LRRC8A TXN

KIAA0368

TMOD1

DAB2IP

STXBP1

GABBR2

NCBP1

ALDH1B1;ALDH1A2

RPS6

KLC4;KLC3

GMPR

TUBB2A

NUMA1

PRCP

MRPL15

GGH

SDCBP

FDX1

FXYD6;FXYD6 FXYD2

UNC13CNDUFAF1

ITPKA

GCHFR

FNBP1L

GIPC2

SLC44A5

RTCA

HADHB
PREB

LRPPRC

EXOC6

MYPN

ABI2

SHF

HCN4

SEMA7A

PCDH10

PRKG2

RAP1GDS1

SEPT11

ANXA3

PPA2

PAPSS1

PPP3CA

RGS3

KIF21A

CPNE8

YARS2

VAMP1

PPFIA2

TPH2

SNRPF

TMEM132B

N4BP2L1;N4BP2L2;CNP

SMARCC2

MAP3K12

ESYT1

VPS37B

MBNL2

CBLN3

STON2

SORD

BNIP2

RLBP1

NTRK3SH3GL3 CPNE2KATNB1

GCSH

CDH13

RPL3L;RPL3

RPS2

PRPSAP2

SCRN2

CLTC;CLTCL1

GNAL

MINK1

TTYH2

FAM134C

PFKL

SIRT3

SLC6A3

CACNG8

IGLON5

EFHD2
PGD

RPL11

PTPRF

STRIP1

CELSR2

ATP1B1

ILDR2

MGST3

CRABP2

SETDB1
ANP32E

SELENBP1CERS2
TP53BP2

EPHX1

PPFIA4

PLEKHA6

SYT2

PDIA6
HNRNPLL

GALM

EML4

SNRNP200SFXN5

RALB

C1QL2;C1QL3;C1QL1

SCN1A

SLC4A10

KIAA1715

FAM171B

CPNE9

CNTN4

DYNC1LI1

NCEH1

STXBP5L

DGKQ

OCIAD2

CAMK2D

CISD2
SETD7

RPS3A PIK3R1

HAPLN1

CRHBP

ARHGAP26

GABRA6GABRB2

CPLX2

TENM2

PSD2

LRRTM2

SLC17A4;SLC17A1;SLC17A2;SLC17A7

TPBG

MTFR2

EGFR

SHROOM2

C7orf55 LUC7L2;LUC7L2

SH3KBP1

CASK

DIAPH2

PRPS1
FRMPD3

DOCK11

IGSF1

NSDHL

ERLIN2

RGS20

TACC1

PMP2;FABP4

LACTB2

RPL7

MTDH

ARHGAP39

SHC3;SHC4

AUH

RP11 35N6.1

ASTN2

SLC25A25;SLC25A23

LRSAM1
IDI2;IDI1

COMMD3;COMMD3 BMI1;BMI1;PCGF2

FAM171A1

RSU1

CAMK2G

GLUD1
HSD17B12

DGKZ

CELF1

TENM4

CAPN5

PAK1

RPS3

PLCH2

PLCB3TM7SF2

CNTN5

MPP7

CDH8

GPM6A

DLG2
MTMR12

DOCK1

ITPR1

GPR158

NGLY1

TMEM263

BTBD11

PLBD2

SLC2A13

MAGI1

AKAP6

ME3

NEK7;NEK6

PTPRO

MMAA

AKR1C2

DPYSL4

GABRA2

BAG3

TMEM163

HSPB8

GRID2

GUCY1A2

HOMER1
CAMK4

TRIM36

GRIA4

SPARCL1

GJA1

FARP1

HNRNPDL
UTRN

GRM1

RAB3C

JAKMIP1

ZIC1

CARHSP1

SCOC

FAM49B

ASAP1

CNKSR3;CNKSR2

SPHKAP

DDAH1

ANKFN1

DGKE

MSI2 THY1

UBASH3B

NRGN

TOMM70A

PITPNC1

PRKCA

ABCA5

UCHL1

TNIK

ENAH

PDLIM3

SORBS2

CXADR

NCAM2

PLCL2

RAB6B

EPHB1

ACSS1

CA10

FBXL18

CNTNAP5

PTPRN2

ATP6V1C1
TMEM55A

DBI

LARP1

GRIA1

PDIA4 KDM8

FMN2

ADCY8

MICU3

KIF5A

MCU

KCNMA1

ART3

PPP2R2B
EEF1A1

NPTN

VPS8

SST

KIT;CSF1R

CACNA2D3
FAM81A

TSPAN18

C2CD2

PALM2 AKAP2;AKAP2

ACAN

CABP1

PANK4

TPRG1L

CUL4BAHCYL2

PPP1R9A

DMTN

CDC42SE2

EPB41

SYNJ1

CLIC6

PTMS

CYB5R1

ALDH4A1

ACE;ACE

TPPP3

FAM131B

RGS12

ZYX

ARHGAP35

DIP2A

S100B

RDH13

ZER1
SIK3

S100A1

CHTOP

ADAR

ANO10
FDPS

UBQLN4LY6E

NAPEPLD

ACOX1

MPP3

SHANK1

PLCD3

ASRGL1

GNG3

ELAVL4

COA7

ZYG11B

PPAP2B

SNX7

NTNG1

CADM3
LRRTM1

DUSP19

VSNL1

ADCK3
LYSMD1

CCNYL1;CCNY

SLC15A2

ARPC2

HDAC11

CDS1

SYNPR

PRICKLE2;PRICKLE1;PRICKLE3

SLMAP

ABHD6

GYG1
PRKCD

PBRM1

LRPAP1

ABLIM2

AIMP1

SLC9B2;BDH2

CAMKV

GRM2

LSM6

EDIL3

HTR4

ENPP6

CARTPT

RICTOR
ACSL6

GRIK2FABP7

STXBP5

NEUROD6;NEUROD2

PGAM2

OXR1

ALDH7A1
PDP1

KIAA0196

TMEM65

DIRAS2

ABCA1

ALDH1A1

PCDH19

STRBP

SLITRK5

FAT3

LRFN5PGM2L1

RPL10L;RPL10

NGB

SLC18A2

STK32C

KIAA1462

NDRG2

NSMF
HSPA12A

CLMN

SLC6A5

HTRA1

JAM3

RAB8B

CKB

API5

PCBD1

CYB5R2

CRABP1

RPL27A

PRKCB

PRKCB;PRKCA

HDGFRP3

CENPV

LDHD

TERF2IP

CACNG2

STAT6

ELFN2

SCG5

MAP1A

MARSSGSM1

SNRPD1

SLC27A4

ISLR2

GPRC5B

KATNAL2

ACAA2

STIM1

PRRT2

IRGQ

CA4

RPL13

CACNB3

DHRS13

GPD1

TTYH1

HDGFRP2

NDUFA7;NDUFA7PRDX2

ECI1

SRRM2

RPSA;RPSAP58

ENTPD3

CTNNB1
RAB4AVASN

TTC39C

GNG4

FAM107A

DTYMK

TNXB

LGI3

PHYHIP

FEN1

CHRM1

AHCYL1

SNTB2

GFM1
STXBP6

GRM5

MAP2K1

RAB3B

RGS14

GPRIN1

KCNAB1

P2RY12

SCN9A

APLF

LUZP1

RAC3

LINGO1

SYAP1

MYRIP

ALCAM

YWHAG

GPR37L1

NIPA1

FABP6

USP47

KRT86;GFAP

KRT75;KRT5

RALGAPB

CDH2

DLGAP1

SYT9

RPS9

PKIA
KCNG3;KCNA4

GRIK1

NPTX1

PGAM1;PGAM4

KCND3

ETFDH

CLSTN1

ENC1

GPHN

VAT1L

KNDC1

RPS7

AQP4

SYNPO

RAB33B

GAP43

EPHX4

QARS

CALB2

SNTB1

C1QTNF4

BPGM

CSDC2

C2CD2L

FIBP

CARNS1

HCFC1

THEMIS

RAB43;RAB35

RAB37

SNX32

ARPP21

ADRBK1

ADCY5

ABLIM3

GLRX

SYT12

SLC2A14;SLC2A3

SNCG

TLR9;TWF2

SCAI

RNF213

DPY19L1;DPY19L2

SPTBN2

NWD2

TRMT10C PITPNA
ATP2A2

RPL4

CNTNAP2

LINGO2

MFSD4

SRP72

PCP2

RIN1

PDZK1

CTBP2

ZDHHC14

PPM1E

PCCA

TP53I11

PCSK1

MCTP1;MCTP2

DPP10

NR2F1;NR2F2

SFN

BAIAP2

UBE2O

TUBB6

TCP11L1

LRRTM4

RIMS2

GNG7

KBTBD11

ACSF3

BASP1

SCN4B

EPS8L2

RPS6KA3

KCNA2

PPFIA3

SLC25A22

RPLP2;RPLP1

SUMO4;SUMO2

KIAA0195

FLII

GLDC

SLC25A20

CA8

KCTD12

CPNE7

RCC2

DPM3

FARSA

GPC5

ZBTB18

MROH1

AKAP5

NRXN1

SEPT1;SEPT5

LYNX1

TH

F2

PRKRA

KCTD4

MAP6D1SSR4

MAPK15

PENK

HIST3H2A;HIST1H2AB;HIST1H2AC;HIST1H2AERAP2B

COPG1
IBA57

ADO
RTKN2

TDRKH

MRPL41

SHMT2

AP1S2

CACNB4

NXPH3

EPHB3

PLCB1

NTM

ANXA2

RGS6

CRIP2

PLCXD3

RGS7

SLC25A18
CADM1

AP2A2;AP2A1SLC8A1

PCP4

CAMK1D

BEGAIN
C2CD4C

PSMG1

PCBP3

TNFAIP8L3

TANGO2

HIST2H3D;HIST2H3C;HIST2H3A

OPCML

KCTD8

TUBA8

SCN5A

FAM120C

HIST1H1B

MAP7D2

KCND2

CEND1

NELL2

HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO

SEPT5

APOO

H1FX

ANKS1B

ARL15

METTL7A

GPRIN3

AHNAK2

SYN3

KCNIP4

LRCH3

KRT73;NEFH

MKL2;MKL1

GNG2

SEPT10

PDE2A

LRRC16B

BCR

MAPT

RTN4RL2

ESPN

CCK

NAP1L1

AKR1C1;AKR1C4

SESTD1

FNBP1

DCC

MAGI2

LUZP2

CHP1

ISG15
ERC2

TRPV2

SHISA7

DNER

PRKAR1B;PRKAR1A

SRSF10

FBLL1

SHISA6

KCTD21

RELN

TMEM120A
ARID2

MAOA

FHIT

SH2D5SEMA4A

SRGAP3
TUBB

CPNE4

ELAVL3

TSC22D2;TSC22D1MYL6B

TCEAL3SLC6A9

AFAP1;AFAP1L1

PLXNB2

MYO6

HDAC2RABL6

ADA

KIAA1211L

PDLIM7

SLC39A10

AP2A1
ANXA6

KIAA1671

SLC6A17

LRRC8B

PSMD12

TBC1D9B

SYNGAP1

ADARB1

SIPA1L1

S100A10

CFAP43
MCMBP

FAM49A

ADH5

ERO1L
S100A6

DNM3

DLGAP2

RPS4X

MB
TUBB3;TUBB3

CACNA1E

FKBP1C;RP11 314N13.10;FKBP1A

ASPH

ITSN2;ITSN1

SH3BGRL2
ANKRD35

CTNND1

NUDT16

RYR2

STK39

PPP1R14C

SMURF1

FAM169A

BRINP2

PNP

GK

GRM3

OPA1

RYR3
CES1

L1CAM

SOWAHA

INF2

HIST2H2AA4;HIST2H2AA4;HIST2H2AC

HIST2H3PS2;H3F3B

TCEAL6

MRPL38

BTBD17

VARS
GABBR1

ATXN2

PNMAL2

LRRC10B

SARNP;RP11 762I7.5
GPR56

EIF3CL;EIF3C

ITSN1

ANKRD28

XKR4

SACM1L

CRIP1;CRIP1
GSTM2

ARL2;ARL2 SNX15

RBMXL1
TMX2;TMX2 CTNND1

PPP1CB;PPP1CA;PPP1CC

ZNF90;RPS16

ARHGEF33

GRID2IP

TSTD1

PAM16;CORO7 PAM16;CORO7

LINGO3

PLXNA4

NPTXR

PPP2R2A

FXYD7

SLC12A8

CERS1

ANKRD63

RPS18

CKMT1B;CKMT1A

SHISA9NME1

PNMA2
MICAL3

ACY1

PCP4L1
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YJEFN3
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RP11 295K3.1;CTSD

ATP6V1G2 DDX39B;ATP6V1G2

DPP3
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EPPK1
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GCLC
ENPP4

HECW1

CD38

NDUFAB1

SLC25A13SLC25A5

CIAPIN1

PRKAR2B

RHBDD2

PDK2

LAMP2

CACNG3

VPS41

MARK4

CACNA2D2

BAIAP3

DNAJC11
CAMK1G

ADAM22

SPAG9 MGST1

RANBP9

UQCRC1

NISCHCLCN6

NME2;NME1 NME2

SLC6A7

SYT7

LARS2ANLN

CALCOCO1

EHD3

CCDC88C

BID ATP2C1

CNTN1

NCDN

PLEKHB1

CPS1

GABRA1

NDUFS1

TOMM34

AGPAT4

ANK1

NUP160

LRRC7

APBA2

TMSB10

TIMP2

CYP46A1

TRIO

RTN4R

CDH10

RAB27B

DCUN1D1

CTNNA1 CTPS2

TPRCP

RCN1

DKK3

MCUR1

HEBP2

MSMO1

NRIP2

LAMA3;LAMA5

ENTPD2

SYNE2

KCNH2

CUL1

RASGRF1

CAMK2B

ATP2B4

DGKG

CDK17
PSD

RIMBP2

BCAT1

LZTS1

GUCY1B3

ARSF

ELMO2

SPHK2

ISOC2

U2AF2

MTMR1

GPC1

TNPO3

CTSA
SUGP2

DGKA

NDUFB4

MYLK

MAP2K4

YBX1PPP2R5A

CTNNA2

DIP2B

NGEF

ISOC1

EML1

PFKP

PHKA1

TP53BP1
IARS2

ROGDI

PDK3

INPP5A

REEP1

RASGRP2

PPP2R5B

SDK2

NUCKS1
KCNAB2 ATP1B3

NUCB2

PTPN3

SPTB

SLC44A1

EXOC5GBA2

ASNS

CHAT

CAMK2A

OSBPL3

ATP2B1

NCK2

WDR1

LMCD1

PRKACA
LPHN1

ACTN1

TRHDE

TRNT1

STK10;SLK

ADAM11

IGF2BP2

PICALM
MRPS34
PPP2R2C

SNCB

MGLLBCS1L
ARHGEF10L

RASAL2 VPS9D1

MARK3
SLC25A3FSCN1

SART3

PLXNA2

ACACB;ACACA

NT5C2

GPC4

CAMSAP3

RAP1GAP

CTTNBP2

PAK3

SNRPA

ACTN2

FGFR1MAP2

AMPH

PIK3C3

ADCY2;ADCY4

TOLLIP

OSBPL6

LXN

TNS1

SCGN

EPB41L2

RIMS1

MOXD1

PCNP

CADPS2

XPO1

TRPM3;TRPM1

PDS5B

CYLD

SMAP2

SSH1

APLP2

EFR3B

PREP SLC25A24

AKR1B1

CPNE3

DDHD2

EPDR1

SEPHS1

FAT2

PPEF1

MTMR2

ACHE;CES4A

L2HGDH

GNAS

DOCK3

LZTS3

DYNLL1

TESC

RBBP9

RPH3A

CHGB

NOS1

STRN4
GLG1

PITPNM2

OSBPL8

NRCAM

RAPGEF4

SLC17A6

SCFD1

TYRO3

COMT

ECHDC1

XYLB

CBX5

EPB41L4B

SORBS1

CRTAC1

ITPR3

ACOT7NRP1

FAM21AMAST3STX1B
CIRBP ATP5D

NDUFB7

TECR

HCN2

ARVCF

BCL2L13
DDTL;DDT

ADRBK2

GGA1

SEZ6L

LGALS1

SEPT3

PPP6R2CYB5R3

MCM5

TTLL12

SYNGR1

SAMM50

PVALB

KCTD17

ACO2 SDR39U1

COCH

TRIM9

TIMM9

DAAM1
CHGA

ITPK1
DHRS7

MTHFD1

RPS6KA5

ACIN1 APEX1

ARHGAP5

CPNE6

PCK2

GMPR2
ABHD12

GID8
CDS2

SNPH

PDYN

PAK7

IDH3B

SNTA1

SLC32A1

PPP1R16B

MAP1LC3A

ACOT8
PRPS2

WDR13
CCDC22

SMSCDK16

RBM3
VWA8

DGKH

CORO1A

MAPK3

PHKB

CBLN1

CYB5B

NME3

SMPD3

HSDL1
NOMO3;NOMO2

CRYM

CPPED1HMOX2

XYLT1

CDIPT

SYT17

CORO2B

CSK

HOMER2

TJP1

SCG3

MYEF2

CALB1

SFRP1

NDRG1

NCALD

DCTN6GSR

SF3A2

NOVA2

TIMM44;ZNF792;ZNF419;AC003005.4;ZIK1;ZNF776;ZNF552
OLFM2

SLC1A6

NUMBL

FSD1

HNRNPUL1

ETFB

ATP1A3
PTPRS

TMEM205
CAPS

LPPR2

BCAT2

MAST1

PRPF31

GAPDHS MAG

PON2ITGB8

MPP6

DFNA5
OGDH

SSBP1
HIBADH

ABHD11

STX1A

EPHB6

HSPB1

NPTX2

PTCD1;ATP5J2 PTCD1;ATP5J2
PTPRZ1

PPP1R17

IMPDH1
AGFG2

LSM5

RPA3ACTR3C;ACTR3B

BLVRA

LIMK1

FSD1L
PRUNE2

CORO2A

OGN

TBC1D13

ELAVL2

NCS1

EDF1

RAPGEF1

NPDC1

SH3GL2

ABCA2

MAPK8

PLEKHA1

SFXN3
CPEB3

SORCS1

SMC3

SHOC2

CCDC6

CUL2

LGI1

RGS9

CBX1 SLC25A11
C1QBP

CPD

DDX5
LRRC59

MPP2
PRKAR1AEFNB3

TMEM33
ELF2

INPP4B

GAB1
WFS1

DHX15 MTCH2

SIAE

EHD1

NRXN2

CHORDC1

ARHGEF17

RNF141

PVRL1

KIAA1549L

PDHX
SLC1A2

PITPNM1

AIP
NDUFS8

PTPN5

COQ5

CORO1C

ASIC1

CAMKK2ATP5B

LIN7A

CDKN1B

RASAL1

CPSF6

GNB3

TPI1ENO2
LPCAT3

NT5DC3

CMAS

RIC8B

TPD52L1

SOD2

PHACTR1

RAB23

WASF1

SMAP1

CUTA

PDE10A

NNT

SPARC

FAF2

RASGRF2

CDH6

LMNB1
PDE4D

RAD50
NUP155

DPYSL3

ERGIC1

CNTN3

KNG1 FAM162A
PCCB

ARMC8

RBP1

PDCD10

PRKAR2A

USP4

GNB4

GBE1UMPS

PLXNA1

ATP6V1A
PODXL2

CSPG5

PLSCR4

COMMD2

PEX5L

ABHD14B
EIF1B

ADAM23

ACTR1B

GPD2

SLC30A3

SNX17

PDE1A

NDUFS7

CCDC88A MRPL19

EFEMP1

GLS

COQ10B

CHMP3;RNF103 CHMP3

FHL2

PPP1R7

HPCAL1

STRN

SLC25A12

PLCL1

SLC1A4

COX7A2L

AAK1

ATP6V1B1;ATP6V1B2

SPR

CHD5

ATP5F1

DLGAP3
ARHGEF2AMPD1;AMPD3

CRYZ

KIF21B

RRAGC;RP5 864K19.7

TBCE

HPCAL4 RIMS3

AKT3;AKT2

UAP1

IGSF21

CDK18 SLC2A1

ABCD3

LPPR4

STMN1

NENF

MARC2

OSBPL9

STK11

APOA1

SLC8A2

NRP2

TTR

LRMP

AKAP7

PPL

UCHL3

PCDH17

GDA

CCDC92TRIM32

BSPRY

NDUFA8
HDHD3

ACYP1

NPC2DLST SLIRPATL2

LGALSL

CNRIP1

OGFRL1

IDE

CNNM1

GOT1

MTHFD1L
PCMT1

ACAT2

PDZD11

KIAA1217

HSPH1
ETF1

CLU

EPHX2

LYPLA1

AKAP1

TBC1D15

BAI2

FABP3

KHDRBS1
CSMD2

HPCA

SV2C

FAM213A

WIPF3

NPY

FAM126A

SMU1

KIAA1045

KIAA1549

CISD1

CIT
CCDC91

NECAB1

OPTN

PDE1B

TUBA1B

ATPAF1

FAM210B

TTPAL

SRSF6

GDAP1L1

RAB22A

PEPD

GRM4

PACSIN1

BTN2A2;BTN2A1

HIST1H1D

NQO2

CPNE5

NRN1

DEK

LRRFIP1AHNAK;NRIP1

GOT2

EFNB2
SEPT6

NDUFA1GGA3;GGA1

MBOAT7

SLC25A23

GRIA3

SNRPD2EML2

GPCPD1

TGM3

CD93;PCSK1N
PCSK2

LAMP5

ITPA

RALY

UBA2

COX6B1
PRDX5

ASL

PRKCG

TRAP1

DNAJC8

KTN1
OMG

TIMM8A

FBXL16

GNG13

TUBA4A

LRFN1

PAICS

YWHAH

GNAZ

MPST
DOCK4

CCDC136

NDUFA5
MYO1B

CHN1MYO5C;MYO5A

IVD

ARPP19

COPB1

KCNC1

SLC44A2
RAB2B

RNASE1

REEP5

LPPR3

SYT5

GALNT8;KCNA6

ECSIT
THEM6

APOC1

DPP6

NCAN

NDUFA10
ARPC1B

SULT4A1

OLFM1

OSBPL2

ADRM1
HIP1R DNMT1

MPP1
HABP4

RGN
GGT7

GFAP

COX4I1

CHMP1A

TRAF3

CAPN7

RFTN1

ZFYVE20

KIF3A;KIF6

ACLY
NDUFA2

MAP1B

PPP1R1B

KHDRBS3

PRKAB2

PDHA1
SNRPA1 ACTR10

LGALS3
SLC6A11

TIMM10B;TIMM10B

EFR3A

IMMT
SCLYPRKAA1

RAP1GAP2

RPA1

SERPINF1

EEFSEC

COQ3

DDC

FLOT2

ALDH3B2;ALDH3A2MPRIP

SRRM1

HSPBP1

MACROD1

PDZD2

AGAP3

UNC79EIF2S1

MRPS36

CAMK1

TSPAN2

GSTM5

SYT6

HMGCS2;HMGCS1

SORT1 PTGFRN

ANO3

CABLES1

LRP4

YARS

DAGLAARHGAP32

APC;CTC 554D6.1

OSTF1
BAI3

NT5E

PKIB

RAB11FIP5

ABCB10

RGS8

CKAP4PLXNC1

SUCLA2

LMO7

DGKB

NDUFB5

MRPL47VPS45

NIPSNAP3ALRRC8A

KIAA0368
TMOD1

DAB2IP

STXBP1

GABBR2

ANP32B

ALDH1B1;ALDH1A2

SLC22A23

TUBB2A

SDCBP

SORL1

FXYD6;FXYD6 FXYD2

UNC13C

ITPKAUACA
FNBP1L

SLC44A5

RTCA

PPM1B
PNPT1

LRPPRC

STAMBPL1

ARL3

MYPN

HECW2

HCN4

SEMA7A

PCDH10

PRKG2

TRPC3;TRPC7

NUP54

ANXA3

PAPSS1

SEC24B

PPP3CA

FBN2;FBN1

YARS2NDUFA9;RP11 234B24.6

VAMP1

TPH2

SNRPF

GIT2
N4BP2L1;N4BP2L2;CNP

VPS37B

CBLN3

NOVA1

STON2

BNIP2ETFA

ULK3

RLBP1

NTRK3
UQCRC2

CPNE2

KATNB1

CDH11

CDH13

RHOT2
NDUFB10

PRPSAP2
PTRH2

AFG3L2

GNAL

OSBPL1A

ARRB2

TTYH2

TBCD SLC6A3

CACNG8

EVI5L

IGLON5

EFHD2

SH3BGRL3PRKACB

PTPRF

STRIP1

ALDH9A1;ART4

MPC2

ILDR2

MGST3 UFC1

CRABP2

SNX27;CYTIP

TP53BP2LYST
ARF1;RP11 302B13.5;ARF3

PPFIA4

PLEKHA6

SYT2

RHOB

GALM

EML4 CALM2;CALM1;CALM3;TNNC2

SNRNP200

RALB;RALA

C1QL2;C1QL3;C1QL1

CPNE9

RAB5A
DYNC1LI1

UBA3
ATG3

NCEH1

STXBP5L

ECE2

DGKQ

OCIAD2

CAMK2D

CISD2

NDUFS6

PIK3R1

CRHBP

RASA1

PAM

ARHGAP26

DDX46

GABRA6

TENM2 GFOD1

PSD2

SLC17A4;SLC17A1;SLC17A2;SLC17A7

MUT

TPBG

CLVS2ABRACL

MTFR2

TIAM2EGFR

MDH2
SHROOM2

C7orf55 LUC7L2;LUC7L2

DIAPH2

FRMPD3

DOCK11

IGSF1

NSDHL

RGS20

TACC1

LACTB2
MTDH

NDUFB9

ARHGAP39

RP11 35N6.1

SNX30

SURF4
PTGES2

SLC25A25;SLC25A23

LRSAM1IDI2;IDI1

FAM171A1

SLC39A12

HERC4

CAMK2G

HSD17B12

DGKZ

CELF1

TENM4

CAPN5

PAK1

LAMTOR1
CPSF7

PLCB3

DOC2A

CNTN5

CDH8

HNMT

GPM6A

MTMR12

DLAT

PIP4K2A

ITPR1

GPR158

CACNA2D4

BTBD11

UBE3B

PLBD2

SLC2A13

MAGI1

AKAP6

KCTD14;NDUFC2 KCTD14;NDUFC2

ME3

QDPR

MMAA

AKR1C2

DPYSL4

SLC25A4

GABRA2

SACS
AP1S3;AP1S1

TMEM163

RIT2

ATP5A1

GUCY1A2

CAMK4

TRIM36

GRIA4

SPARCL1

GJA1
FARP1

HNRNPDL

GRM1
PTPRK

JAKMIP1 CARHSP1 CAST

SCOC

SLC25A27

FAM49B

ASAP1

SPHKAP

DGKE
MSI2

AK5

UBASH3B

NRGN

TOMM70A

PITPNC1

UCHL1

TNIK

ENAH

BUB3

SORBS2

NCAM2

MRPL39

PLCL2

RAB6B

EPHB1

ACSS1

CA10

APOOLFBXL18

ATP6V1C1

MMS19

GOLGA7BDBI
GRIA1

NUP205
TTN

PDIA4

KDM8

SLC24A2

ADCY8

RASA2

MICU3

KIF5A
MCUKCNMA1TIAM1

UQCRB

SUPV3L1

EEF1A1
AIFM1

VPS8

SST

EXOG

ATP2B2

SLC6A1

SYN2

KIT;CSF1R

HYDIN

CACNA2D3

FAM81A
TSPAN18

CABP1

FAM213B

PANK4

AGAP1;AC244230.1;AGAP5

CUL4BKCNB1

PPP1R9A

NDUFS2

EPB41

CLIC6

HLCS

CYB5R1

UBR1

NAE1

ACE;ACE

CHCHD6
ARHGAP35

KALRN

PDXK

DIP2AS100B

RDH13
ZER1 SPTBN4

SIK3

SAFB

UBQLN4

SQSTM1

BDH1

COX7A1
FDXR

ACOX1PRPSAP1

MPP3

SHANK1

PLCD3
TBC1D24;RP11 20I23.1

GNG3

ELAVL4

AK4

RBBP4;RBBP7

SNX7 NTNG1
BRINP3

CADM3

PEA15

LRRTM1

VSNL1

ADCK3
LYSMD1

GNPDA2

ATP1A1
HDAC11

SERPINI1

SUCLG1

SYNPR

PRICKLE2;PRICKLE1;PRICKLE3

GMPS

SLMAP

APBB2;APBB1

PRRT3

RPN1
PRKCD

LRPAP1

ABLIM2

H2AFZ;H2AFV
APEH

GRM2

HMGB2

GUCY1A3

LSM6

NDUFS4

HTR4

ENPP6

CASP3

CARTPT

UBLCP1
ACSL6

UQCRQ

GRIK2

FABP7

SFXN1

STXBP5

HCN1

NEUROD6;NEUROD2

CTSB

ADCY1

OXR1

COX6C

PDP1

KIAA0196

TMEM65

DIRAS2

ABCA1

ALDH1A1

PCDH19

NDUFB6
STOML2

FAT3

LRFN5

PGM2L1

ARF6

NGB

ATP5C1VDAC2

SLC18A2

PRDX3

HPRT1

KIAA1462

NSMF

CLMN

RAB8B

CKB

API5
COPS2

SCN3B

CYB5A

CYB5R2

CRABP1

PRKCB

PRKCB;PRKCA

HDGFRP3 CACNG2

STAT6

ELFN2

SGSM1

PHB

SLC27A4

ISLR2
GPRC5B KATNAL2

HDHD2
ATP5LSTIM1

CA4

CACNB3

GPD1
ATCAY

NDUFA7;NDUFA7
NDUFV1

HID1 ATP5HECI1
SRRM2

ENTPD3

TTC39C

GNG4

PDHB

HIST1H1E

TNXB

LGI3

GFRA2

DYNLRB2;DYNLRB1
NDUFS5GFM1LETM1

GRM5

CPLX1

ATP5IUQCRFS1MECP2
SLC25A6;SLC25A6

RAB3B

RGS14

GPRIN1

KCNAB1

PGM2P2RY12

SCN9A

APLF

RAC3
LINGO1

PCDH7

MYRIP

YWHAG

GPR37L1NIPA1

FABP6

USP47

KRT86;GFAP

RALGAPB

CDH2

DLGAP1

GSTA4

NDUFA3
TANC2

PKIA

CCBL1

KCNG3;KCNA4

TMEM126A

NPTX1

PGAM1;PGAM4

KCND3

MAP1LC3B2;MAP1LC3B

ETFDH

ENC1

VAT1L

KNDC1

PTEN

GAP43

EPHX4

CYCS

CALB2

SNTB1

C1QTNF4

NEGR1

BPGM

CARNS1

THEMIS

RAB37

ARPP21

ADRBK1

HECTD4

MTX1

ADCY5

GLRX

SYT12

SLC2A14;SLC2A3

SNCG

TLR9;TWF2

FKBP2

MOB1B

NUDT4

PC

EIF1AX
RNF213

DPY19L1;DPY19L2

NWD2

TRMT10C
PRPF8DDX23

RALGAPA1

ATP2A2

CNTNAP2

LINGO2

MFSD4

TTC9B

HRAS;KRAS

PCP2

GLMN

KLC2CADM2

PPM1E

PCCA

TP53I11

PHYHD1

EIF3F

ARL10

PCSK1

MCTP1;MCTP2

DPP10

NR2F1;NR2F2

SFN

MSRA

LRRN1

TUBB6

TCP11L1LRRTM4

GNG7

ACSF3

BASP1
LY6H

SCN4B

CETN1;CETN2

RPS6KA3

TRIM72

KCNA2

PPFIA3SLC25A22

ACAD9
SUMO4;SUMO2

FLII

HNRNPA0

NDUFV2

SLITRK1

NT5DC1

GLDC

SLC25A20

EPM2AIP1
COX5A

CPNE7

TUFMDPM3

CYC1

FARSA

PTPN11

ZBTB18

MYADM MROH1

AKAP5

NRXN1

ZADH2

SEPT1;SEPT5

LYNX1

TH

F2

PRKRA

KCTD4

MAP6D1

LRRC57

MAPK15

PENK

RAP2B

IBA57 ADO
SNRPE

RTKN2

IDH2
MRPL41

SHMT2

MOB2

CACNB4

NXPH3

EPHB3

PLCB1

RGS6

PLCXD3

RGS7

SLC25A18
SLC8A1

PCP4

ABAT

CAMK1D

C2CD4C

CTNNA3

GRIN2A

PSMG1

SETD3

TNFAIP8L3

TANGO2

HIST2H3D;HIST2H3C;HIST2H3A

OPCML

KCTD16

KCTD8

TUBA8

NUDT14

SCN5A

PTP4A2 UQCR10
FAM120CNIPSNAP1

HIST1H1B

MAP7D2

CEND1

NELL2

SEPT9

HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO

SEPT5

NDUFA12

OSBP2

APOO

NDUFA6

ANKS1B

ARL15

GPRIN3

AHNAK2

LRCH3
NDUFA13

KRT73;NEFH

GNG2

LRRC16B

BCR

KRT14;KRT17

RTN4RL2

CCK

NAP1L1

AKR1C1;AKR1C4

DCC

MAGI2

LUZP2

CHP1

ISG15

ERC2

B3GALTL

TRPV2

GABRD

HIST1H1C;HIST1H1T

PRKAR1B;PRKAR1A

SRSF10

SHISA6

NDUFA4ARID2 FHIT
KAZN

SH2D5

SEMA4A

SRGAP3 TUBB

NIF3L1

CPNE4

NTNG2

ELAVL3

LONP1SLC6A9

PLXNB2

HDAC2
RABL6

TECPR2

ADA
KIAA1211L

PDLIM7
SRGAP1

SLC39A10

ANXA4
ANXA6

SLC6A17

PGAP1 LRRC8B

TBC1D9B

DDI2

OGDHL

GSTK1
SIPA1L1

ERO1L

S100A6

RPL12
DLGAP2

SIRPA

HIBCH

TUBB3;TUBB3

CACNA1E

FKBP1C;RP11 314N13.10;FKBP1A

CTNND1

DDX39B
RYR2

STK39

SLC9A6

MT CO2

ECI2

PPP1R14C

CDC42BPBFAM169A

MT ND5

BRINP2

GK

GRM3

OPA1

RYR3

CES1

GRK5

MT ND4

GPRASP1

SOWAHA

INF2

HIST2H2AA4;HIST2H2AA4;HIST2H2AC

TCEAL5

TCEAL6

MRPL38

LSM2

ABHD16A
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GCLC

ENPP4

ALS2

CD38

RECQL

HSPB6

SLC25A13SLC25A5 PDK2

ABCC8CACNG3

SPATA20

ARHGAP44

MARK4

GAS7

CACNA2D2

BAIAP3

RANBP9

ZNF207 UQCRC1

NISCH
IDS;IDS

CLCN6

SLC6A7

SYT7

LARS2

ANLN

CALCOCO1

EHD3

CCDC88C

CNTN1

NCDN

NRXN3

CPS1

GABRA1

NDUFS1

TOMM34

SLC4A7

APBA2

TMSB10

TIMP2

CYP46A1

TRIO

CLEC16A

RTN4R

CDH10

RAB27B

MED17

CTNNA1

CTPS2

TPR

CP

RRM2B

RCN1

MCUR1
SLC4A8

MSMO1

ENTPD2

PTPRN

SYNE2

KCNH2

PKP2
RASGRF1 ATP2B4

DGKG

CDK17

CCAR1

RIMBP2

BCAT1

LZTS1

GUCY1B3

MON2

ARSF

SPHK2

GPC1

SNX24;SNX22
DGKA

NDUFB4

MAP2K4

ME1PPP2R5A

CTNNA2

DIP2B

NGEF

EML1PHKA1

TP53BP1

IARS2

PDK3

ACSL4

INPP5A

RASGRP2

SDK2

KCNAB2

KIAA1107

NEDD4;NEDD4L

GNB5

NUCB2

PFN2

PTPN3

SPTB

ASNS

CHAT

CAMK2A

OSBPL3

ATP2B1

NCK2
WDR1

RPS6KA2

LMCD1

DAZAP1

PRKACA

ACTN1

SMC1A

TRHDE

STK10;SLK

MRVI1

ADAM11

IGF2BP2

PPP2R2C

SNCB

MGLL

IPCEF1;CNKSR3

ARHGEF10L

DLG1

SART3

PLXNA2

TPD52

MCAM

GPC4
CAMSAP3

RAP1GAP

CTTNBP2

PAK3

DCX

ACTN2

FGFR1MAP2

AMPH

ADCY2;ADCY4

ADCYAP1R1
MYH7B

TOLLIP

OSBPL6

LXN

TNS1

SCGN

EPB41L2

RIMS1
MOXD1

SLC4A4

CADPS2

TRPM3;TRPM1

PDS5B

CYLD

ZMPSTE24

SSH1

SLC25A24CPNE3

EPS15

EPDR1

FAT2

PPEF1

ACHE;CES4A

SRRT

L2HGDH

GNAS

LZTS3

DYNLL1

TESC

RPH3A

CHGB

NOS1

NECAP1

SLC9A1

GLG1

OSBPL8

NRCAM

RAPGEF4

SLC17A6

TYRO3

AGO1

EPB41L4B

NANS

SORBS1

CRTAC1

ITPR3

NRP1

H2AFY2

MAST3
CIRBP

ATP5D NDUFB7

HCN2

ARVCF

SF3A1

ADRBK2

GGA1

SEZ6L

EIF3L

SEPT3

PACSIN2

MCM5

SYNGR1

SAMM50EIF3D

PVALB

KCTD17

SDR39U1RBM23;RBM39

COCH

PYGL

TRIM9

TIMM9

DAAM1
CHGA

SRSF5

RPS6KA5

ACIN1

ARHGAP5

CPNE6

PYGB

ABHD12
GID8

SNPH

PDYN

SAMHD1

NOP56

SLC32A1

PPP1R16B

MAP1LC3A
APMAP

CD99L2

CDK16

RBM3

VWA8

DGKH

CBLN1

NME3
SMPD3

NECAB2

HSDL1

COTL1

TSC2

UBE2I

CRYM

XYLT1

CDIPT

SYT17

CORO2B

HOMER2

DMXL2SCG3

MYEF2

CALB1

NCALD

TSTA3

DCTN6

NEFM

SNRNP70

CLPTM1OLFM2

NUMBL
FSD1ICAM5

ATP1A3

PTPRS

CAPS

LPPR2

MAST1

MAG

MPP6

DFNA5

OGDH

HIBADH

STX1A

EPHB6

NPTX2

EIF3B

WASL
PPP1R17

LIMK1

FSD1LPRUNE2
OGN

ELAVL2 NCS1

PIP5K1B;PIP5K1C

RAPGEF1

NPDC1

SH3GL2

MAPK8

PLEKHA1
MICU1

SFXN3CPEB3

SORCS1

SMC3

SHOC2TSPAN14

LGI1

RGS9

MPP2
EFTUD2PRKAR1A

RAPGEF2
NRXN2

ARHGEF17

PVRL1

KIAA1549LPDHX

SLC1A2

PITPNM1

NDUFS8

PTPN5

COQ5

CORO1C

ASIC1

DAO

CAMKK2

LIN7A
RASAL1

GNB3

LPCAT3

NT5DC3

CMAS

RIC8B

FGFR1OP2

TPD52L1

SRSF3

PHACTR1

CAP2

RAB23

ACOT13

SMAP1

CUTA

PDE10A

PTK7

NNT

SPARC

RASGRF2

GABRG2

CDH6

LMNB1

CNTN3

FAM162A

ARMC8

PRKAR2A

USP4

GBE1

UMPS

PLXNA1

ATP6V1APODXL2

CSPG5

PLSCR4

COMMD2

PEX5L

EIF1B

ADAM23

TTL

SLC30A3

SNX17

PDE1A

NDUFS7
CCDC88A MRPL19

EFEMP1

GLSCOQ10B

FHL2

HDLBP

PPP1R7

HPCAL1

STRN

PRKD3;STK36;CDKL5

SLC25A12

SLC1A4

AAK1

TIA1;TIAL1

ATP6V1B1;ATP6V1B2

SPR

EPHA4

CHD5

CHD5;CHD4

ATP5F1

DLGAP3
ARHGEF2 AMPD1;AMPD3

SRSF11

CRYZ

KIF21B

EXOC8
TBCE

HPCAL4

AKT3;AKT2

UAP1

IGSF21

CDK18SLC2A1

ABCD3

LPPR4

STMN1

NENF

PROX1

RPA2

APOA1

SLC8A2NRP2

TTR

LRMP

AKAP7

PPL

PCDH17

GDA

CCDC92

BSPRY

NDUFA8
HDHD3

YLPM1

ACYP1

NPC2

DLST SLIRP

ATL2

FAM98A

CNRIP1

OGFRL1

CNNM1

ACAT2

PDZD11

KIAA1217

PLXDC2
UFM1

PTK2B

LYPLA1

AKAP1

BAI2

FABP3

HPCA

GPSM2;GPSM1

SV2C

CBX3WIPF3

NPY

FAM126A
KIAA1045

KIAA1549

CISD1

CIT

NECAB1

WWP1;ITCH

PDE1B

TUBA1B

ATPAF1

AGO2

TTPAL

PREX1

GDAP1L1

IQSEC2

GRM4

PACSIN1
NQO2

CPNE5

NRN1

DEK

LRRFIP1

AHNAK;NRIP1
EFNB2

SEPT6

MBOAT7

SLC25A23

GRIA3

EML2

GPCPD1

TGM3

LAMP5

RALY COX6B1
ASL

PRKCG

FBXL16

GNG13

KDM4B

TUBA4A
LRFN1

PAICS

YWHAH

GNAZ

MPST

SPECC1

VGF

CCDC136

NDUFA5

MYO1B

SNRPN;SNRPB

ARPP19

KCNC1

RAB2BRNASE1

ARHGEF6

CDH15

GALNT8;KCNA6

ECSIT THEM6

APOE

APOC1

NCAN

KIF1A

ACTN4

NDUFA10
LSM4

SULT4A1

OLFM1

ADRM1TRIM28
PLXNA3

HABP4

RGN

AKAP12

GGT7

GFAP

COX4I1

CHMP1A

CAP1

TRAF3

CAPN7

RFTN1

KCNC3KIF3A;KIF6

ACLY

NDUFA2

MAP1B

PPP1R1B

KHDRBS3

PDHA1

LGALS3

DHX30
TIMM10B;TIMM10B

EFR3A

SCLY

PTPRE

RAP1GAP2

RPA1

SERPINF1

COQ3

DDC

DCLK1

HSPBP1

MACROD1

PDZD2

AGAP3

SWAP70
MRPS36

CHL1

TSPAN2

GSTM5

SYT6

HMGCS2;HMGCS1

SORT1

PTGFRN

ANO3

NAV1

CABLES1

LRP4

DAGLA

ARHGAP32

APC;CTC 554D6.1

OSTF1

TAOK3;TAOK1

FBXO21

BAI3

NT5E

PKIB

ABCB10

GLUL

STX6

RGS8

DOCK10

CKAP4

PLXNC1 VPS36

LMO7

DGKB

NDUFB5

MRPL47
ABI1

NIPSNAP3A

KIAA0368

TMOD1 DAB2IP

STXBP1

ATP6V1G1

GABBR2

ALDH1B1;ALDH1A2

GMPR

SLC22A23

TUBB2A

TPMT

NUMA1

PRCP

SDCBP

SORL1

FXYD6;FXYD6 FXYD2
UNC13C

ITPKA

UACA

FNBP1L

SLC44A5

PPM1B

STAMBPL1

MYPN

HECW2

SEMA7A

PCDH10

PRKG2

TRPC3;TRPC7

SEPT11

ANXA3PPP3CA

FBN2;FBN1

CPNE8

YARS2
NDUFA9;RP11 234B24.6

VAMP1PPFIA2

TPH2

SNRPF

SMARCC2

VPS37B

NOVA1

STON2
BNIP2

DNAJA4

TPM1

ULK3

RLBP1

NTRK3
UQCRC2

CPNE2

CDH11

CDH13

NDUFB10

KSR1

GNAL

ARRB2

EIF4A3 SLC6A3

CACNG8

IGLON5

EFHD2

SH3BGRL3
PTPRF

STRIP1

ATP1B1

MPC2

ILDR2

MGST3

UFC1

CRABP2

ANP32E

TP53BP2
KCNN3

LYST

ARF1;RP11 302B13.5;ARF3
EPHX1

PPFIA4

PLEKHA6

SYT2

PDIA6

HNRNPLL

GALM

SNRNP200

C1QL2;C1QL3;C1QL1

SCN1A

SLC4A10

CPNE9

CNTN4EIF2A
NCEH1

STXBP5L

ECE2

CAMK2D

CISD2
SETD7

NDUFS6HAPLN1

CRHBP

RASA1

PAM

ARHGAP26

DDX46

GABRB2
CPLX2

TENM2GFOD1

PSD2

SLC17A4;SLC17A1;SLC17A2;SLC17A7

MUT

TPBG

CLVS2ABRACL

MTFR2

EGFR

SLC16A2

DIAPH2

FRMPD3

DOCK11

IGSF1

NSDHL

RGS20

TACC1MTDH

ARHGAP39 NFIB

RP11 35N6.1

PTGES2

SLC25A25;SLC25A23

IDI2;IDI1

COMMD3;COMMD3 BMI1;BMI1;PCGF2

FAM171A1

SLC39A12

HERC4

CAMK2GDGKZ

SSRP1 ARFGAP2

CELF1

TENM4

CAPN5

PAK1

PLCH2

CPSF7

PLCB3

DOC2A
CNTN5

MPP7

CDH8

HNMT DLG2

MTMR12

DOCK1

DLAT

ITPR1

GPR158CACNA2D4

NGLY1

TMEM263 UBE3B
PLBD2

SLC2A13

KCTD14;NDUFC2 KCTD14;NDUFC2

ME3

NUBPL

NEK7;NEK6

PTPRO

MMAA

AP1S3;AP1S1

TMEM163

GRID2

ATP5A1

GUCY1A2CAMK4

TRIM36

GRIA4

FARP1

UTRN

GRM1

PTPRK

RAB3C

JAKMIP1
CARHSP1

CAST

SLC25A27

FAM49B

CNKSR3;CNKSR2

SPHKAP

DGKE
MSI2

CACNA2D1

AK5

CHST9

THY1

NRGN

TOMM70A

PITPNC1

PRKCA

UCHL1

TNIK

ENAH

FAM69A
PDLIM3

SORBS2

NCAM2

PLCL2

RAB6B

EPHB1

CA10

APOOL

CNTNAP5

PTPRN2

ATP6V1C1

GOLGA7B

DBI

GRIA1

NUP205

TTN

SLC24A2

ADCY8

MICU3

ADK

KCNMA1TIAM1

UQCRB

EEF1A1

NPTN

VPS8
SST

ATP2B2

SYN2

KIT;CSF1R

CACNA2D3

FAM81A

TSPAN18

PALM2 AKAP2;AKAP2

ACAN

CABP1

FAM213B

AGAP1;AC244230.1;AGAP5

PPP1R9A

NDUFS2
CCAR2

CDC42SE2

EPB41

CLIC6

ALDH4A1

ACE;ACE

CHCHD6

TPPP3

FAM131B

RGS12

ARHGAP35

KALRN

S100B
RDH13

ZER1

SIK3
S100A1

ANO10

UBQLN4

SQSTM1

MPP3

SHANK1

PLCD3 TBC1D24;RP11 20I23.1
GNG3

RPS6KA4

ELAVL4

NFIA

NTNG1

VSNL1

ADCK3

COL6A3

HDAC11

SERPINI1

SUCLG1

SYNPR

PRICKLE2;PRICKLE1;PRICKLE3

GMPS

SLMAP

PRRT3

PRKCD

PBRM1

LRPAP1
ABLIM2

GRM2

GUCY1A3

NDUFS4

HTR4

ENPP6

CASP3

CARTPT

RICTOR

UQCRQ

GRIK2

FABP7

STXBP5

HCN1

NEUROD6;NEUROD2

PGAM2
CTSB

ADCY1

OXR1

COX6C

PDP1

TMEM65DIRAS2

ABCA1

ALDH1A1

PCDH19

NDUFB6

SLITRK5

FAT3

LRFN5

PGM2L1

ARF6
ATP5C1

SLC18A2

STK32C

KIAA1462

NSMF
SLC6A5

RAB8B

CKB

API5 NOLC1

SCN3B

CYB5R2

CRABP1

PRKCB

PRKCB;PRKCA

HDGFRP3

FAM96B

STAT6

ELFN2

SCG5

MAP1A

SGSM1

SNRPD1

SLC27A4

ISLR2

RBFOX3;RBFOX2

STIM1

CA4

GPD1

ATCAY

HDGFRP2
NDUFA7;NDUFA7

SRRM2

ENTPD3

TTC39C

PDHB

TNXB

LGI3

CHRM1

GFRA2

GFM1

STXBP6

CPLX1

ATP5I
UQCRFS1

RAB3B

RGS14

GPRIN1

KCNAB1

PGM2 PTPN9

SCN9A

PLEKHA2

APLF

RAC3
LINGO1

PCDH7

MYRIP

ALCAM

YWHAG

FABP6
SMAD1

KRT86;GFAP
KRT75;KRT5

DLGAP1

NDUFA3PKIA

KCNG3;KCNA4

PRKCE;PRKCH

GRIK1

TMEM126A

NPTX1

ENC1

VAT1L

KNDC1

RPS7

SCG2

SYNPO
GAP43

EPHX4

CYCS

C1QTNF4

BPGM

CSDC2

C2CD2L

FIBP

CARNS1

HCFC1

THEMIS

RAB37

ARPP21

ADRBK1

ADCY5

ABLIM3

GLRX

SYT12

SLC2A14;SLC2A3

SNCG

FKBP2

MOB1B

NUDT4

RNF213

DPY19L1;DPY19L2

SPTBN2

NWD2

TRMT10C

ATP2A2

LINGO2

MFSD4

TTC9B

SRP72

PCP2

GLMN

CTBP2 ZDHHC14

PPM1E

TP53I11

PHYHD1

ARL10 PCSK1

MCTP1;MCTP2

DPP10

NR2F1;NR2F2

SFN

MSRA

LRRN1

TUBB6

GNG7

ACSF3

BASP1

LY6H

SCN4B

RPS6KA3
TRIM72

PPFIA3SLC25A22

ACAD9

KIAA0195
NDUFV2

SLITRK1

NT5DC1

EPM2AIP1 COX5A

CPNE7

CYC1

FARSA

PTPN11

GPC5

ZBTB18

MYADM

MROH1

AKAP5

NRXN1

PUF60

ZADH2
SEPT1;SEPT5

LYNX1

TH

F2

PRKRA
KCTD4

MAP6D1

LRRC57

MAPK15

PENK

RAP2B

IBA57ADO
SNRPE

RTKN2

IDH2

TDRKH

MRPL41

SHMT2

AP1S2

CACNB4

NXPH3

EPHB3

PLCB1

ANXA2

RGS6

GRID1

PLCXD3

RGS7
SLC25A18

PCP4

ABAT

C2CD4C

GRIN2A

PSMG1

TNFAIP8L3

TANGO2

HIST2H3D;HIST2H3C;HIST2H3A

ALYREF

OPCML

CMTM4

KCTD16

KCTD8

NUDT14

SCN5A

UQCR10

FAM120C

PCDH9

HIST1H1B

NELL2

SEPT9

HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BOSEPT5NDUFA12

APOO

NDUFA6

ARL15

GPRIN3

AHNAK2

LRCH3NDUFA13

KRT73;NEFH

GABRA5

GNG2

LRRC16B

BCR

KRT14;KRT17

MAPT

RTN4RL2

ESPN

CCK

SESTD1

FNBP1
MAGI2

LUZP2

CHP1

ERC2

B3GALTL

TRPV2

GABRD

HIST1H1C;HIST1H1T

SHISA7

AGRN

PRKAR1B;PRKAR1A
FBLL1

SHISA6

TMEM120A

SF3B3

FHIT

SH2D5

SEMA4A

SRGAP3

TUBB

NIF3L1

CPNE4

NTNG2

LONP1
PLXNB2MVB12B

ADA

PDLIM7

SRGAP1

SLC39A10

GMFB
SLC6A17

TBC1D9B

SYNGAP1

UAP1L1
OGDHL

GSTK1

S100A10

CFAP43

ERO1L
DLGAP2

TUBB3;TUBB3

CACNA1EASPH
RYR2MT CO2

ECI2

PPP1R14C

FAM169A
MT ND5

BRINP2

PNP
GK

GRM3

HMGN2
OPA1

RYR3GRK5

MT ND4
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PNMAL2
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SARNP;RP11 762I7.5
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TSNAX DISC1;TSNAX

GRIN2B
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GCLCANKIB1

HECW1

ICA1ALS2PLXND1

CD38

KDM1A

CAMKK1

RECQL
HSPB6

UPF1

CIAPIN1MYCBP2

PDK2

LAMP2

ABCC8

CACNG3

SPATA20

ARHGAP44

MARK4

GAS7

PAX6

LUC7L

CACNA2D2

BAIAP3

ADAM22

SPAG9

MGST1

NFIX

RPS20

RANBP9

ZNF207

NISCH

SLC6A7

KAL1

SYT7

LARS2

ANLN

PPP5C;PPP5D1

CALCOCO1

EHD3

CCDC88C

BID

MATR3

CNTN1

NCDN

PLEKHB1

NRXN3

CPS1

GABRA1

GLRX2

TOMM34VIM

RNASET2

AGPAT4
BCLAF1

ANK1

HMGB3

NUP160

RANBP3
PNPLA6

LRRC7

SLC4A7

APBA2

TMSB10

CYP46A1

TRIO

RTN4R

CDH10

RAB27B

RETSATGPM6BCTPS2

POLR2B

TPR

CP

RRM2BCELF2
VAMP3;RP11 599B13.6;VAMP2

RCN1

DKK3

LIMA1

SLC4A8

HEBP2

MSMO1

NRIP2

THRAP3

ENTPD2

PTPRN

ATP9A

NOP58

KCNH2

ZFR MTA3;MTA1

RASGRF1

DGKG

CDK17

WNK1;WNK4

CCAR1

OGFR

SNRNP40

RIMBP2

BCAT1

LZTS1

GUCY1B3

MON2

ARSF

RPL18U2AF2
MTMR1

GPC1

TNPO3

CTSA

SUGP2

SLC12A2;SLC12A1

MAP2K4

ME1YBX1

CTNNA2

NGEF

ISOC1

EML1

THUMPD1

PFKP

PHKA1

CACNB1

TP53BP1 IARS2 ROGDI

PDK3

INPP5A

REEP1

RASGRP2

SDK2

KCNAB2

MAOB

KIAA1107

ATP1B3

NEDD4;NEDD4L

NUCB2

PTPN3

SLC44A1

EXOC5

CLTCL1

GBA2

ASNS

CHAT

PABPC1;PABPC3;PABPC1L

CAMK2A

TCOF1

OSBPL3

ATP2B1

NCK2

MAP4K4

DAZAP1

LPHN1

ACTN1SMC1A

HSD17B10

TRHDE

STK10;SLK

MRVI1

ADAM11

IGF2BP2

SNCB

ATP2A3

IPCEF1;CNKSR3

ENO1

ARHGEF10L

EIF4G3;CBFA2T2
RASAL2VPS9D1

SART3

PLXNA2

MCAM

CAMSAP3

RAP1GAP

ACTL6B

TOP2B;TOP2A

PAK3

DCX

ACTN2

MAP2

AMPH

PIK3C3

ADCY2;ADCY4

PPP2R5C

ADCYAP1R1

MYH7B

TOLLIPOSBPL6

SLC1A3

XRCC5

LXN

TNS1

DDX1

EPB41L2

RIMS1

MOXD1

SLC4A4

SMARCA2
DLGAP4PCNP

ARG2

CADPS2

EPB41L3

ERC1

TRPM3;TRPM1

PDS5B

CYLD

RPS5

SMAP2
SSH1

EFR3B

HADHA

PREP

SLC25A24

AKR1B1

CPNE3

EPS15

CHERP

EPDR1

FAT2

PPEF1

ACHE;CES4A

SRRT
SF3B2

GNAS

KHSRP

DOCK3

TESC

RPL6

GCN1L1
RPLP0

RPH3A
CHGB

NOS1

FUS

NECAP1

ANKRD24

NUDC

GLG1

PITPNM2

OSBPL8

NRCAM

RAPGEF4

SLC17A6

SUPT16H

TYRO3

EZR

AGO1

COMT

XYLB

CBX5

EPB41L4B

PSMD5

SORBS1

CRTAC1

HSP90AB1

ITPR3HNRNPH3

ACOT7

NRP1
H2AFY2

MAST3

STX1B

CIRBP HNRNPM

NDUFB7

HCN2

SF3A1

SEC14L2;RP4 539M6.19;SEC14L3

SNRPD3

MAPK1

ADRBK2

SEZ6L

EIF3L

DEPDC5

DDX17
RTCB

GTPBP1

CYB5R3

TOM1

MCM5

SYNGR1

SAMM50

PVALB

KCTD17

PMM1
SDR39U1

RBM23;RBM39

COCH

PYGL

TRIM9

DAAM1

CHGA

ITPK1
ERH

SRSF5

MTHFD1

RPS6KA5

ACIN1 APEX1
ARHGAP5

CPNE6
PNN

NDRG3

PRPF6

GID8

PDYN

PLCB4

SAMHD1

PAK7

NOP56

SNTA1

RPRD1B

SLC32A1

PPP1R16B

LAMA1

PRPS2

EMD

PGK1SMS CDK16

RBM3

VWA8

DGKH

CORO1A

MAPK3

CYB5B

SMPD3

NECAB2

HSDL1

NOMO3;NOMO2

UBE2I

CRYM

XYLT1

CDIPT

SYT17

RASL12

FAH

HOMER2

TJP1

DMXL2

SCG3

MYEF2

CA2

CALB1

SFRP1

EIF3E

NCALD

GSR

NEFM

ASAH1

NUCB1

SNRNP70

CLPTM1

SF3A2
NOVA2

SLC1A6

NUMBL

FSD1

HNRNPUL1

RPS19
ETFB

NAPA

ATP1A3

PTPRS

TMEM205

CAPS

MAST1

PRPF31

RPL18A
CRTC1

MAG

AVL9

PON2

ITGB8

MPP6

DFNA5

SSBP1

CHN2

STX1A

EPHB6

HSPB1

NPTX2

EIF3B

PTPRZ1

PPP1R17

AGFG2

ACTR3C;ACTR3B

BLVRA

LIMK1

FSD1LPRUNE2

CORO2A

OGN
TBC1D13

ELAVL2

PIP5K1B;PIP5K1C

RAPGEF1

SH3GL2

ABCA2

EIF3A

MAPK8

PLEKHA1

MICU1

PPP3CB

SFXN3

CPEB3

BCCIP

SMC3

SHOC2

CUL2

RPL28

TSPAN14

UBTF

RGS9

CBX1
ENO3

DDX5

VAT1

LRRC59
MPP2

DUSP3

EFTUD2 PRKAR1A

EFNB3

TMEM33

MAPK10

GAB1

CPE

WFS1

AADAT

DHX15

RAPGEF2

MTCH2

VWA5A

DCPS
NRXN2PRPF19

HPX

TRIM3

ARHGEF17
RNF141

EIF4G2

DDX6

PVRL1KIAA1549L

PDHX

SLC1A2

PITPNM1

RPS13
AIP

PTPN5

COQ5

ASIC1

DAO

MLEC

CAMKK2

LIN7A

PPM1H

MAGOHB
RASAL1

CPSF6

COPS7A
GNB3

ENO2

LPCAT3

NT5DC3

CMAS

C2CD5

RIC8B

SRSF9

FGFR1OP2

TPD52L1

SRSF3

PHACTR1

CAP2

ACOT13

SMAP1

RPS12

CUTA

PDE10A

PTK7

DNPH1

TMEM30A;TMEM30B

SPARC

FAF2

RASGRF2
GABRG2

CDH6

LMNB1

PDE4D

NUP155
H2AFY

TCERG1

DPYSL3

CPEB4

CNTN3

KNG1

NIT2

FAM162A

KPNA1;KPNA5

ARMC8

RBP1

BCHE

PRKAR2A

USP4RPL24

GBE1

UMPS

FRMD4B;FRMD4A

PLXNA1

ATP6V1A

PODXL2

PLSCR4

PEX5L

ADAM23

TTLNCL

ACTR1B

GPD2TANC1

SLC30A3

SNX17

PDE1A

CCDC88A

EFEMP1

GLS

EFHD1

COQ10B

SF3B1

CHMP3;RNF103 CHMP3

FHL2

HDLBP

PPP1R7

HPCAL1

STRN

SLC25A12

DARS

SRSF7

SLC1A4

AAK1

TIA1;TIAL1

ATP6V1B1;ATP6V1B2

SPR

EPHA4

FARSB

CHD5

CHD5;CHD4

DLGAP3

SFPQ

SRM

DNAJC6

TROVE2

AMPD1;AMPD3

SRSF11

KIF21B
EXOC8

RRAGC;RP5 864K19.7

TBCE

HPCAL4

RIMS3

AKT3;AKT2
LPHN2

PADI2

UAP1

IGSF21

CDK18

GALE

SLC2A1

PTBP2

STMN1

NENF

STK11

SLC8A2

RPS25

TTR

LRMP

CNR1

AKAP7

PPL

UCHL3PCDH17

GDA

TRIM32

BSPRY

HDHD3

HSDL2

YLPM1

ACYP1

NPC2

SLIRPRBM25 ATL2

CNRIP1

IDE

GOT1

MTHFD1L

ACAT2

PDZD11

KIAA1217

UFM1

TMPO

CCDC53

PPP3CC

EPHX2

TARDBP;TARDBP

LYPLA1

PSPC1

GJB6

BAI2

FABP3

KHDRBS1

CSMD2

HPCA

GPSM2;GPSM1

SV2C

UBL3

COPA

RPL5

CBX3

HNRNPA2B1

WIPF3

NPY

SMU1

KIAA1045

KIAA1549

CISD1

CCDC91

NECAB1

WWP1;ITCH

OPTN

PDE1B

TUBA1B

ATPAF1

PLP1

ACSL3 TTPAL

PREX1

SLC12A5

GDAP1L1

IQSEC2

MCEE

ATP8A1

GRM4

PACSIN1

BTN2A2;BTN2A1

XPO5

NQO2

CPNE5

NRN1

DEK

LRRFIP1

AHNAK;NRIP1

GOT2

SEPT6

MBOAT7

SLC25A23

GRIA3

THOC2

RPL23SNRPD2

EML2
GPCPD1

LAMP5

HNRNPR

RALY

MCF2L

UBA2

ASL

PRKCG

DNAJC8

KTN1

HSPA2

HNRNPH2

RAP1B

HP1BP3

FBXL16

GNG13

TUBA4A

LRFN1
YWHAH

GNAZ

CDC42EP1

MPST

DOCK4

VGF

CCDC136

MYO1B

CHN1

SNRPN;SNRPB

MYO5C;MYO5A

IVD
ARPP19

COPB1

KCNC1

ATP1B2

FXR2
ILF3

SLC44A2

RAB2B

RNASE1

ARHGEF6

CDH15

LPPR3

SYT5

GALNT8;KCNA6

THEM6

APOE

APOC1

DPP6

NCAN
LSM7

ACTN4

SULT4A1

OLFM1

COL5A1

CHMP2A

TRIM28

SMPDL3B
HIP1R

DNMT1

PLXNA3

MPP1

HABP4

GGT7

GFAP

CHMP1A

CAP1

TRAF3

RFTN1

KCNC3

KIF3A;KIF6

RPL27 ACLY

MAP1B

PPP1R1B

KHDRBS3

PDHA1

MCCC2

SNRPA1 LGALS3
DHX30

SLC6A11
TIMM10B;TIMM10B

EFR3A

ILKAP
SCLY

RAP1GAP2

RPA1

SERPINF1

COQ3

DDC

GRSF1
ZRANB2

HRSP12

FLOT2

TERF2

MTSS1L
BCAN

ALDH3B2;ALDH3A2

CTNNBL1

MPRIP

DCLK1

SPG20TPT1

SRRM1

HSPBP1CNDP2

MACROD1

PDZD2

IMPA1

RRAS2HSD17B4

UNC79

EIF2S1

CAMK1
CHL1

TSPAN2

GSTM5

HMGCS2;HMGCS1

SORT1
PTGFRN

NAPG

LDHA;LDHAL6A

ANO3

NAV1

CABLES1

LRP4

YARS

DAGLA

TPP2

ARHGAP32 APC;CTC 554D6.1

OSTF1

TAOK3;TAOK1

BAI3
SYNCRIP

NT5E

HNRNPA1;HNRNPA1L2

ABCB10

GLUL

RGS8

DHX9

DOCK10

CKAP4

PLXNC1

APPL2

VPS36

SUCLA2

LMO7
ITM2B

LCP1

RAPGEF5

DGKB

SRSF1

TRA2B
NIPSNAP3A

LRRC8A

KIAA0368

TMOD1
DAB2IP

STXBP1

ATP6V1G1

GABBR2

NCBP1

ANP32B

ALDH1B1;ALDH1A2

RPS6

GMPR

TUBB2A

HMGA1

FLOT1
TPMT

ARRB1
NUMA1

PRCP

MRPL15GGH

SDCBP

SORL1

RDX

FXYD6;FXYD6 FXYD2

UNC13C

ITPKA

UACA

FNBP1L

GIPC2

SLC44A5

RTCA

HADHB

PREB

STAMBPL1

DNAJC13
MYPN

SSB

HECW2

HCN4

SEMA7A

PCDH10

HNRNPD

PRKG2

ANXA3
PAPSS1

SEC24B

PPP3CA

KIF21A

VAMP1

PPFIA2

ANP32D;ANP32A

TPH2

SNRPF

TMEM132B

N4BP2L1;N4BP2L2;CNP

SMARCC2

MAP3K12
ESYT1

MBNL2

NOVA1

STON2

WARS

BNIP2

SRP14

DNAJA4

ULK3

RLBP1

NTRK3

GLYR1

FTO

CPNE2

KATNB1

CDH11

CDH13

RPL3L;RPL3

RPS2

GFOD2

GNAL

RPRD1A

OSBPL1A
ARRB2

MINK1ARHGDIA

TTYH2

EIF4A3
TBCD

CACNA1A

PFKL

SH3GL1

SIRT3

SAE1

SLC6A3

CACNG8

RPS11

IGLON5

EFHD2

SH3BGRL3

RPL11
RPS8 PTPRF

STRIP1

ALDH9A1;ART4

ATP1B1

MPC2

ILDR2

MGST3

UFC1

CRABP2

HDGFSNX27;CYTIP

ANP32E

SELENBP1
CERS2

TP53BP2

KCNN3

ILF2
LYST

PARP1

EPHX1

PPFIA4

PDIA6

HNRNPLL

EML4SNRNP200

SFXN5

RALB

C1QL2;C1QL3;C1QL1

SCN1A

SLC4A10

FAM171B

CPNE9

RAB5A
RQCD1

CNTN4

DYNC1LI1IQSEC1

STXBP5L

ECE2

DGKQ

CAMK2D

CISD2

SETD7

RPS3A

PIK3R1

CRHBP

RASA1

PAM

BTF3

ARHGAP26

DDX46

GABRA6

GABRB2 TENM2

GFOD1

PSD2

SLC17A4;SLC17A1;SLC17A2;SLC17A7

MUT

DAAM2

TPBG

PHIP

CLVS2

ABRACL

MTFR2

TIAM2

EGFR

PURB

SHROOM2

C7orf55 LUC7L2;LUC7L2
NONO

DIAPH2

FRMPD3

DOCK11

IGSF1

ERLIN2

RGS20

PMP2;FABP4

LACTB2
RPL7

MTDH

ARHGAP39

AK3

RP11 35N6.1

ALAD

ASTN2

RPL7A

SLC25A25;SLC25A23

LRSAM1IDI2;IDI1

FAM171A1

PARD3

HERC4

CAMK2G

GLUD1
ADD3

DGKZ

SSRP1

CELF1

CAPN5

PAK1

RPS3
LAMTOR1

PLCH2

CPSF7 PLCB3

DOC2A

CNTN5

CDH8

HNMT

LYPD1

MTMR12

DOCK1

DLAT

PIP4K2A

RILPL2;RILPL1

ITPR1

CACNA2D4

NGLY1

TMEM263

BTBD11

PLBD2

SLC2A13

MAGI1

AKAP6

ME3NEK7;NEK6
EPS8

QDPR

MMAA

AKR1C2

DPYSL4

GABRA2

SACS

BAG3

AP1S3;AP1S1

TMEM163

HSPB8

GRID2

RIT2

GUCY1A2

HOMER1

CAMK4

TRIM36
GRIA4

SPARCL1

GJA1

FARP1
HNRNPDL

UTRN

GRM1
PTPRK

RAB3C

JAKMIP1

ZIC1
CARHSP1

SMARCA5HNRNPU

SLC25A27

ASAP1

NMRAL1

SPHKAP

ANKFN1

DGKE

MSI2

AK5

IMPACT
CHST9

UBASH3B

TOMM70A

PRKCA ABCA5

UCHL1

TNIK

ENAH

BUB3

PDLIM3

CXADR

NCAM2

RAB6B

EPHB1

ACSS1

CA10

APOOL

CNTNAP5

PTPRN2

ATP6V1C1
TMEM55A

GOLGA7B

DBI
LARP1

GRIA1

NUP205

PDIA4

FMN2SLC24A2

ADCY8

RASA2

MICU3

KIF5A

MCU

ADK

KCNMA1

ART3
TIAM1

PCDH1

SUPV3L1

EEF1A1

VPS8

EIF4A2

ATP2B2

SLC6A1

SYN2

FUK

HYDIN

CACNA2D3

FAM81A

MYO1E;MYO1F

APPL1

C2CD2

PALM2 AKAP2;AKAP2

ACAN

CABP1

FAM213BBRETPRG1L

KCNB1

AHCYL2 PPP1R9A

CCAR2 CDC42SE2

EPB41

SYNJ1

HLCS

PTMS
CYB5R1

ALDH4A1

UBR1NAE1

ACE;ACE

CHCHD6

TPPP3

FAM131B

RGS12

ZYX

KALRN

S100B

RDH13

ZER1

SPTBN4

SIK3

SAFB

S100A1

ADAR
ANO10

UBQLN4
RPL8

NAPEPLD

COX7A1

ACOX1

MPP3

SHANK1

PLCD3 TBC1D24;RP11 20I23.1GNG3

ELAVL4

COA7ZYG11B

PPAP2B

AK4

SDC3

RBBP4;RBBP7

NFIA

FUBP1

DNAJB4

NTNG1

BRINP3

CADM3

PEA15
LRRTM1

VSNL1

H3F3A;HIST3H3;H3F3C;H3F3B

ADCK3

LYSMD1

CCNYL1;CCNY

COL6A3
ATP1A1

SLC15A2

HDAC11

SERPINI1

CDS1

SYNPR

PRICKLE2;PRICKLE1;PRICKLE3

GMPS

SLMAP

APBB2;APBB1
PRRT3

U2SURP
GYG1

PRKCD

LRPAP1

ABLIM2
CAMKV

GRM2

WDR82

HMGB2

GUCY1A3

HTR4

ENPP6

CASP3

CARTPT

ACSL6

GRIK2
FABP7

STXBP5

PI16

HCN1

NEUROD6;NEUROD2

PGAM2

CTSB

ADCY1

OXR1

ALDH7A1

PDP1

TMEM65

PSIP1

DIRAS2

ABCA1

ALDH1A1

HNRNPK

PCDH19

STRBP

NDUFB6

STOML2

FAT3

LRFN5

CFL2

PGM2L1

RPL10L;RPL10

NGB

SLC18A2

HPRT1

STK32C

KIAA1462
NDRG2

NSMF

SALL2

HSPA12A

PSMC3

CLMN

SLC6A5

HTRA1
JAM3

API5

PCBD1

SCN3B

CYB5R2

CRABP1

RPL27A

PRKCB
PRKCB;PRKCA

HDGFRP3

CENPV

CACNG2

STAT6

SCG5

MAP1A
MARS

NUDT21

SGSM1

ISLR2

GPRC5B

KATNAL2

RBFOX3;RBFOX2

ACAA2

STIM1

IRGQ

GNG8

CA4

RPL13

CACNB3

GPD1

TTYH1

ATCAY

EEF2
HDGFRP2ECI1

SRRM2
RPSA;RPSAP58

ENTPD3

SF1

VASN

TTC39C

GNG4

KIF5C

PDHB

HIST1H1E

FAM107A
SEPT2

LGI3

FEN1
CHRM1

GFRA2

AHCYL1

SNTB2

USP39

STXBP6

CPLX1

ATP5I

HNRNPH1
MECP2

RAB3B

RGS14

GPRIN1

KCNAB1

PGM2

P2RY12

PTPN9

SCN9A
APLF

LUZP1
RAC3

LINGO1

HNRNPF

PCDH7

ROBO1

SYAP1

MYRIP

ALCAM

YWHAG

GPR37L1

NIPA1HNRNPA3

FABP6

USP47

SMAD1
DCLK2

KRT86;GFAP

RALGAPB

NUDT9

CDH2

DLGAP1

SYT9

RBMXL2;RBMX
RPS9 NDUFA3

PKIA

CCBL1

KCNG3;KCNA4

PRKCE;PRKCHGRIK1

TMEM126A

NPTX1

FAM98B
TPPP

KCND3

MAP1LC3B2;MAP1LC3B

RSL1D1

CLSTN1

ENC1

VAT1L

KNDC1

RPS7

AQP4

SRGAP2C;SRGAP2

SCG2

RAB33B
GAP43

QARS

CALB2

SNTB1

NEGR1

BSG

CSDC2

GNB2C2CD2L

GNG12

FIBP

CARNS1

HCFC1

THEMIS

RAB43;RAB35

RAB37

ARPP21

ADRBK1

ADCY5

GLRX

SYT12
SLC2A14;SLC2A3

SNCG

TLR9;TWF2

FKBP2

NUDT4

SCAI

TOMM20

STAT5B;STAT5A

RNF213

DPY19L1;DPY19L2

SPTBN2

RBM4

NWD2

TRMT10C

PRPF8
DDX23

RALGAPA1

RPL4

CNTNAP2

LINGO2

MFSD4

TTC9B

BRSK2

HRAS;KRAS

SRP72

RIN1

KLC2
CADM2

PPM1E
TP53I11

PHYHD1

PTPN2

EIF3F

ARL10

PCSK1

MCTP1;MCTP2

DPP10NR2F1;NR2F2

SFN

MSRA

BAIAP2

LRRN1

UBE2O

TUBB6

TCP11L1
LRRTM4

RIMS2

GNG7

LMNB2

BASP1

LY6H

SCN4B

CETN1;CETN2

KCNA2 PPFIA3

SLC25A22

C18orf32;RPL17 C18orf32;RPL17

RPLP2;RPLP1

SUMO4;SUMO2

KIAA0195

HNRNPA0

NDUFAF3

SLITRK1

GLDC

SLC25A20

EPM2AIP1

KCTD12

CPNE7

RCC2
DPM3

FARSA

HNRNPCL1;CH17 409J4.1;HNRNPCL2;HNRNPCL2;HNRNPC
PTPN11

GPC5

ZBTB18

MYADM

MROH1

AKAP5

NRXN1

PUF60

ZADH2

LYNX1

TH

RCC1

PRKRA

KCTD4

EIF2S3L;EIF2S3
PPA1

SSR4

LRRC57

MAPK15

NPM1

PENK

HIST3H2A;HIST1H2AB;HIST1H2AC;HIST1H2AE

RAP2B

COPG1
BAI1

IBA57SNRPE

RTKN2

IDH2

TDRKH

MRPL41

SHMT2;SHMT1

CACNB4

NXPH3

EPHB3

NTM

ANXA2

RGS6

GRID1

PLCXD3

SLC25A18

EWSR1

CADM1

AP2A2;AP2A1
SLC8A1

PCP4

ABAT

C2CD4C

CTNNA3

SF3A3

GRIN2A

PSMG1

PCBP3

SETD3

TNFAIP8L3TANGO2

ALYREF

OPCML
KCTD16

TUBA8

NUDT14

SCN5A

PTP4A2

FAM120C

NIPSNAP1
PLA2G6

KCND2

TOP1MT;TOP1

NELL2

RALYL

HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO

OSBP2 APOO

H1FX

PTRHD1
ANKS1B

ARL15

METTL7A

GPRIN3

AHNAK2

SYN3

KCNIP4

NAT8L

LRCH3

KRT73;NEFH

MKL2;MKL1

GABRA5

GNG2

SEPT10

PDE2A

LRRC16B

BCR

KRT14;KRT17

MAPT

RTN4RL2

ESPN

CCK

AKR1C1;AKR1C4

SESTD1

FNBP1

DCC

MAGI2

CHP1

ERC2

B3GALTL

TRPV2

GABRD

SEMA4DSHISA7

PRKAR1B;PRKAR1A

SRSF10

FBLL1 SHISA6

H1F0

TMEM120A

ARID2
SF3B3 FHITHMGB1

SH2D5

SEMA4A

SRGAP3

TUBB

CPNE4
NTNG2

ELAVL3

XRCC6

TSC22D2;TSC22D1

TCEAL3

SLC6A9

PLXNB2

MYO6

HDAC2

MVB12B
ADA

PDLIM7

SRGAP1

SLC39A10
AP2A1

ANXA4

WDR5B;WDR5
GMFB

SLC6A17

PGAP1

LRRC8B

PSMD12
DDI2

UAP1L1

ADARB1

OGDHL

HNRNPAB

SIPA1L1

S100A10

CFAP43

RPL12

DLGAP2

RPS4X

SIRPA

HIBCH

HSD17B11

TUBB3;TUBB3

CACNA1E
FKBP1C;RP11 314N13.10;FKBP1A

DDX42

RPL23A
NTRK1;NTRK2

CTNND1

DDX39B

NUDT16
RYR2STK39

TTC37

ECI2

PPP1R14C

RPL10A

FAM169A

MT ND5

BRINP2

PNP

GK

GRM3

HMGN2

OPA1

RYR3

CES1

MT ND4

L1CAM

SOWAHA

INF2
HIST2H2BF;HIST1H2BA;HIST1H2BC;HIST1H2BD;HIST1H2BE;HIST1H2BF;HIST1H2BG;HIST1H2BH;HIST1H2BI;HIST1H2BK;HIST1H2BL;HIST1H2BM;HIST1H2BN;H2BFS

HIST2H3PS2;H3F3B

TCEAL5

TCEAL6

BTBD17

VARS

DDR1

PPP1R11

GNB2L1
GABBR1

ATXN2

PNMAL2

LRRC10B

SARNP;RP11 762I7.5

GPR56

NAP1L4

TMSB4X

EIF3CL;EIF3C

DPF3

RNPS1
RAB12

ANKRD28

XKR4

CRIP1;CRIP1

GSTM2

ARL2;ARL2 SNX15

RBMXL1 VDAC1TMX2;TMX2 CTNND1

ZNF90;RPS16

DDX3X

TSTD1

LINGO3

PLXNA4

NPTXR

PPP2R2A

FXYD7SMIM13

SETSIP;SET

ANKRD63

RPS18

MCTS1

GPX1

HNRNPUL2 BSCL2;HNRNPUL2

CKMT1B;CKMT1A

RBM14;RBM14 RBM4

NME1

TLR9;TLR9

PNMA2
PDXP

MICAL3

JMJD7;JMJD7 PLA2G4B

ZNF512
RBM12

PCP4L1

RP11 514O12.4;RNASET2

YJEFN3

TM4SF2;TSPAN7

MSANTD3 TMEFF1;TMEFF1

PRKDC

LYN

ATP6V1G2 DDX39B;ATP6V1G2

RP11 162P23.2;ALDH2

RP4 576H24.4;SIRPB1;SIRPG;SIRPA

XKR7

GTF2I

SRSF8;SRSF2

RBM8A

AD000671.6;U2AF1L4;U2AF1;U2AF1

CCDC177

AC104534.3;HNRNPL

AC002985.3;HOMER3

AC011530.4;DMWD
GRIN2B

WDR92;PPP3R2

GATSL2

CBS;CBS

PRSS3P2;PRSS1

NEFL
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GCLC

ENPP4

HECW1

ALS2PLXND1

CD38

HSPB6

NDUFAB1

SLC25A13

CIAPIN1

RHBDD2

MYCBP2

LAMP2

ABCC8

CACNG3

SPATA20

GGCT

VPS41

ARHGAP44

MARK4
GAS7

CACNA2D2

BAIAP3

MGST1

NFIX

RPS20

RANBP9

ZNF207

NISCH
IDS;IDS

CLCN6

SLC6A7

KAL1

SYT7

LARS2

ANLN

PPP5C;PPP5D1

CALCOCO1

EHD3

CCDC88C

BID

MATR3

NUDCD3

CNTN1

NCDNPLEKHB1

NRXN3

CPS1

GABRA1

GLRX2

TOMM34VIM

BCLAF1

ANK1

HMGB3

RANBP3
PNPLA6

APBA2

TMSB10ADSS

CYP46A1

TRIO

RTN4R

CDH10

INPP4A

RAB27B

DCUN1D1

CTNNA1

CTPS2

POLR2B

TPR

CP

RRM2B

CELF2
VAMP3;RP11 599B13.6;VAMP2

RCN1

DKK3

MCUR1SLC4A8

HEBP2

MSMO1

NRIP2

THRAP3

PTPRN

SYNE2

KCNH2

ZFR

MTA3;MTA1
PPP1R12A

RASGRF1

ATP2B4

DGKG

CDK17WNK1;WNK4

CCAR1

OGFR

RIMBP2

BCAT1

LZTS1

MON2

ARSF

U2AF2 GPC1

TNPO3CTSA
SUGP2

SLC12A2;SLC12A1

IPO5DGKA

MAP2K4

YBX1

CTNNA2

DIP2B NGEF
ISOC1

EML1

PFKP

PHKA1

CACNB1

TP53BP1
IARS2

PDK3

ACSL4

INPP5A
RASGRP2

SDK2

KCNAB2

FUNDC1

MAOB

KIAA1107

NUCB2

PTPN3

SPTB

SLC44A1

CLTCL1

ASNS

CHAT

PABPC1;PABPC3;PABPC1L

CAMK2A

OSBPL3

ATP2B1

NCK2

MAP4K4 RPS6KA2

DAZAP1

PRKACA

ACTN1

SMC1A

HSD17B10

TRHDE

STK10;SLK

MRVI1

ADAM11

IGF2BP2

PPP2R2C

SNCB

MGLL

IPCEF1;CNKSR3

ARHGEF10L

EIF4G3;CBFA2T2

ADD2
VPS9D1

SART3

NT5C2

MCAM

CAMSAP3

RAP1GAP

CTTNBP2

ACTL6B

TOP2B;TOP2A

PAK3

ACTN2

MAP2

AMPH

PIK3C3

ADCY2;ADCY4

ADCYAP1R1

TOLLIP

OSBPL6

SLC1A3
LXN

TNS1

SCGN

EPB41L2

RIMS1

MOXD1

SLC4A4

SMARCA2
DLGAP4

ARG2

CADPS2

ERC1

TRPM3;TRPM1PDS5B

CYLD
RPS5

PREP

WDR47

SLC25A24

AKR1B1
CPNE3

EPS15

CHERP

EPDR1

SEPHS1

FAT2

PPEF1

MTMR2

ACHE;CES4A

SRRT
GNAO1SF3B2

GNAS

DOCK3

DYNLL1

TESC

RPL6

RPH3A

CHGB

NOS1

NECAP1

ANKRD24

SLC9A1

GLG1

PITPNM2

OSBPL8

NRCAM

RAPGEF4

SLC17A6

SUPT16H

TYRO3

EZR

AGO1

COMT

XYLB

EPB41L4B

SORBS1

CRTAC1
HSP90AB1

ITPR3

ACOT7

ABLIM1

NRP1

H2AFY2 FAM21A
MAST3

CIRBP
ATP5D

HNRNPM

NDUFB7

CEP170B

HCN2

SF3A1

SEC14L2;RP4 539M6.19;SEC14L3

ADRBK2

GGA1

SEZ6L

LGALS1

DEPDC5

SEPT3

DDX17

MCM5

TTLL12

SYNGR1

SAMM50

PVALB

KCTD17

SDR39U1

COCH

TRIM9

TIMM9

DAAM1

CHGA

ERH

MTHFD1

RPS6KA5

ACIN1 ARHGAP5
PNN

NDRG3

GID8

PDYN

PLCB4

PAK7

NOP56

SNTA1

SLC32A1

PPP1R16B

MAP1LC3A

LAMA1

PRPS2

STAG2

EMD

SMS
CDK16

VWA8

DGKH

CORO1A

PHKB

CBLN1

NME3

SMPD3

NECAB2

HSDL1

NOMO3;NOMO2

UBE2I

CRYM

XYLT1

SYT17

FAH

HOMER2

TJP1

DMXL2

SCG3

MYEF2

CA2

CALB1

SFRP1

EIF3ENDRG1

NCALD

GSR

NEFM

NUCB1

SNRNP70SF3A2

NOVA2

NUMBL FSD1

RPS19

ICAM5

ETFB

NAPA

ATP1A3

PTPRS

TMEM205

CAPS

LPPR2

MAST1

RPL18A

CRTC1

MAG

GSK3A;AC006486.9
AVL9

PON2
ITGB8

DFNA5

STX1A

EPHB6

CHCHD2

NPTX2

PPP1R17

AGFG2

LSM5

BLVRA

LIMK1

PRUNE2

CORO2A

OGN

ELAVL2

NCS1

PIP5K1B;PIP5K1C

RAPGEF1

SH3GL2

ABCA2

EIF3A

MAPK8

PLEKHA1

PPP3CBSFXN3

CPEB3

BCCIP

SMC3

SHOC2

RPL28

TSPAN14

LGI1

RGS9

CBX1

DDX5

VAT1

MPP2

DUSP3

EFTUD2

MAPK10

ELF2

GAB1

CPE

WFS1

AADAT

DHX15

RAPGEF2

MTCH2

VWA5A

DCPS

NRXN2

PRPF19

TRIM3

ARHGEF17RNF141

PVRL1
KIAA1549L

SLC1A2

PITPNM1

AIP

NDUFS8

PTPN5

COQ5

ASIC1

CAMKK2

LIN7A

PPM1H RASAL1

CPSF6

COPS7ATPI1ENO2

NT5DC3

CMASC2CD5

RIC8B

NEDD9;BCAR1

TPD52L1

SRSF3

SOD2

PHACTR1

CAP2RAB23

ACOT13

SMAP1

RPS12
CUTA

PDE10A

PTK7

DNPH1

TMEM30A;TMEM30B

NNT

SPARC

RASGRF2

GABRG2

CDH6

LMNB1

PDE4D

NUP155
TCERG1

CNTN3

KNG1

FAM162A

ARMC8

RBP1
BCHE

PRKAR2A

GNB4

GBE1

UMPS

FRMD4B;FRMD4A

PLXNA1

ATP6V1A

PODXL2

CSPG5

PLSCR4

PEX5L

DGUOK

TTL

GPD2

TANC1

SLC30A3

SNX17

PDE1A

CCDC88A

EFEMP1

GLS

EFHD1

COQ10B

SF3B1

FHL2

HDLBP

PPP1R7

HPCAL1

STRN

PRKD3;STK36;CDKL5

SLC25A12

DARS SLC1A4

AAK1

TIA1;TIAL1

PCYOX1

ATP6V1B1;ATP6V1B2

EPHA4

FARSB

CHD5

CHD5;CHD4

ATP5F1

DLGAP3
SRMTROVE2

AMPD1;AMPD3

SRSF11

KIF21B

TBCE

HPCAL4

RIMS3

AKT3;AKT2

PADI2

UAP1

IGSF21

CDK18

SLC2A1

PTBP2

STMN1

NENF

RPA2

OSBPL9

STK11

APOA1

SLC8A2

RPS25

TTR

LRMP

CNR1

AKAP7

PPL

UCHL3

PCDH17

GDA

TRIM32

BSPRY

NDUFA8
HDHD3

HSDL2

YLPM1

NPC2

RBM25 ATL2

FAM98A

CNRIP1

MTHFD1L

ACAT2
KIAA1217

TMPO

PPP3CC

EPHX2

TARDBP;TARDBP

AKAP1

PSPC1

GJB6

FABP3

CSMD2

HPCA

SV2C

UBL3

COPA

RPL5

CBX3

WIPF3

NPY

SMU1

KIAA1045

KIAA1549

CISD1

CCDC91

WWP1;ITCH

OPTN

PDE1B

TUBA1B

ATPAF1

PLP1

FAM210B

TTPAL

PREX1

GDAP1L1

IQSEC2

ATP8A1

GRM4

PACSIN1NQO2

CPNE5

NRN1

DEK

LRRFIP1

AHNAK;NRIP1

EFNB2

SEPT6

NT5C

MBOAT7

SLC25A23

GRIA3

RPL23

CD93;PCSK1N

LAMP5

RALY

MCF2L

UBA2

ASL

KTN1

HSPA2

HNRNPH2

FBXL16

GNG13

KDM4B

TUBA4A
LRFN1

YWHAH

GNAZ

CDC42EP1

MPST

DOCK4

CCDC136

NDUFA5

MYO1B

CHN1

SNRPN;SNRPB

MYO5C;MYO5A

TMOD2

ARPP19

KCNC1

FXR2

SLC44A2

RAB2B

RNASE1

ARHGEF6

CDH15

SYT5

GALNT8;KCNA6

THEM6

APOE

APOC1

NCAN

KIF1A

COLGALT1

LSM7

ACTN4

ARPC1B

LSM4

SULT4A1

OLFM1

COL5A1

OSBPL2

ADRM1
TRIM28

HIP1R

DNMT1

RGN

GGT7

COX4I1

CHMP1A

CAP1

TRAF3

CAPN7

RFTN1

KCNC3

KIF3A;KIF6

ACLY

MAP1B

PPP1R1B

KHDRBS3

SNRPA1
LGALS3

DHX30

SLC6A11

NUP210

TIMM10B;TIMM10B

EFR3A

SCLY

RAP1GAP2

SERPINF1

EEFSEC

LANCL2

DDC

HRSP12

REEP2

FLOT2

TERF2

MTSS1L

ALDH3B2;ALDH3A2

WASF3

MPRIP

DCLK1

SPG20

TPT1

MACROD1

RTN3

PDZD2

AGAP3

HSD17B4

EIF2S1

CAMK1

CHL1

EMC7

TSPAN2

GSTM5

SYT6

HMGCS2;HMGCS1

SORT1

PTGFRN

ANO3

NAV1

CABLES1LRP4

YARS

DAGLA

APC;CTC 554D6.1

OSTF1

TAOK3;TAOK1

BAI3

NT5E

PKIB

ABCB10

GLUL

STX6

RGS8

DHX9

DOCK10

CKAP4

PLXNC1

APPL2

VPS36

SUCLA2

LMO7

ITM2B
RAPGEF5

DGKB

NDUFB5
MRPL47

TRA2B VPS45
NIPSNAP3A

DAB2IP

STXBP1

ATP6V1G1

GABBR2

ANP32B

ALDH1B1;ALDH1A2

RPS6

GMPR

TUBB2A

HMGA1

NUMA1

MRPL15

GGH

TGS1

SDCBP

SORL1

RDX

FXYD6;FXYD6 FXYD2

UNC13C

SLTM

ITPKA

UACA

FNBP1L

GIPC2

SLC44A5

HADHB

PNPT1

STAMBPL1

MYPN

HECW2

HCN4

SEMA7A

PCDH10

PRKG2

TRPC3;TRPC7

ANXA3
PAPSS1

SEC24B

PPP3CA

CPNE8

YARS2

FGD4

NDUFA9;RP11 234B24.6

VAMP1PPFIA2

TPH2

SNRPF

TMEM132B

N4BP2L1;N4BP2L2;CNP

SMARCC2

MAP3K12
VPS37B

DENR

MBNL2

NOVA1

STON2

BNIP2

FTO

CPNE2
CDH11

CDH13

RPL3L;RPL3
RPS2

GFOD2

SCRN2

PTRH2

GNAL

OSBPL1A

ARRB2

TTYH2

EIF4A3

SH3GL1
SAE1

SLC6A3

CACNG8

IGLON5

EFHD2

SH3BGRL3RPL11
RPS8

STRIP1

MPC2

ILDR2

MGST3

CRABP2

SF3B4

ANP32E
SELENBP1

CERS2

ENSA

TP53BP2

KCNN3

ILF2

EPHX1

PPFIA4

PLEKHA6

SYT2

PDIA6
SFXN5

RALB

C1QL2;C1QL3;C1QL1
SCN1A

SLC4A10

CPNE9

RAB5A RQCD1

CNTN4

ATG3

STXBP5L

EIF2B5

ECE2

OCIAD2

CAMK2D

CISD2
PIK3R1

CRHBP

RASA1

PAM

ARHGAP26

DDX46

GABRB2

TENM2
GFOD1

PSD2

SLC17A4;SLC17A1;SLC17A2;SLC17A7

MUT

DAAM2

TPBG

PHIP

CLVS2

ABRACL

TIAM2

EGFR

PURB

GBAS

SHROOM2

C7orf55 LUC7L2;LUC7L2

SH3KBP1

NONO

DIAPH2

FRMPD3

DOCK11

IGSF1

RGS20

PMP2;FABP4

RPL7
MTDH

ARHGAP39

AK3

SHC3;SHC4

RP11 35N6.1

ALAD
SLC25A25;SLC25A23

LRSAM1

IDI2;IDI1

COMMD3;COMMD3 BMI1;BMI1;PCGF2

FAM171A1

SLC39A12

PARD3

HERC4

CAMK2G

GLUD1ADD3

DGKZ

SSRP1

CELF1

CAPN5

PAK1

RPS3

PLCH2

CPSF7
PLCB3

DOC2A

CNTN5

HNMT

LYPD1

GPM6A

DLG2

DOCK1

PIP4K2A

ITPR1

GPR158

CACNA2D4

TMEM263

BTBD11

UBE3B
PLBD2

SLC2A13

MAGI1
AKAP6

KCTD14;NDUFC2 KCTD14;NDUFC2

ME3

NUBPL

NEK7;NEK6

PTPRO

EPS8 QDPR

MMAA

AKR1C2

SLC25A4

SACS

BAG3

TMEM163

HSPB8

GRID2

GUCY1A2

HOMER1

CAMK4

TRIM36

GRIA4

SPARCL1

GJA1

FARP1

HNRNPDL

UTRN

GRM1
PTPRK

JAKMIP1
ZIC1

CARHSP1

ASAP1

SPHKAP

ANKFN1

DGKE

MSI2

CACNA2D1

AK5

IMPACT

CHST9

UBASH3B
NRGN

TOMM70A

UCHL1

TNIK

ENAH BUB3

PDLIM3

MRPL39

RAB6B

EPHB1
ACSS1

CA10

FBXL18

CNTNAP5ATP6V1C1

MMS19

GOLGA7B

NUP205

PDIA4

KDM8

FMN2

ADCY8

RASA2 MICU3

KIF5A

PSD3

ADK

KCNMA1

ART3
SUPV3L1

EEF1A1

EXOG

ATP2B2

SLC6A1

SYN2

FUK

HYDIN

CACNA2D3

FAM81A

MYO1E;MYO1F

PALM2 AKAP2;AKAP2

CABP1

FAM213B

MRAS

KCNB1

AHCYL2

PPP1R9A

CCAR2

EPB41

SYNJ1

CLIC6

HLCS

ALDH4A1

ACE;ACE

CHCHD6

TPPP3

FAM131B ZYXARHGAP35

KALRN

S100B

RDH13

ZER1

SIK3

SAFB

S100A1

CHTOPADAR

ANO10

FDPS

UBQLN4

NAPEPLD

ACOX1

MPP3

SHANK1

PLCD3 TBC1D24;RP11 20I23.1
GNG3

NXF1

ELAVL4

COA7
ZYG11B

PPAP2B

AK4NFIA

SNX7

NTNG1

BRINP3
CADM3

LRRTM1

VSNL1

H3F3A;HIST3H3;H3F3C;H3F3B

ADCK3

CCNYL1

COL6A3

SLC15A2HDAC11

SERPINI1

SUCLG1

SYNPR

PRICKLE2;PRICKLE1;PRICKLE3

SLMAP

APBB2;APBB1

PRKCD

PBRM1

LRPAP1

ABLIM2

H2AFZ;H2AFV

GRM2

WDR82

HMGB2
GUCY1A3

LSM6

EDIL3

HTR4

ENPP6

CARTPT

RICTOR
UQCRQ

GRIK2

FABP7
STXBP5

PI16

TRA2A

HCN1

NEUROD6;NEUROD2

CTSB

ADCY1

OXR1

ALDH7A1

PDP1

TMEM65
DIRAS2

ABCA1

ALDH1A1

PCDH19

STRBP

SLITRK5

FAT3

LRFN5

CFL2

PGM2L1

RPL10L;RPL10

ARF6

NGB

ATP5C1 SLC18A2

HPRT1

STK32C

KIAA1462

NDRG2

NSMF

SALL2

HSPA12A

PSMC3

CLMN

SLC6A5

HTRA1

JAM3

CKB

API5
NOLC1

PCBD1

SCN3B

CYB5R2

CRABP1

RPL27A

HDGFRP3

CENPV

DCTN5

TERF2IP

CACNG2

ELFN2

SCG5

MAP1A
MARS

NUDT21

SGSM1

SNRPD1

SLC27A4

GPRC5B

KATNAL2

RBFOX3;RBFOX2

ATP5L

ACAA2

IRGQ
CA4

RPL13

CACNB3

TTYH1

ATCAY

NDUFA7;NDUFA7

SRRM2

RPSA;RPSAP58

ENTPD3

VASN

TTC39C

KIF5C

SEPT2
TNXB

LGI3

FEN1

GFRA2

SNTB2

STXBP6

ATP5I

MAP2K1

RAB3B

RGS14

GPRIN1

KCNAB1

PTPN9

SCN9A
APLF

LUZP1

DCXR

RAC3

LINGO1

HNRNPF

PCDH7

ROBO1

CTNND2

MYRIP

ALCAM

YWHAG

TRAPPC1

GPR37L1

FABP6

USP47

KRT75;KRT5

CDH2

DLGAP1

KIF5B
NDUFA3

PKIA

KCNG3;KCNA4

PRKCE;PRKCH

GRIK1

TMEM126A

NPTX1

FAM98B

KCND3

MAP1LC3B2;MAP1LC3B
WIPF2

CLSTN1

ENC1

VAT1L

KNDC1

RPS7

AQP4

TLN2

SCG2

SYNPO

GAP43

EPHX4

QARS

CYCS CALB2

SNTB1

C1QTNF4

NEGR1

C2CD2L

GNG12

FIBP

CARNS1

HCFC1

THEMIS

CORO1B

RAB43;RAB35

RAB37

ARPP21

ADRBK1

ADCY5

GLRX

SLC2A14;SLC2A3

SNCG

TLR9;TWF2

FKBP2

NUDT4

SCAI

EIF1AX
TOMM20

RNF213

DPY19L1;DPY19L2

SPTBN2

RBM4

NWD2

TRMT10C

PRPF8

RALGAPA1

RPL4

CNTNAP2

LINGO2

MFSD4

TTC9B

BRSK2

PCP2

RIN1

GLMN
KLC2 ZDHHC14

PPM1E

TP53I11

PHYHD1

EIF3F

ARL10

PCSK1

MCTP1;MCTP2

DPP10

DRAP1

NR2F1;NR2F2

SFN

MSRA

LRRN1

UBE2O

TUBB6

TCP11L1

LRRTM4

GNG7

ACSF3

BASP1

WSB2 LY6H

SCN4B

CETN1;CETN2RPS6KA3

TRIM72

KCNA2

PPFIA3

SLC25A22

RPLP2;RPLP1

SUMO4;SUMO2

KIAA0195

FLII

AP3S1

NDUFAF3

NDUFV2

SLITRK1

NT5DC1

GLDC

SLC25A20

EPM2AIP1

CPNE7

RCC2
CYC1

FARSA

GPC5

ZBTB18
MROH1

NRXN1

PUF60

LYNX1

TH

F2

PRKRA

KCTD4

MAP6D1

PITPNB

LRRC57

MAPK15

NPM1

PENK

HIST3H2A;HIST1H2AB;HIST1H2AC;HIST1H2AE

COPG1

IBA57
SNRPE

RTKN2
TDRKH

MRPL41

AP1S2

NXPH3

EPHB3

NTM

RGS6

GRID1

PLCXD3

SLC8A1

PCP4

ABAT

CAMK1D

BEGAIN

C2CD4C

CTNNA3

GRIN2A

PSMG1

TNFAIP8L3
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Supplementary Figure 10d

RNA vs protein fold-change comparison of all pairs of brain regions. 

These scatterplots are identically defined to those in Fig 5A except that here genes are labelled to show individual gene names 
observable at high magnification.  A) CBC vs all B) MD vs all C) STR vs all D) AMY vs all E) HIP vs all F) V1C vs all G) DFC vs all.  
Genes are coloured based on their agreement or disagreement between the RNA and protein measurements; genes for which the 
protein variability between regions is <2-fold of that reported at the RNA-level were considered consistent (green and grey points).  
Purple coloured genes are those with consistent direction but variable magnitude of change (≥2-fold) between the regions at the 
protein and RNA level, while red genes disagree in the direction of change between RNA and protein.  Blue and orange genes vary 
between regions according to protein but not RNA and vice-versa.   
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EIF1B

TTL

FAHD2A

NCL

ACTR1B

TP53I3
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SLIRP
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CCDC53

PTK2B

PPP3CC
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FABP3

KHDRBS1

CSMD2

HPCA
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RAP2A

EFNB2

SEPT6

NDUFA1
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EPS15L1

GFER

FBXL16
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CHN1

SNRPN;SNRPB
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RAP1GAP2

RPA1

SERPINF1

EEFSEC

COQ3

LANCL2

DDC
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OSTF1

TAOK3;TAOK1

FBXO21

SYNCRIP

NT5E

AGAP2

HNRNPA1;HNRNPA1L2

PKIB

CCT7

RAB11FIP5

ABCB10

GLUL
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SMAD4

CACNA1A

SIRT3
APP

DOPEY2

SAE1

SLC6A3

CACNG8

RPS11

IGLON5

SH3BGRL3

RPS8

PTPRF

STRIP1

CELSR2

MPC2

ILDR2

UFC1

HDGF

TOR1AIP1

PRUNE

SF3B4

SNX27;CYTIP

SETDB1PI4KBANP32E

SELENBP1

CERS2

ENSA

TP53BP2

TPM3

KCNN3

ILF2

LYST

ARF1;RP11−302B13.5;ARF3

PARP1

EPHX1

PPFIA4

SYT2

ARL8A

PDIA6

HNRNPLL

GALM
EML4

RPS27A;UBC;UBB;UBBP4;UBA52

SNRNP200

SFXN5

RALB

C1QL2;C1QL3;C1QL1

SLC4A10

KIAA1715

FAM171B

CPNE9

RAB5A

RQCD1

CNTN4

DYNC1LI1

IQSEC1

UBA3

ATG3

EIF2AAMT

STXBP5L

EIF2B5
ECE2

DGKQ

OCIAD2

CISD2SETD7

RPS3A

PIK3R1

HAPLN1

LHFPL2

CRHBP

RASA1 PAM

BTF3

ARHGAP26

DDX46

GABRA6

GABRB2

TENM2

GFOD1

PSD2

LRRTM2

MUT

DAAM2

TPBG

PHIP

CLVS2

ABRACL

MTFR2

TIAM2

EGFR

PURB

SHROOM2

C7orf55−LUC7L2;LUC7L2

SH3KBP1

CASK

SLC16A2

NONO

OGT

DIAPH2

FRMPD3

IGSF1

ERLIN2

RGS20

TACC1

PMP2;FABP4

LACTB2

MTDH

ARHGAP39

NFIB

SHC3;SHC4RP11−35N6.1

ALAD

ASTN2

SURF4
PTGES2

SLC25A25;SLC25A23

LRSAM1

IDI2;IDI1

COMMD3;COMMD3−BMI1;BMI1;PCGF2

FAM171A1

SLC39A12

RSU1

PARD3

HERC4

GLUD1

ADD3

LIN7C

HSD17B12
DGKZ

SSRP1

CELF1

TENM4

PAK1
RPS3

LAMTOR1

PLCH2

CPSF7

PLCB3

TM7SF2

VPS51PPP4C

DOC2A

CNTN5

MPP7

CDH8

HNMT

LYPD1

GPM6A

DOCK1

PIP4K2A
RILPL2;RILPL1

ITPR1

GPR158

NGLY1

TMEM263

BTBD11

UBE3B

PLBD2

SLC2A13

AKAP6

KCTD14;NDUFC2−KCTD14;NDUFC2

ME3

NUBPL

NEK7;NEK6

VIPAS39

PTPRO

EPS8

QDPR

MMAA

AKR1C2

DPYSL4

SLC25A4

GABRA2

SACS

BAG3

AP1S3;AP1S1

TMEM163

HSPB8

GRID2

RIT2

ATP5A1

HOMER1

ZNF776

CAMK4

TRIM36

GRIA4

SPARCL1

GPD1L

GJA1

FARP1

HNRNPDL

UTRN

GRM1

PTPRK

RAB3C

JAKMIP1

ZIC1

CARHSP1

SCOCSMARCA5

HNRNPU

SLC25A27

ASAP1

NMRAL1

SPHKAP

DDAH1

ANKFN1

DGKE

MSI2

CACNA2D1

AK5

IMPACT

CHST9

THY1

UBASH3B

NRGN

PRKCA

ABCA5

UCHL1
TNIK

ENAH

BUB3

FAM69A

PDLIM3

SORBS2CXADR

NCAM2

PLCL2

RAB6B

EPHB1

ACSS1

CA10

APOOL

CNTNAP5

PTPRN2

ATP6V1C1

MMS19
GOLGA7B

DBI

LARP1

GRIA1

NUP205

TTN

PDIA4

KDM8

FMN2
ADCY8

RASA2

MICU3

KIF5A

PSD3

MCU

GNAQ ADK

TIAM1

SCAF4

PCDH1

UQCRB

PPP2R2B

EEF1A1

AIFM1

EIF4A2

SST

EXOG

ATP2B2

SYN2

FUK

KIT;CSF1R

HYDIN

CACNA2D3

FAM81A

MYO1E;MYO1F

APPL1

TSPAN18

C2CD2

PALM2−AKAP2;AKAP2

ACAN
CABP1

FAM213B

PANK4

AGAP1;AC244230.1;AGAP5BRE

NCK1

TPRG1L

MRAS

CUL4B

KCNB1

AHCYL2PPP1R9A

ZC3H18

DMTN

NDUFS2CCAR2

CDC42SE2

EPB41

SYNJ1

CLIC6

HLCS

PTMS

PSMB4

ALDH4A1

UBR1NAE1

CHCHD6

CTBP1

TPPP3

FAM131B

RGS12

ZYX

ABR

ARHGAP35

KALRN

PDXK

DIP2A

S100B RDH13

ZER1

SPTBN4

SAFB

S100A1

CHTOP

ADAR UBQLN4

FGFR4

SH2B2;SH2B1
SQSTM1

RPL8

AP2M1

BDH1

FDXR

ACOX1

MPP3

SHANK1

PLCD3

FLYWCH2;FLYWCH1

ASRGL1

GNG3

NXF1 STX5

RPS6KA4

ELAVL4

COA7

ZYG11B

PPAP2B

AK4

SDC3

RBBP4;RBBP7

NFIA

FUBP1

DNAJB4

SNX7

BRINP3

CADM3

PEA15

RBM15

LRRTM1

DUSP19

VSNL1H3F3A;HIST3H3;H3F3C;H3F3B

ADCK3

LYSMD1

CCNYL1
CCNYL1;CCNY

GNPDA2

CGGBP1

COL6A3

ATP1A1

SLC15A2

HDAC11

NFASC

SERPINI1

SUCLG1

CDS1
SYNPR

PRICKLE2;PRICKLE1;PRICKLE3

GMPS
ABHD6

APBB2;APBB1

PRRT3

U2SURP

GYG1

SLC4A1AP

POLR2H

RPN1

TKT

PRKCD

PBRM1

LRPAP1

UBXN7

ABLIM2

H2AFZ;H2AFV

CAMKV

GRM2

WDR82

HMGB2

GUCY1A3

LSM6

EDIL3

CMBL

HTR4

ENPP6

CASP3

CARTPT

UBLCP1

ACSL6

UQCRQ

GRIK2

FABP7

PI16

TRA2A

HCN1NEUROD6;NEUROD2PGAM2
ADCY1

RAD21;RAD21L1

OXR1

CDK5

ALDH7A1

COX6C
YWHAZ

PDP1

KIAA0196

PSIP1

DIRAS2

ABCA1

ALDH1A1

HNRNPK

PCDH19

STRBP
NDUFB6

STOML2

SLITRK5

FAT3

LRFN5

CFL2

PGM2L1

RPL10L;RPL10
ARF6

NGB

ATP5C1

VDAC2

SLC18A2

STK32C

KIAA1462

NDRG2

NSMF

SALL2

HSPA12A

CLMN

SLC6A5

HTRA1

JAM3

RAB8B

CKB
API5

NOLC1

SCN3B

CYB5A

CYB5R2

CRABP1

PRKCB
PRKCB;PRKCA

HDGFRP3

CENPV FAM96B

PPIB

LDHD

DCTN5

TERF2IP

CACNG2

STAT6

ELFN2

YWHAB

SCG5

MAP1A

MAPRE2
NUDT21 SGSM1

SNRPD1

ISLR2

GPRC5B
KATNAL2

HDHD2

RBFOX3;RBFOX2

ATP5L

ACAA2

STIM1

RRM1

PRRT2

IRGQ

GNG8

CA4

TPM4

RPL13

CACNB3

DHRS13

GPD1

TTYH1
ATCAY

EEF2

HDGFRP2

OTUB1

NDUFA7;NDUFA7

PRDX2

HID1

ATP5H

ECI1

CASKIN1

SRRM2 DDB1

VPS37C

ENTPD3

CTNNB1

SF1 PAFAH1B2
RAB4A

VASN

TTC39C
GNG4

IRF2BP2

KIF5C

HIST1H1E

FAM107A

SEPT2

DTYMK

TNXB

LGI3

PHYHIP
FEN1

CHRM1

GFRA2

CDKN2AIP

NDUFS5AHCYL1

PPIP5K1

SNTB2

GFM1

USP39

STXBP6

GRM5

CPLX1

ATP5I

UQCRFS1

MAP2K1

HNRNPH1

MECP2

RAB3B

RGS14

GPRIN1

PGM2

P2RY12

PTPN9

SCN9A

HTRA4

PLEKHA2

PCBP1

APLF

DCXR
RAC3

UGP2

LINGO1

HNRNPF

PCDH7

ROBO1

CTNND2

ALCAM

YWHAG

GPR37L1 NIPA1

HNRNPA3

FABP6

USP47

SMAD1

DCLK2KRT86;GFAPKRT75;KRT5

CD14

RALGAPB
DLGAP1

ARMC10

SYT9

RBMXL2;RBMX

KIF5B

MTSS1

RPS9

GSTA4

NDUFA3

TANC2

PRKCDBP

CCBL1

KCNG3;KCNA4

PRKCE;PRKCH

GRIK1

TMEM126A

NPTX1

FAM98B

TPPP

KCND3

MAP1LC3B2;MAP1LC3B

WIPF2

LRRC8C;LRRC8E

RSL1D1

MAP6

CLSTN1

ENC1

GPHN

VAT1L

KNDC1

PTENRPS7

PRNP

AQP4

TLN2

SRGAP2C;SRGAP2 SRGAP2C;SRGAP2B;SRGAP2

SCG2

SYNPO

RAB33B

GAP43

EPHX4

CALB2

SNTB1

NEGR1

BPGM

CSDC2

C2CD2L

GNG12

FIBP

CARNS1

HCFC1

THEMIS

CORO1B

RAB37

SNX32

MRGPRF

OXSR1

ADRBK1

HECTD4

TRMT112

ADCY5

ABLIM3

GLRX

SYT12

SLC2A14;SLC2A3

SNCG

TLR9;TWF2

FKBP2

MOB1B

CHD2;CHD2

NUDT4

PC

SCAI

EIF1AX

TOMM20

STAT5B;STAT5A

EIF1

RNF213

DPY19L1;DPY19L2
SPTBN2RBM4

NWD2

TRMT10C

PRPF8
DDX23

PHLDA3

RALGAPA1

CNTNAP2

LINGO2

MFSD4

TTC9B

BRSK2

SRP72

PCP2

PDZK1

GLMN

KLC2

CTBP2

PPM1E

PCCA
DCTN2

ARHGAP1

PHYHD1

BANF1

PTPN2

EIF3F

ARL10

PCSK1

MCTP1;MCTP2

DPP10

DRAP1

NR2F1;NR2F2

RUVBL1

SFN

MSRA

BAIAP2

LRRN1

TUBB6

CSTF3
TCP11L1

LRRTM4

ANAPC2

RNPEP

RIMS2

GNG7

LMNB2 ACSF3

BASP1

WSB2

LY6H

SEC24C
SCN4B

EPS8L2

CETN1;CETN2

TALDO1RPS6KA3

TRIM72

KCNA2

PPFIA3
C18orf32;RPL17−C18orf32;RPL17

ACAD9

SUMO4;SUMO2

KIAA0195

FLII

HNRNPA0

AP3S1

NDUFV2

PLEC

SLITRK1

NT5DC1

GLDC

DTX3

SLC25A20

CA8

EPM2AIP1

KCTD12

CPNE7

TUFM

RCC2
DPM3

CYC1

HNRNPCL1;CH17−409J4.1;HNRNPCL2;HNRNPCL2;HNRNPC

CALR

PTPN11

GPC5

ZBTB18

MYADM

AKAP5

PUF60

ZADH2

SEPT1;SEPT5
LYNX1

TH

RCC1

F2

KCTD4

EIF2S3L;EIF2S3
PPA1

MAP6D1

SSR4

PITPNB
LRRC57

MAPK15

NPM1

PENK

HIST3H2A;HIST1H2AB;HIST1H2AC;HIST1H2AE

POLR2A

RAP2B

COPG1

BAI1

IBA57

ADOSNRPE

RTKN2

IDH2

TDRKH

MRPL41

ARL6IP4

SHMT2
SHMT2;SHMT1

MOB2

AP1S2

CACNB4

NXPH3

EPHB3

PLCB1

NTM

GRID1
CRIP2

PLCXD3

RBM10
RGS7

SLC25A18

EWSR1 CNOT10

CADM1

SLC8A1

PCP4

ABAT CAMK1D

BEGAIN

C2CD4C

RUVBL2

CTNNA3

SF3A3

PSMG1

PCBP3

SETD3

TNFAIP8L3

TANGO2

HIST2H3D;HIST2H3C;HIST2H3A

ALYREF

OPCML

CMTM4

KCTD16

KCTD8

TUBA8

NUDT14

SCN5A

PTP4A2

UQCR10

FAM120C

PCDH9

HIST1H1B

MAP7D2

PLA2G6

KCND2

TOP1MT;TOP1 COPB2

CEND1

NELL2

SEPT9

RALYL
HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO

SEPT5

OSBP2

APOO

H1FX

TCEAL2

PTRHD1

NDUFA6 DGAT1

ANKS1B
ARL15METTL7A

GPRIN3

AHNAK2

P4HB

SYN3

KCNIP4

NAT8L

BCAP31

NDUFA13

KRT73;NEFH

MKL2;MKL1

GABRA5

GNG2

SEPT10

PDE2A

LRRC16B

BCR

KRT14;KRT17

MAPT

RTN4RL2

ESPN

CCK

AKR1C1;AKR1C4

KIAA1598

SESTD1

FNBP1

DCC

MAGI2

LUZP2

CHP1

USP7

ISG15

ERC2

B3GALTL

TRPV2

GABRD

NHEJ1

SEMA4D

HIST1H1C;HIST1H1T

SHISA7

DNER

AGRN

PRKAR1B;PRKAR1A

SRSF10

FBLL1

SHISA6

TMEM201

KCTD21

NDUFA4

RELN

H1F0

TMEM120A

ARID2

SF3B3

MAOA

FHIT

KAZN

HMGB1

SH2D5

SEMA4A

SRGAP3

TUBB

NIF3L1

CPNE4

NTNG2

ELAVL3

LONP1

XRCC6

TSC22D2;TSC22D1MYL6B

TCEAL3

SLC6A9

MYO18A

PLXNB2

MYO6

HDAC2 RABL6

TECPR2

NF1

MVB12BADA

KIAA1211L

PDLIM7
SLC39A10

ANXA4

WDR5B;WDR5

ANXA6

KIAA1671

SLC6A17

PGAP1

LRRC8B

SND1

PSMD12
TBC1D9B

SYNGAP1

DDI2

UAP1L1

ADARB1
OGDHL

GSTK1

HNRNPAB

ATG7

SIPA1L1RPE;RPEL1

S100A10

CFAP43

FAM49A

ERO1L

S100A6
DNM3

DLGAP2

RPS4X

HIBCH
SVIP

HSD17B11

TUBB3;TUBB3

CACNA1E

QRICH1

FKBP1C;RP11−314N13.10;FKBP1A

DDX42 RPL23A

ASPH

ITSN2;ITSN1

NTRK1;NTRK2

ATL1
CTNND1

DDX39B DDX39B;DDX39A

NUDT16

RYR2

STK39
TTC37

SLC9A6

MT−CO2

ECI2

PPP1R14C

RPL10A
FAM169A

MT−ND5

BRINP2

PNP GK

GRM3

CHAMP1 HMGN2

RYR3

CES1

GRK5

MT−ND4

L1CAM

GPRASP1

SOWAHA

INF2

HIST2H2AA4;HIST2H2AA4;HIST2H2AC

HIST2H2BF;HIST1H2BA;HIST1H2BC;HIST1H2BD;HIST1H2BE;HIST1H2BF;HIST1H2BG;HIST1H2BH;HIST1H2BI;HIST1H2BK;HIST1H2BL;HIST1H2BM;HIST1H2BN;H2BFS
HIST2H3PS2;H3F3B

TCEAL5

TCEAL6
RING1

AGPAT1

MRPL38BTBD17 DXO

HSPA1A;HSPA1B

LSM2

VARS

ABHD16A

DDR1

GABBR1

MRPL53

PNMAL2

LRRC10B

SARNP;RP11−762I7.5

GPR56

TECPR1

EIF3CL;EIF3C

DPF3

RNPS1

XKR4

SACM1L

TSN

CRIP1;CRIP1

NRAS
GSTM2
ARL2;ARL2−SNX15

RBMXL1

TMX2;TMX2−CTNND1
NDUFS3

PPP1CB;PPP1CA;PPP1CC

ZNF90;RPS16

TSPAN4

FIS1

ARHGEF33

PHB2

GRID2IP

DDX3X

VPS16

TSTD1

ATAD3C;ATAD3A

PAM16;CORO7−PAM16;CORO7

LINGO3

PLXNA4

NPTXR

PPP2R2A

FXYD7

SLC12A8

CERS1

SMIM13

SETSIP;SET

ANKRD63

RPS18

MCTS1

UQCRHL;UQCRHHNRNPUL2−BSCL2;HNRNPUL2

CKMT1B;CKMT1A

SHISA9

RBM14;RBM14−RBM4

NME1

TLR9;TLR9

PNMA2

ARPC4;ARPC4−TTLL3

MICAL3

KCTD7;RABGEF1

PALM2

JMJD7;JMJD7−PLA2G4BJMJD7;JMJD7−PLA2G4B;PLA2G4B

ZNF512

ACY1

RBM12

PCP4L1

ACTN3;ACTN4

RP11−514O12.4;RNASET2YJEFN3

TM4SF2;TSPAN7

MSANTD3−TMEFF1;TMEFF1

PRKDC

LYN

CSNK2A3;CSNK2A1

ATP6V1G2−DDX39B;ATP6V1G2

AC073610.5;ARF3

LSM14A
RP11−603J24.9;PA2G4

RP11−162P23.2;ALDH2

BLOC1S5−TXNDC5;TXNDC5

XKR7

EPPK1

MRPL12;SLC25A10;SLC25A10

GTF2I

SRSF8;SRSF2

IKBKE;TBK1
RBM8A

AD000671.6;U2AF1L4;U2AF1;U2AF1

IER3IP1;IER3IP1

AC024592.12;NDUFA11

CCDC177

AC104534.3;HNRNPL

AC002985.3;HOMER3

AC011530.4;DMWD

TSNAX−DISC1;TSNAX

HSPE1−MOB4HIST2H4A;HIST2H4B;HIST1H4A;HIST1H4B;HIST1H4C;HIST1H4D;HIST1H4E;HIST1H4F;HIST1H4H;HIST1H4I;HIST1H4J;HIST1H4K;HIST1H4L;HIST4H4

GRIN2B

CTB−96E2.2;VTN

CBS;CBS

SYNRG

HIST1H3A;HIST1H3B;HIST1H3C;HIST1H3D;HIST1H3E;HIST1H3F;HIST1H3G;HIST1H3H;HIST1H3I;HIST1H3J

PRSS3P2;PRSS1

PIP4K2B

CH507−9B2.4
SRCIN1

MARCKS

NEFL
AC009133.22;QPRT

XXbac−B562F10.12;KLHL22
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COTL1

TSC2

NOMO3;NOMO2

UBE2I

CRYM

CPPED1

XYLT1

CDIPT

SYT17

CORO2B

CSK

RASL12

FAH

HOMER2

SCG3

MYEF2

SFRP1

JPH1

NDRG1NCALD

ANXA13;ANXA11

DCTN6

GSR

NEFM

ASAH1
ECH1

SF3A2

NOVA2
TIMM44;ZNF792;ZNF419;AC003005.4;ZIK1;ZNF776;ZNF552

PPP6R1

GPI

NUMBL

FSD1

APLP1

ICAM5

ETFB

ATP1A3

PTPRS

GRWD1

TMEM205

LPPR2

BCAT2 MAST1

PRPF31

RPL18A

CRTC1

MAG

CADM4
AVL9

PON2 ITGB8MPP6

DFNA5OGDHHIBADH

CHN2

ABHD11

STX1A

GARS

EPHB6

NPTX2

PTCD1;ATP5J2−PTCD1;ATP5J2
EIF3B

PTPRZ1

PPP1R17

IMPDH1

LSM5

RPA3

MEST

ACTR3C;ACTR3B

BLVRA
LIMK1
SLC1A1

PRUNE2

CORO2A

TBC1D13

ELAVL2

NCS1
ABCA2

PDLIM1

ERLIN1

MAPK8

PLEKHA1

CPEB3

SORCS1

SMC3
TFAM

CCDC6

CUL2

DNAJC12
PPIF

TSPAN14

CBX1

SLC25A11
C1QBP

DDX5

VAT1

LRRC59

MPP2

EFNB3

ALDOC
TMEM33

INPP4B

CPE
WFS1

AADAT

DHX15

RAPGEF2

MTCH2

HSPA8

VWA5A

SIAE

EHD1NRXN2

PRPF19

HPX

TRIM3

CHORDC1

ARHGEF17

EIF4G2

PDHX

SLC1A2

CARS

PITPNM1

AIP

NDUFS8

PTPN5

COQ5

DAO

CAMKK2

ATP5B
PPM1H

RASAL1

CPSF6

COPS7A
USP5TPI1ENO2

LPCAT3
C2CD5RIC8B

TPD52L1

SRSF3

SOD2

PHACTR1

MDGA1
CAP2

RAB23
WASF1

ACOT13
SMAP1

CUTA

PDE10A

DNPH1

TMEM30A;TMEM30B

NNTHSPA9SPARC

FAF2

RASGRF2

GABRG2

CDH6

LMNB1

SUB1

PDE4D

NUP155

DPYSL3

CSNK1A1;CSNK1A1L

ERGIC1

CNTN3

FAM162A

PCCB

RBP1

BCHE

PDCD10 USP4

GNB4

GBE1

UMPS
SLC41A3;SLC41A2

PODXL2

CSPG5

PLSCR4
COMMD2

PEX5L

ABHD14B

EIF1B

ADAM23

DGUOK
ACTR1B

TP53I3

GPD2

TANC1

SLC30A3

SNX17

PDE1A

NDUFS7

CCDC88A

MRPL19
GLS

COQ10B HSPE1

CHMP3;RNF103−CHMP3

HDLBP

HPCAL1STRN

SLC25A12

PLCL1

SLC1A4

COX7A2L

AAK1

TIA1;TIAL1

PCYOX1

SPR

EPHA4

CHD5

ATP5F1

DLGAP3

ARHGEF2

WLS

TROVE2

AMPD1;AMPD3

SRSF11

CRYZ

KIF21B

MAP7D1RRAGC;RP5−864K19.7

TBCE

HPCAL4

RIMS3

AKT3;AKT2

LPHN2

PADI2

UAP1

IGSF21
CDK18

SLC2A1 ABCD3

LPPR4

PROX1

RPA2MARC2

OSBPL9

STK11

APOA1

SLC8A2

NRP2

TTR

LRMP

CNR1

AKAP7

CASQ2

PPL

UCHL3PCDH17
DNAH7

NDUFB3

GDA

CCDC92

TRIM67

BSPRY

NDUFA8HDHD3

HSDL2

YLPM1

ACYP1

NPC2

DLST

SLIRP

ATL2

FAM98A
LGALSL

OGFRL1

IDE

CNNM1

GOT1

GRIA2

MTHFD1L

ACAT2 PDZD11

KIAA1217

PLXDC2

HSPH1

ETF1
TMPO

PTK2B

PPP3CC

EPHX2

LYPLA1 COPS5

GJB6

TBC1D15

BAI2

KHDRBS1

CSMD2

HPCA

UBL3

FAM213A

WIPF3

NPY

FAM126A

ACO1

KIAA1045

CISD1

CIT

CCDC91
ACOT9

PDE1B

TUBA1B

ATPAF1

PLP1

PFKFB2ACSL3

FAM210B

TTPAL

PREX1

SLC12A5VAPB

SRSF6

GDAP1L1

PEPD

IQSEC2

MCEE

ATP8A1

GRM4

PACSIN1

BTN2A2;BTN2A1

NQO2

CPNE5

NRN1

AHNAK;NRIP1

GOT2

EFNB2

SEPT6

NDUFA1
GGA3;GGA1

SLC25A23

GRIA3

OPA3EML2

GPCPD1

TGM3

CD93;PCSK1NPCSK2

LAMP5

ITPA RALY
MCF2L

COX6B1
PRDX5

ASL

PRKCG

TRAP1

DNAJC8

KTN1

HSPA2

TIMM8ACANX

EPS15L1

FBXL16

GNG13

KDM4B

GNAI1

LRFN1

YWHAH
CDC42EP1

MPST

DOCK4

CCDC136

NDUFA5

MYO1B

CHN1

IVD

ARPP19

COPB1

KCNC1

ATP1B2
SLC44A2

RNASE1

REEP5

ARHGEF6

CDH15

LPPR3

SYT5

GALNT8;KCNA6

ECSITTHEM6

APOC1
DPP6

NCAN

KIF1ACOLGALT1

LSM7

ACTN4

NDUFA10

ARPC1B

SULT4A1

OLFM1

COL5A1

OSBPL2

ADRM1
HIP1R

DNMT1

MPP1

HABP4

AKAP12

GGT7

COX4I1

CHMP1A

TRAF3

RFTN1

ZFYVE20

KIF3A;KIF6
ACLY

NDUFA2

MAP1B

PPP1R1B

KHDRBS3

PRKAB2

PDHA1MCCC2
SNRPA1ACTR10

LGALS3

DHX30

SLC6A11

TIMM10B;TIMM10B

EFR3A

IMMT

SCLY

PTPRE

PRKAA1

RAP1GAP2

SERPINF1

EEFSEC
COQ3

LANCL2

DDC

REEP2

BCAN

ALDH3B2;ALDH3A2
MPRIP

DCLK1
TPT1

SRRM1

HSPBP1

MACROD1
PDZD2

AGAP3

IMPA1

RRAS2

HSD17B4
UNC79

CTIF
MRPS36

CHL1

TSPAN2

GSTM5

SYT6

PTGFRN

LDHA;LDHAL6A

ANO3

NAV1

YARS

DAGLA

TPP2

ARHGAP32
APC;CTC−554D6.1 OSTF1FBXO21 BAI3NT5E

AGAP2

PKIB

RAB11FIP5

GLUL
STX6

RGS8

DOCK10

CAB39CKAP4

PLXNC1

VPS36
LRCH1SUCLA2

LMO7

ITM2B

RAPGEF5

DGKB

SRSF1

NDUFB5

MRPL47
EPRS

VPS45

ABI1

NIPSNAP3A
LRRC8A

TMOD1

DAB2IP

STXBP1

GABBR2

NCBP1

ALDH1B1;ALDH1A2

KLC4;KLC3

GMPR

SLC22A23

HMGA1

PRCP
MRPL15

GGH

SORL1
RDX

FDX1

UNC13C

NDUFAF1

ITPKA

GCHFR

CCBL2

GIPC2

SLC44A5

RTCA
HADHB

PPM1BPNPT1

LRPPRC

STAMBPL1

ARL3

EXOC6

MYPN

HECW2

ABI2

SHF

HCN4

SEMA7A

PCDH10

PRKG2

RAP1GDS1

TRPC3;TRPC7

SEPT11

USO1

ANXA3

PPA2

PAPSS1

SEC24B

PPP3CA

FBN2;FBN1

RGS3

KIF21A

CPNE8

YARS2
NDUFA9;RP11−234B24.6

VAMP1

PPFIA2

TPH2

TMEM132B

N4BP2L1;N4BP2L2;CNP

MAP3K12

ESYT1

VPS37B

MBNL2
CBLN3

NOVA1

STON2

SORD

BNIP2
SRP14

ETFA

RLBP1

NTRK3

SH3GL3

UQCRC2

CPNE2

KATNB1

GCSH
CDH11

CDH13

RHOT2
NDUFB10COPS3

PRPSAP2SCRN2

PTRH2

AFG3L2

OSBPL1A

ARRB2

MINK1

TTYH2

FAM134C CACNA1A

PFKL

SH3GL1

SIRT3

DOPEY2

SLC6A3

CACNG8

EVI5L

IGLON5

EFHD2

SH3BGRL3

PRKACB

STRIP1

CELSR2

ATP1B1

MPC2

ILDR2
MGST3

UFC1

CRABP2

PRUNE
SNX27;CYTIPSETDB1

SELENBP1

TP53BP2

LYST

ARF1;RP11−302B13.5;ARF3

EPHX1

PPFIA4

PLEKHA6

SYT2

RHOB

HNRNPLL

GALM

EML4

SNRNP200
SFXN5

C1QL2;C1QL3;C1QL1

SCN1A

SLC4A10

FAM171B

CPNE9

CNTN4

DYNC1LI1

IQSEC1

UBA3

TAGLN3

ATG3 NCEH1

STXBP5L

ECE2

CISD2 SETD7

NDUFS6

PIK3R1

HAPLN1

CRHBP

PAM

ARHGAP26

DDX46

GABRA6

CPLX2

GFOD1

PSD2

LRRTM2

SLC17A4;SLC17A1;SLC17A2;SLC17A7

MUT

PHIPCLVS2
ABRACL

MTFR2

TIAM2EGFR

SHROOM2

SH3KBP1

SLC16A2

NONO

DIAPH2

PRPS1

FRMPD3

IGSF1

NSDHL

ERLIN2

RGS20

TACC1
PMP2;FABP4

LACTB2

MTDH NDUFB9

ARHGAP39
AK3

NFIB

SHC3;SHC4

AUH

RP11−35N6.1

SNX30

ALAD

ASTN2

SURF4
PTGES2

SLC25A25;SLC25A23

LRSAM1
IDI2;IDI1

COMMD3;COMMD3−BMI1;BMI1;PCGF2

FAM171A1
SLC39A12HERC4

CAMK2G

GLUD1

ADD3

HSD17B12

DGKZ

CELF1

TENM4

LAMTOR1

PLCH2

CPSF7

PLCB3
TM7SF2

DOC2A

CNTN5

MPP7

CDH8

HNMT

LYPD1

GPM6A
DLG2

MTMR12

DOCK1

DLAT

PIP4K2A

RILPL2;RILPL1

ITPR1

GPR158

CACNA2D4

NGLY1

TMEM263

BTBD11

UBE3B

PLBD2 SLC2A13

MAGI1

AKAP6

KCTD14;NDUFC2−KCTD14;NDUFC2

ME3

NEK7;NEK6

PTPRO

QDPR
MMAA

AKR1C2

SLC25A4

GABRA2

SACS

BAG3

AP1S3;AP1S1

TMEM163

HSPB8

GRID2

RIT2
ATP5A1

HOMER1

CAMK4

TRIM36
PFKM

GRIA4

SPARCL1

GJA1
HNRNPDLUTRN

GRM1

PTPRK

RAB3C

ZIC1

CARHSP1

CAST
SCOC

SLC25A27
ASAP1

CNKSR3;CNKSR2

SPHKAP

DDAH1

DGKE
CACNA2D1

AK5

UBASH3B

NRGN

TOMM70A

PITPNC1

PRKCA

ENAH

PDLIM3

SORBS2

CXADR

NCAM2

PLCL2

RAB6B

EPHB1

ACSS1

APOOL

FBXL18

CNTNAP5

PTPRN2MMS19

GOLGA7B

LARP1

GRIA1

NUP205

TTN FMN2

SLC24A2ADCY8

RASA2

MICU3

KIF5A

MCU

ADK
KCNMA1

ART3

TIAM1
PCDH1

UQCRB
SUPV3L1

ZDHHC5
AIFM1

VPS8

SST

EXOG

ATP2B2

SYN2

KIT;CSF1R
HYDIN

CACNA2D3

FAM81A

TSPAN18
C2CD2

PALM2−AKAP2;AKAP2

ACAN

CABP1

PANK4

AGAP1;AC244230.1;AGAP5BRE TPRG1L
CUL4BKCNB1

AHCYL2

DMTN

NDUFS2

CDC42SE2

CLIC6

HLCS

PTMS

CYB5R1

ALDH4A1UBR1 NAE1

CHCHD6
FAM131B

RGS12

ZYX

KALRN

PDXK

DIP2A

S100B

RDH13

ZER1

SAFB

S100A1

ADAR

ANO10

LY6E

SQSTM1

NAPEPLD

BDH1

COX7A1

FDXRACOX1

PRPSAP1

MPP3

SHANK1

PLCD3

TBC1D24;RP11−20I23.1

ASRGL1COA7
ZYG11B

PPAP2B
AK4

RBBP4;RBBP7

NFIA

DNAJB4

SNX7

NTNG1

BRINP3 PEA15

LRRTM1

DUSP19

ADCK3
GNPDA2

SLC15A2

ARPC2

HDAC11

NFASC

SERPINI1

SUCLG1

CDS1

SYNPR

GMPS ABHD6

APBB2;APBB1

PRRT3

RPN1

TKT

PRKCDPBRM1
AIMP1H2AFZ;H2AFV

SLC9B2;BDH2

APEH

GRM2

WDR82

GUCY1A3

EDIL3

NDUFS4

HTR4

ENPP6

CASP3
RICTOR

UBLCP1
ACSL6UQCRQ

FABP7

SFXN1

PI16

HCN1

NEUROD6;NEUROD2

PGAM2

CTSBADCY1

ALDH7A1

COX6CPDP1
KIAA0196

TMEM65

DIRAS2

ALDH1A1

PCDH19

STRBP

NDUFB6

STOML2

SLITRK5

FAT3

LRFN5

PGM2L1

RPL10L;RPL10

ARF6

NGB

ATP5C1
VDAC2

SLC18A2

PRDX3
STK32CNDRG2

NSMF

HSPA12A

CLMN

SLC6A5

HTRA1

JAM3

RAB8B COPS2
PCBD1

SCN3B

CYB5A

CYB5R2

CRABP1

PRKCB

PRKCB;PRKCA

CENPV

LDHD
CACNG2

STAT6

ELFN2
SCG5

MARS

SGSM1

PHB

SNRPD1

SLC27A4

ISLR2

KATNAL2
HDHD2
ATP5L

ACAA2

STIM1

PRRT2

IRGQ

GNG8

CA4

CACNB3

DHRS13

GPD1
TTYH1

HDGFRP2

NDUFA7;NDUFA7

NDUFV1

PRDX2

HID1ATP5H
ECI1

CASKIN1

SRRM2

ENTPD3

CTNNB1

RAB4A

VASN

TTC39C

GNG4KIF5C

HIST1H1E

FAM107A

DTYMK

LGI3

PHYHIP

FEN1

CHRM1

GFRA2

DYNLRB2;DYNLRB1
NDUFS5AHCYL1

SNTB2

GFM1

LETM1

STXBP6

GRM5

CPLX1

ATP5I
UQCRFS1

MAP2K1

MECP2
SLC25A6;SLC25A6

RGS14

GPRIN1
KCNAB1

P2RY12

SCN9A

HTRA4

PLEKHA2

APLF

LUZP1
DCXR

RAC3

LINGO1
PCDH7

SYAP1

MYRIP
ALCAM

TRAPPC1

GPR37L1

NIPA1
FABP6

USP47
DCLK2

KRT75;KRT5

RALGAPB CDH2

DLGAP1

SYT9

GSTA4NDUFA3
TANC2

PKIA

CCBL1 KCNG3;KCNA4

GRIK1

TMEM126A

NPTX1

PGAM1;PGAM4
KCND3

MAP1LC3B2;MAP1LC3B

ETFDH

ENC1

VAT1L

KNDC1

PTEN
RPS7

AQP4

SRGAP2C;SRGAP2

SCG2

SYNPO

RAB33BGAP43

EPHX4

QARS
CYCS

CALB2

SNTB1

C1QTNF4

NEGR1

BPGM

CSDC2

CARNS1 HCFC1

THEMIS

RAB37

SNX32

OXSR1

ARPP21

HECTD4

TRMT112

MTX1

ABLIM3

GLRX

SYT12

SNCG

TLR9;TWF2

FKBP2

MOB1B
NUDT4

PC

TOMM20
SPTBN2

NWD2

TRMT10C

PRPF8

PITPNA

DDX23RALGAPA1

ATP2A2

LINGO2

MFSD4
TTC9B

SRP72

RIN1

PDZK1

DHX36

KLC2

CTBP2

PPM1EPCCA

TP53I11

PHYHD1
EIF3F

PCSK1

MCTP1;MCTP2

DPP10

SFN

MSRA

BAIAP2

LRRN1

TUBB6

TCP11L1

LRRTM4

RIMS2

GNG7

KBTBD11

ACSF3

LY6H

SCN4B

EPS8L2

CETN1;CETN2
RPS6KA3

TRIM72

KCNA2

C18orf32;RPL17−C18orf32;RPL17

ACAD9

SUMO4;SUMO2

FLII

HNRNPA0 AP3S1

NDUFV2

SLITRK1

NT5DC1

GLDC

SLC25A20 EPM2AIP1

KCTD12COX5A

CPNE7

TUFM

RCC2

CYC1

CALR

GPC5

ZBTB18

MROH1

AKAP5

ZADH2

SEPT1;SEPT5

LYNX1

TH

KCTD4

MAP6D1SSR4

LRRC57

MAPK15

PENK

RAP2B

COPG1

ADOSNRPE

RTKN2

TDRKH

MRPL41

SHMT2 MOB2

AP1S2

CACNB4

NXPH3EPHB3
NTM

ANXA2

RGS6

CRIP2

PLCXD3

SLC25A18

EWSR1

CADM1

SLC8A1

PCP4

ABAT

CAMK1D

BEGAIN

C2CD4C

CTNNA3

GRIN2A

PSMG1

PCBP3

SETD3

TNFAIP8L3

TANGO2

KCTD16KCTD8

TUBA8

NUDT14

SCN5A

PTP4A2

UQCR10

FAM120C

NIPSNAP1

MAP7D2

KCND2

CEND1

NELL2
HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BOSEPT5

NDUFA12

OSBP2

APOO

H1FX

NDUFA6

ANKS1B

METTL7A

GPRIN3

AHNAK2

P4HB
SYN3

KCNIP4

LRCH3

NDUFA13

KRT73;NEFH

MKL2;MKL1

GNG2

SEPT10

PDE2A

LRRC16B

KRT14;KRT17
RTN4RL2

ESPN

CCK

NAP1L1

AKR1C1;AKR1C4

KIAA1598

SESTD1

FNBP1

DCC

MAGI2CHP1

ISG15

ERC2

B3GALTL

TRPV2 GABRD

SEMA4D HIST1H1C;HIST1H1T

SHISA7

DNER

SHISA6

KCTD21
NDUFA4

RELN

TMEM120AARID2

FHIT

SEMA4A

SRGAP3NIF3L1

CPNE4

NTNG2

LONP1

TSC22D2;TSC22D1
MYL6B

TCEAL3

SLC6A9

AFAP1;AFAP1L1

TECPR2

ADA

KIAA1211L

SRGAP1

SLC39A10

AP2A1

ANXA6

SLC6A17

LRRC8B

PSMD12

SYNGAP1

DDI2

ADARB1

OGDHL

GSTK1

SIPA1L1

S100A10

FAM49AERO1L

S100A6
RPL12

DNM3

DLGAP2

MB

HIBCH
SVIP

TUBB3;TUBB3

CACNA1E

FKBP1C;RP11−314N13.10;FKBP1A

ASPH

ITSN2;ITSN1

SH3BGRL2
ANKRD35

CTNND1
NUDT16

RYR2

STK39

SLC9A6

MT−CO2

ECI2
MT−ND5

PNP
GK

GRM3

CES1

GRK5
MT−ND4

GPRASP1

SOWAHA

INF2

HIST2H2AA4;HIST2H2AA4;HIST2H2AC

TCEAL5
MRPL38

BTBD17
VARS

ABHD16A

GNL1
PPP1R11

GABBR1
MRPL53

ATXN2

PNMAL2

LRRC10B

SARNP;RP11−762I7.5

GPR56

NAP1L4EIF3CL;EIF3C

ITSN1

RNPS1

ANKRD28

SACM1L

TSN

NRAS

GSTM2ARL2;ARL2−SNX15

VDAC1TMX2;TMX2−CTNND1
NDUFS3

FIS1

GRID2IP

TSTD1

ATAD3C;ATAD3A

LINGO3

PLXNA4

NPTXR

FXYD7

SLC12A8

CERS1

ANKRD63

GPX1

UQCRHL;UQCRH

CKMT1B;CKMT1A

SHISA9

NME1

TLR9;TLR9
PNMA2

KCTD7;RABGEF1

PALM2

JMJD7;JMJD7−PLA2G4B

ACY1

RBM12

AP000304.12;ATP5O

YJEFN3

TM4SF2;TSPAN7

RP11−295K3.1;CTSD

LYN

CSNK2A3;CSNK2A1

DPP3

NDUFB8;NDUFB8

AC073610.5;ARF3

RP11−162P23.2;ALDH2

BLOC1S5−TXNDC5;TXNDC5

RP4−576H24.4;SIRPB1;SIRPG;SIRPA

XKR7

EPPK1
MRPL12;SLC25A10;SLC25A10
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Supplementary Figure 10e

RNA vs protein fold-change comparison of all pairs of brain regions. 

These scatterplots are identically defined to those in Fig 5A except that here genes are labelled to show individual gene names 
observable at high magnification.  A) CBC vs all B) MD vs all C) STR vs all D) AMY vs all E) HIP vs all F) V1C vs all G) DFC vs all.  
Genes are coloured based on their agreement or disagreement between the RNA and protein measurements; genes for which the 
protein variability between regions is <2-fold of that reported at the RNA-level were considered consistent (green and grey points).  
Purple coloured genes are those with consistent direction but variable magnitude of change (≥2-fold) between the regions at the 
protein and RNA level, while red genes disagree in the direction of change between RNA and protein.  Blue and orange genes vary 
between regions according to protein but not RNA and vice-versa.   
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PKIB

CCT7

ABCB10

GLUL

RGS8

DHX9

DOCK10
ITM2C

CKAP4

PLXNC1
APPL2 VPS36

LRCH1

LMO7

ITM2B

LCP1

SCRN1

RAPGEF5
DGKB

DBNL

SRSF1

TRA2B VPS45

BIN1
ABI1

NIPSNAP3A

TXN

KIAA0368

TMOD1
DAB2IP

STXBP1

PRPF4
ATP6V1G1

GABBR2NCBP1

ANP32B

RPS6

KLC4;KLC3

GMPR

SLC22A23

TUBB2A

HMGA1

TPMT

MGARP

NUMA1PRCP

GGH

TGS1

SDCBP

SORL1

RDX

FDX1 FXYD6;FXYD6−FXYD2

UNC13C

SLTM ITPKA

UACA

GCHFR

CCBL2

GIPC2

SLC44A5

HADHB

PPM1B

PNPT1 ACTR2

PREB

EXOC6
DNAJC13

MYPN

ATIC

SSB

ABI2

SHF

HCN4

SEMA7A

PCDH10

HNRNPD

PRKG2

TRPC3;TRPC7

NUP54

ANXA3
PPA2

PAPSS1

SEC24B

PPP3CA

FBN2;FBN1

KIF21A

CPNE8

FGD4

VAMP1

PPFIA2

ANP32D;ANP32A

SNRPF

TMEM132B

GIT2

N4BP2L1;N4BP2L2;CNP

SMARCC2

MAP3K12

VPS37B

DENR
MBNL2

CBLN3

NOVA1

STON2

WARS

SORD

BNIP2

SRP14

TPM1

ULK3

RLBP1

NTRK3

SH3GL3

GLYR1

FTO

CPNE2
KATNB1KIFC3

CDH11

CDH13

RHOT2

COPS3

KSR1

GFOD2

PRPSAP2

SCRN2

PTRH2

GNAL

RPRD1A

OSBPL1A

ARRB2

MINK1

ARHGDIA

TTYH2

EIF4A3

TBCD

SMAD4
FAM134C

CACNA1A

SIRT3
APP

DOPEY2

SAE1

CACNG8

EVI5L

IGLON5

EFHD2

SH3BGRL3

PRKACB

RPS8

PTPRF

STRIP1

CELSR2

ATP1B1

ILDR2

MGST3
UFC1

HDGF

TOR1AIP1

PRUNE

SF3B4

SNX27;CYTIP

SETDB1PI4KB
ANP32E

SELENBP1

CERS2

ENSA

TP53BP2

TPM3

KCNN3

ILF2

LYST

ARF1;RP11−302B13.5;ARF3

PARP1

EPHX1

PPFIA4

SYT2

ARL8A
RHOB

HNRNPLL

GALM

EML4

CALM2;CALM1;CALM3;TNNC2

SNRNP200

SFXN5RALB
RALB;RALA

C1QL2;C1QL3;C1QL1

SLC4A10 KIAA1715

FAM171B

CPNE9

RAB5A

RQCD1

CNTN4

IQSEC1

UBA3

TAGLN3

EIF2A

NCEH1

AMT

STXBP5L
EIF2B5

ECE2

DGKQ

OCIAD2

CAMK2D

CISD2
SETD7

RPS3A

PIK3R1

HAPLN1

LHFPL2

CRHBP

RASA1

PAM

BTF3

ARHGAP26

DDX46

GABRA6

GABRB2

TENM2

PSD2

LRRTM2

DAAM2

TPBG

PHIP

CLVS2

ABRACL

MTFR2

TIAM2

EGFR

PURB

SHROOM2

C7orf55−LUC7L2;LUC7L2

SH3KBP1

SLC16A2

NONO

OGT

DIAPH2

FRMPD3

IGSF1

NSDHL

RGS20
TACC1

PMP2;FABP4

LACTB2

MTDH

ARHGAP39

NFIB

SHC3;SHC4
RP11−35N6.1

SNX30

ALAD

ASTN2

SURF4

SLC25A25;SLC25A23

LRSAM1

IDI2;IDI1

FAM171A1

SLC39A12

RSU1

PARD3

HERC4
CAMK2G

GLUD1

LIN7C

DGKZ

SSRP1 ARFGAP2

CELF1

TENM4

CAPN5

PAK1

RPS3

PLCH2

CPSF7

PLCB3

TM7SF2

VPS51PPP4C

ALDOA

DOC2A

CNTN5

MPP7

CDH8

HNMT

LYPD1

GPM6A

MTMR12

DOCK1
PIP4K2A

RILPL2;RILPL1

ITPR1

GPR158

NGLY1

TMEM263

BTBD11

UBE3B

PLBD2

SLC2A13

MAGI1

AKAP6

ME3

NUBPL

NEK7;NEK6

VIPAS39

PTPRO

EPS8

QDPR

MMAA

AKR1C2

DPYSL4

SLC25A4

GABRA2
SACS

BAG3

AP1S3;AP1S1

TMEM163

HSPB8

GRID2

RIT2

ATP5A1

GUCY1A2

HOMER1

ZNF776

CAMK4

TRIM36

GRIA4

SPARCL1

GPD1L

GJA1
FARP1

HNRNPDL

UTRN

GRM1

PTPRK

RAB3C

JAKMIP1

ZIC1

CARHSP1

CASTSCOC

SMARCA5

HNRNPU

SLC25A27

FAM49B

ASAP1

NMRAL1

PTPRD

CNKSR3;CNKSR2

SPHKAP

DDAH1

ANKFN1

DGKE

MSI2

CACNA2D1

AK5

IMPACT

CHST9

THY1

UBASH3B

NRGN

PRKCA

ABCA5

UCHL1

TNIK

ENAH

BUB3

FAM69A

PDLIM3

SORBS2

CXADR

NCAM2

MRPL39

PLCL2

RAB6B

EPHB1

ACSS1

CA10

FBXL18

CNTNAP5

PTPRN2

ATP6V1C1

MMS19

GOLGA7B

LARP1
GRIA1

NUP205

TTN

PDIA4

FMN2
SLC24A2
ADCY8

MICU3

KIF5A

PSD3

MCU

GNAQ

KCNMA1

TIAM1

SCAF4

PCDH1

PPP2R2B

EEF1A1EIF4A2

SST

EXOG

ATP2B2

SYN2

FUKKIT;CSF1R

HYDIN

CACNA2D3

FAM81A

MYO1E;MYO1F

TSPAN18

C2CD2

PALM2−AKAP2;AKAP2

ACAN

CABP1 FAM213B

PANK4

AGAP1;AC244230.1;AGAP5
BRE

NCK1

TPRG1L

MRAS

CUL4B

KCNB1

AHCYL2

PPP1R9A

ZC3H18TMED4

DMTN

CCAR2

CDC42SE2

EPB41

SYNJ1

CLIC6

HLCS

PTMS

CYB5R1

ALDH4A1

NAE1

CHCHD6

CTBP1

TPPP3

FAM131B

RGS12

ZYX

ABR

ARHGAP35

KALRN

PDXK

S100B
RDH13

ZER1

SPTBN4

SIK3

SAFB

S100A1

CHTOP

ADAR
ANO10

UBQLN4

FGFR4

SH2B2;SH2B1

SQSTM1
RPL8

FDXR

ACOX1
PRPSAP1

MPP3

SHANK1

PLCD3

FLYWCH2;FLYWCH1

ASRGL1

GNG3

NXF1 STX5

RPS6KA4

ELAVL4

COA7

ZYG11B

PPAP2B

SDC3

RBBP4;RBBP7

NFIA

FUBP1

DNAJB4

SNX7

NTNG1

BRINP3

CADM3

RBM15

LRRTM1

DUSP19

VSNL1H3F3A;HIST3H3;H3F3C;H3F3B

ADCK3

LYSMD1

CCNYL1 CCNYL1;CCNY

GNPDA2CGGBP1

COL6A3

ATP1A1

SLC15A2

ARPC2

HDAC11

NFASC

SERPINI1

CDS1

SYNPR

PRICKLE2;PRICKLE1;PRICKLE3

GMPS

ABHD6

PRRT3

U2SURP

GYG1

SLC4A1AP

POLR2H

RPN1

PBRM1

LRPAP1

UBXN7
H2AFZ;H2AFV

SLC9B2;BDH2

APEH

CAMKV

GRM2

WDR82

HMGB2

GUCY1A3

LSM6

EDIL3

CMBL

HTR4

ENPP6

CASP3

CARTPT

UBLCP1

ACSL6

GRIK2

FABP7

STXBP5

PI16

TRA2A

HCN1

NEUROD6;NEUROD2

PGAM2

CTSB

ADCY1

RAD21;RAD21L1

CDK5

ALDH7A1

COX6C

YWHAZ

PDP1

PSIP1

DIRAS2

ABCA1

ALDH1A1

HNRNPK

PCDH19

STRBP

SLITRK5

FAT3

LRFN5

CFL2

PGM2L1

RPL10L;RPL10
ARF6

VDAC2

SLC18A2

STK32C

KIAA1462

NDRG2

NSMF

SALL2

HSPA12A

CLMN

SLC6A5

HTRA1 JAM3

RAB8B

CKB
API5

NOLC1

SCN3B

CYB5A

CYB5R2

CRABP1

PRKCB

PRKCB;PRKCA

HDGFRP3

CENPV FAM96B

LDHD

DCTN5

TERF2IP

CACNG2

STAT6

ELFN2

YWHAB

SCG5

MAP1A

MAPRE2
NUDT21

SGSM1

SNRPD1

ISLR2

GPRC5B

KATNAL2

RBFOX3;RBFOX2

ACAA2

STIM1

RRM1

PRRT2

IRGQ

GNG8

CA4

TPM4

RPL13

DHRS13

GPD1
TTYH1

ATCAY

EEF2

HDGFRP2

OTUB1

NDUFA7;NDUFA7

PRDX2

HID1ECI1

CASKIN1

SRRM2

VPS37C

ENTPD3

CTNNB1
SF1 PAFAH1B2

RAB4A

VASN

TTC39C

GNG4

IRF2BP2

HIST1H1E

FAM107A

SEPT2

DTYMK

TNXB

LGI3

PHYHIP
FEN1

CHRM1

GFRA2

CDKN2AIP

AHCYL1

PPIP5K1

GFM1
USP39

STXBP6

GRM5

CPLX1

ATP5I MAP2K1

HNRNPH1

MECP2

RAB3B

RGS14

GPRIN1

KCNAB1

PGM2

P2RY12
PTPN9

SCN9A

HTRA4

PLEKHA2

PCBP1

APLF

LUZP1

DCXR

RAC3

UGP2

LINGO1

HNRNPF

PCDH7

CTNND2

ALCAM

YWHAG
GPR37L1

NIPA1

HNRNPA3

FABP6

USP47

SMAD1

DCLK2
KRT86;GFAP

KRT75;KRT5

CD14

ARMC10

SYT9

RBMXL2;RBMX

KIF5B

MTSS1

GSTA4

TANC2

PRKCDBP

PKIACCBL1

KCNG3;KCNA4

PRKCE;PRKCH

GRIK1

TMEM126A

NPTX1

FAM98B

TPPP

KCND3

MAP1LC3B2;MAP1LC3B

LRRC8C;LRRC8E

RSL1D1

ETFDH

MAP6

CLSTN1

ENC1

VAT1L

KNDC1

PTEN
RPS7

PRNP

AQP4

TLN2

SRGAP2C;SRGAP2SRGAP2C;SRGAP2B;SRGAP2

SCG2

SYNPO

RAB33B

GAP43

EPHX4

CALB2

SNTB1

CSDC2

GNG12

CARNS1

HCFC1

THEMIS

CORO1B

RAB37

SNX32

MRGPRF

OXSR1ARPP21

ADRBK1

HECTD4

TRMT112

ADCY5

ABLIM3

GLRX

SYT12

SLC2A14;SLC2A3

SNCG

TLR9;TWF2

FKBP2

MOB1B

CHD2;CHD2

NUDT4SCAI

EIF1AX

TOMM20

STAT5B;STAT5A

EIF1

RNF213

DPY19L1;DPY19L2

SPTBN2RBM4

NWD2

TRMT10C

PRPF8
DDX23

PHLDA3
CNTNAP2

LINGO2

MFSD4

TTC9BBRSK2

SRP72

PCP2

RIN1

PDZK1

GLMN

KLC2

CTBP2

CADM2

PPM1E

PCCA DCTN2

ARHGAP1

TP53I11

PHYHD1

BANF1

PTPN2

ARL10

PCSK1

MCTP1;MCTP2

DPP10

DRAP1

SFN

MSRA

BAIAP2

TUBB6

CSTF3
TCP11L1

LRRTM4

ANAPC2

RIMS2

GNG7

KBTBD11

LMNB2
ACSF3

BASP1

WSB2

LY6H

SEC24C
SCN4B

EPS8L2

CETN1;CETN2

TALDO1

RPS6KA3

TRIM72

KCNA2

PPFIA3

SLC25A22

C18orf32;RPL17−C18orf32;RPL17

ACAD9

SUMO4;SUMO2

FLII

HNRNPA0

AP3S1

NDUFV2

PLEC

SLITRK1

NT5DC1

GLDC

DTX3

SLC25A20

CA8

EPM2AIP1KCTD12

CPNE7

RCC2

DPM3CYC1

HNRNPCL1;CH17−409J4.1;HNRNPCL2;HNRNPCL2;HNRNPC

PTPN11

GPC5

ZBTB18

MYADM

AKAP5

PUF60

ZADH2

SEPT1;SEPT5

LYNX1

TH

RCC1

F2

KCTD4

EIF2S3L;EIF2S3
PPA1

MAP6D1

SSR4

PITPNB
LRRC57

MAPK15

NPM1

PENK

HIST3H2A;HIST1H2AB;HIST1H2AC;HIST1H2AE

POLR2A

RAP2B

BAI1

IBA57

ADOSNRPE

RTKN2

IDH2

TDRKH

MRPL41

ARL6IP4

SHMT2
SHMT2;SHMT1

MOB2
AP1S2

CACNB4 NXPH3

EPHB3

PLCB1

NTM

ANXA2

RGS6

GRID1

CRIP2

PLCXD3

RBM10

SLC25A18

EWSR1 CNOT10

CADM1

SLC8A1

PCP4

ABAT

CAMK1D

BEGAIN

C2CD4C

CTNNA3

SF3A3

GRIN2A

PCBP3

SETD3

TNFAIP8L3

TANGO2

HIST2H3D;HIST2H3C;HIST2H3A

ALYREF OPCML

CMTM4

KCTD16

KCTD8
TUBA8

NUDT14

SCN5A

PTP4A2

FAM120C

PCDH9

HIST1H1B

MAP7D2

PLA2G6

KCND2

TOP1MT;TOP1
COPB2

CEND1

NELL2

SEPT9
RALYL

HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO

SEPT5

OSBP2

H1FX

TCEAL2

PTRHD1

ANKS1BARL15

METTL7A

GPRIN3

AHNAK2

P4HB

SYN3

KCNIP4

NAT8L

BCAP31

LRCH3

MKL2;MKL1

GABRA5

GNG2

SEPT10

PDE2A

LRRC16B

BCR

KRT14;KRT17

MAPT

RTN4RL2

ESPN

CCK

NAP1L1

AKR1C1;AKR1C4

KIAA1598

SESTD1

FNBP1

DCC

MAGI2

LUZP2

CHP1 ISG15

ERC2

B3GALTL

TRPV2

GABRD

NHEJ1

SEMA4D

HIST1H1C;HIST1H1T

SHISA7

DNER

AGRN

PRKAR1B;PRKAR1A

TUBB4B;TUBB8;TUBB4A

SRSF10

FBLL1 SHISA6

TMEM201

KCTD21

RELN

H1F0

TMEM120A

ARID2

SF3B3

MAOA

FHIT

KAZN

HMGB1

SH2D5

SEMA4A

SRGAP3

TUBB

NIF3L1

CPNE4

NTNG2

ELAVL3
XRCC6

TSC22D2;TSC22D1
MYL6B

TCEAL3

SLC6A9

MYO18A

PLXNB2

MYO6

HDAC2 RABL6

TECPR2

NF1

MVB12B

ADA

KIAA1211L

PDLIM7

SLC39A10

AP2A1

ANXA4

WDR5B;WDR5

ANXA6

KIAA1671
LRRC8B

SND1

PSMD12

SYNGAP1

UAP1L1

ADARB1

GSTK1

HNRNPAB

ATG7

SIPA1L1RPE;RPEL1

S100A10

CFAP43

MCMBP

FAM49A

ERO1L

S100A6
DNM3

DLGAP2

HIBCH

SVIP

HSD17B11
TUBB3;TUBB3

CACNA1E

QRICH1

FKBP1C;RP11−314N13.10;FKBP1A

DDX42

ASPH

ITSN2;ITSN1

NTRK1;NTRK2

SH3BGRL2
ATL1CTNND1

DDX39B DDX39B;DDX39A

NUDT16

RYR2

STK39

TTC37

SLC9A6

MT−CO2

ECI2

PPP1R14C

CDC42BPB

FAM169A

MT−ND5

BRINP2

PNP
GK

GRM3

CHAMP1
HMGN2

OPA1

RYR3

CES1

GRK5

MT−ND4

L1CAM

SOWAHA

INF2

HIST2H2AA4;HIST2H2AA4;HIST2H2AC

HIST2H2BF;HIST1H2BA;HIST1H2BC;HIST1H2BD;HIST1H2BE;HIST1H2BF;HIST1H2BG;HIST1H2BH;HIST1H2BI;HIST1H2BK;HIST1H2BL;HIST1H2BM;HIST1H2BN;H2BFS

HIST2H3PS2;H3F3B

TCEAL5

TCEAL6

RING1

AGPAT1

MRPL38

BTBD17

DXO
LSM2

ABHD16A

DDR1

GABBR1

MRPL53

ATXN2

PNMAL2

LRRC10B

SARNP;RP11−762I7.5

GPR56

TECPR1TMSB4X

EIF3CL;EIF3C

DPF3

ITSN1

RNPS1 RAB12
ANKRD28

SACM1L

TSN

CRIP1;CRIP1

GSTM2

ARL2;ARL2−SNX15

RBMXL1

TMX2;TMX2−CTNND1

PPP1CB

ZNF90;RPS16

TSPAN4

ARHGEF33

PHB2

GRID2IP

DDX3X

VPS16

TSTD1

PAM16;CORO7−PAM16;CORO7

LINGO3

PLXNA4

NPTXR

PPP2R2A

FXYD7SLC12A8

CERS1

SMIM13

SETSIP;SET

MCTS1

HNRNPUL2−BSCL2;HNRNPUL2

CKMT1B;CKMT1A

SHISA9

RBM14;RBM14−RBM4

NME1

TLR9;TLR9

PNMA2

ARPC4;ARPC4−TTLL3

MICAL3

KCTD7;RABGEF1

PALM2

JMJD7;JMJD7−PLA2G4BJMJD7;JMJD7−PLA2G4B;PLA2G4B

ZNF512

ACY1

RBM12
PCP4L1

RP11−514O12.4;RNASET2

YJEFN3

TM4SF2;TSPAN7

MSANTD3−TMEFF1;TMEFF1

PRKDC

LYN
ATP6V1G2−DDX39B;ATP6V1G2

DPP3

BRK1

AC073610.5;ARF3

LSM14A
RP11−603J24.9;PA2G4

RP11−162P23.2;ALDH2

BLOC1S5−TXNDC5;TXNDC5

RP4−576H24.4;SIRPB1;SIRPG;SIRPA

XKR7

EPPK1

GTF2I

SRSF8;SRSF2

IKBKE;TBK1
RBM8A

AD000671.6;U2AF1L4;U2AF1;U2AF1

IER3IP1;IER3IP1
CCDC177

AC104534.3;HNRNPL

AC002985.3;HOMER3

AC011530.4;DMWD

TSNAX−DISC1;TSNAX

HSPE1−MOB4HIST2H4A;HIST2H4B;HIST1H4A;HIST1H4B;HIST1H4C;HIST1H4D;HIST1H4E;HIST1H4F;HIST1H4H;HIST1H4I;HIST1H4J;HIST1H4K;HIST1H4L;HIST4H4

GRIN2B

CTB−96E2.2;VTN

GATSL2

CBS;CBS

SYNRG

HIST1H3A;HIST1H3B;HIST1H3C;HIST1H3D;HIST1H3E;HIST1H3F;HIST1H3G;HIST1H3H;HIST1H3I;HIST1H3J

PRSS3P2;PRSS1

PIP4K2B

CH507−9B2.4
SRCIN1

MARCKS

NEFL

AC009133.22;QPRT

XXbac−B562F10.12;KLHL22
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PDE4D
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BCHE
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CSPG5
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EIF1B

ADAM23

DGUOKACTR1B
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TP53I3

GPD2
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SLC30A3

PDE1A

NDUFS7

CCDC88A

MRPL19

GLS

COQ10BCHMP3;RNF103−CHMP3

FHL2

HPCAL1
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PRKD3;STK36;CDKL5SLC25A12

TIA1;TIAL1

PCYOX1

SPR

EPHA4

CHD5

ATP5F1

CAPZA1DLGAP3

ARHGEF2
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AMPD1;AMPD3

SRSF11
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KIF21B

TBCE

HPCAL4

RIMS3

AKT3;AKT2

UAP1
IGSF21

CDK18
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SLC2A1
DR1

ABCD3

LPPR4
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SLC8A2
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AKAP7
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MTHFD1L
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PTK2B

PPP3CC
EPHX2
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BAI2

CSMD2
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GPSM2;GPSM1
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WIPF3

NPY

FAM126A
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KIAA1045

KIAA1549
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ATPAF1

PFKFB2AGO2

ACSL3
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SLC12A5
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IQSEC2
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GRM4

PACSIN1

NQO2

CPNE5
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DEK
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EFNB2

SEPT6
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OPA3EML2

GPCPD1

LAMP5

RALY
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PRDX5
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PRKCG

TRAP1
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PPP1R1B
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IMPA1
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PTGFRN
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DAGLA
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TAOK3;TAOK1
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AGAP2

PKIB
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STX6
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DOCK10
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LRCH1

LMO7
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RAPGEF5

DGKB

NDUFB5

MRPL47

VPS45
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DAB2IP

STXBP1
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ANP32B

ALDH1B1;ALDH1A2 KLC4;KLC3

GMPR
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TPMT

MGARP

NUMA1

PRCP
MRPL15

GGH

SDCBP
SORL1

FDX1

UNC13C

NDUFAF1

ITPKA
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FNBP1L

GIPC2

RTCA
PPM1B
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LRPPRC

STAMBPL1

EXOC6
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HECW2
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SHF
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SEMA7A

PCDH10

PRKG2

RAP1GDS1
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PPA2SEC24B

PPP3CA
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CPNE8

YARS2
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ESYT1
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NTRK3
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AFG3L2
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SAE1
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IGLON5
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PLEKHA6

SYT2

HNRNPLL

GALM

EML4

SFXN5

C1QL2;C1QL3;C1QL1

SCN1A

SLC4A10

KIAA1715

FAM171B

CPNE9

CNTN4

DYNC1LI1

IQSEC1

TAGLN3

STXBP5L
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GPR158

CACNA2D4
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MAGI1
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PTPRK
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DDAH1
ANKFN1
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PPAP2B

NFIA

DNAJB4

SNX7

NTNG1

LRRTM1

DUSP19
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RPL10L;RPL10

NGB

SLC18A2

STK32C
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STAT6
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SEPT2
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GFRA2
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PLEKHA2
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TRAPPC1
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PKIA
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NPTX1
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KNDC1

PTEN

SRGAP2C;SRGAP2
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SYNPO

RAB33B
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CALB2

C1QTNF4
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CSDC2
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RAB37
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ADRBK1
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SYT12
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TLR9;TWF2
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SPTBN2
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TRMT10C
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PDZK1

GLMNDHX36
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PPM1E

TP53I11
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DPP10
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MSRA

BAIAP2
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TCP11L1
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RIMS2

KBTBD11
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EPS8L2
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RPS6KA3

TRIM72
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AP3S1

NDUFV2
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COX5A

CPNE7
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CYC1
FARSA

ZBTB18
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AKAP5

NRXN1
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RAP2B
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RTKN2
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Supplementary Figure 10f

RNA vs protein fold-change comparison of all pairs of brain regions. 

These scatterplots are identically defined to those in Fig 5A except that here genes are labelled to show individual gene names 
observable at high magnification.  A) CBC vs all B) MD vs all C) STR vs all D) AMY vs all E) HIP vs all F) V1C vs all G) DFC vs all.  
Genes are coloured based on their agreement or disagreement between the RNA and protein measurements; genes for which the 
protein variability between regions is <2-fold of that reported at the RNA-level were considered consistent (green and grey points).  
Purple coloured genes are those with consistent direction but variable magnitude of change (≥2-fold) between the regions at the 
protein and RNA level, while red genes disagree in the direction of change between RNA and protein.  Blue and orange genes vary 
between regions according to protein but not RNA and vice-versa.   
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PNPT1

PREB

STAMBPL1

EXOC6

DNAJC13

MYPN

ATIC

SSB
HECW2

ABI2

SHF

HCN4

SEMA7A

PCDH10

HNRNPD

PRKG2

TRPC3;TRPC7

SEPT11
ANXA3

SEC24B

PPP3CA

FBN2;FBN1

KIF21A

CPNE8

YARS2

FGD4

VAMP1

PPFIA2

ANP32D;ANP32A

SNRPF

TMEM132B

GIT2

N4BP2L1;N4BP2L2;CNP

SMARCC2

MAP3K12

VPS37B

MBNL2

CBLN3

NOVA1

STON2

SORD

BNIP2

SRP14
DNAJA4

ULK3

RLBP1

NTRK3

SH3GL3

GLYR1

FTO

CPNE2

KATNB1
KIFC3

CDH11

CDH13

RHOT2

GFOD2

PRPSAP2

SCRN2

PTRH2

GNAL

RPRD1A

OSBPL1A

ARRB2

ARHGDIA
TTYH2

EIF4A3

SMAD4 CACNA1A

SIRT3 APP

DOPEY2

SAE1

CACNG8

EVI5L

IGLON5

EFHD2

PRKACB

PTPRF

CELSR2

ALDH9A1;ART4

ATP1B1

ILDR2

MGST3

HDGF

TOR1AIP1

PRUNE

SF3B4

SETDB1PI4KB

ANP32E

SELENBP1

CERS2

ENSATP53BP2
TPM3

ILF2

LYST

PARP1

PPFIA4

PLEKHA6

SYT2

RHOB

HNRNPLL

EML4CALM2;CALM1;CALM3;TNNC2

SNRNP200

SFXN5

RALB

RALB;RALA

C1QL2;C1QL3;C1QL1

SCN1A

SLC4A10

KIAA1715

FAM171B

CPNE9

RQCD1CNTN4

IQSEC1

UBA3
TAGLN3

ATG3

EIF2A

NCEH1

AMT

STXBP5L

ECE2

DGKQ

OCIAD2

CAMK2D

CISD2

SETD7

RPS3A

NDUFS6

PIK3R1 HAPLN1

CRHBP

RASA1PAM

BTF3ARHGAP26DDX46

GABRA6

TENM2

GFOD1

PSD2

LRRTM2

DAAM2

TPBG

PHIP

CLVS2

ABRACL

MTFR2

TIAM2

EGFR

PURB

SHROOM2

C7orf55 LUC7L2;LUC7L2

SH3KBP1

NONO

OGT

DIAPH2

FRMPD3

IGSF1

ERLIN2

TACC1
PMP2;FABP4

ARHGAP39

NFIB

SHC3;SHC4

RP11 35N6.1

SNX30

ASTN2

SURF4

SLC25A25;SLC25A23

IDI2;IDI1

COMMD3;COMMD3 BMI1;BMI1;PCGF2

FAM171A1

SLC39A12

RSU1

HERC4

CAMK2G

GLUD1

ADD3

LIN7C

DGKZ

SSRP1

CELF1

TENM4

CAPN5

PAK1

RPS3

PLCH2

CPSF7

PLCB3

TM7SF2

VPS51
PPP4C

CNTN5

MPP7

CDH8

HNMT

DOCK1

PIP4K2A
RILPL2;RILPL1

ITPR1

GPR158

NGLY1

UBE3B

PLBD2

SLC2A13

AKAP6

KCTD14;NDUFC2 KCTD14;NDUFC2

NUBPL
NEK7;NEK6

VIPAS39

PTPRO

EPS8

MMAA

AKR1C2

DPYSL4

GABRA2

SACS

BAG3

AP1S3;AP1S1

TMEM163

HSPB8

GRID2

RIT2

GUCY1A2

HOMER1

CAMK4

TRIM36

GRIA4

SPARCL1

GPD1L

FARP1

HNRNPDL

UTRN

GRM1

PTPRK

JAKMIP1

ZIC1

CARHSP1 CAST

SMARCA5

HNRNPU SLC25A27

FAM49B

ASAP1

NMRAL1

PTPRD

SPHKAP

MSI2

CACNA2D1

AK5

IMPACT

THY1

UBASH3B

NRGN

PITPNC1

PRKCA

ABCA5

UCHL1

TNIK
ENAH

BUB3

FAM69A

PDLIM3

SORBS2
CXADR

NCAM2

MRPL39

PLCL2

RAB6B

EPHB1

ACSS1

CA10

APOOL

FBXL18

CNTNAP5

PTPRN2

ATP6V1C1

MMS19DBI

LARP1

GRIA1
NUP205

TTN

PDIA4

FMN2

SLC24A2

RASA2

MICU3

KIF5A

PSD3

MCU

GNAQ

KCNMA1

TIAM1

SCAF4

PPP2R2B

EEF1A1

NPTN

SST

SLC6A1

FUK

KIT;CSF1R

HYDIN

CACNA2D3

FAM81A

MYO1E;MYO1F

TSPAN18

C2CD2

PALM2 AKAP2;AKAP2

ACAN

CABP1

FAM213B

PANK4

AGAP1;AC244230.1;AGAP5

NCK1

TPRG1L

MRAS

CUL4B

KCNB1

AHCYL2 PPP1R9A

ZC3H18
TMED4

DMTN

CCAR2

CDC42SE2

EPB41

SYNJ1

CLIC6HLCS

PTMS

ALDH4A1

UBR1

ACE;ACE

CHCHD6

CTBP1

TPPP3

FAM131B

RGS12

ABR

ARHGAP35

KALRN

PDXK

G6PD
DIP2A

S100B

SPTBN4

SIK3

SAFB

S100A1

CHTOP

ADAR ANO10
UBQLN4

FGFR4

SQSTM1RPL8

NAPEPLD

COX7A1

FDXR

PRPSAP1

MPP3

SHANK1

TBC1D24;RP11 20I23.1

FLYWCH2;FLYWCH1

ASRGL1

NXF1
STX5

RPS6KA4

ELAVL4COA7

ZYG11B

AK4

SDC3

RBBP4;RBBP7

NFIA

FUBP1

DNAJB4

SNX7
NTNG1

BRINP3

CADM3

RBM15

LRRTM1

DUSP19

H3F3A;HIST3H3;H3F3C;H3F3B
ADCK3

LYSMD1

CCNYL1

CCNYL1;CCNY

GNPDA2
CGGBP1

COL6A3

ATP1A1

SLC15A2HDAC11

NFASC

SERPINI1

CDS1

SYNPR

PRICKLE2;PRICKLE1;PRICKLE3

GMPS
ABHD6

APBB2;APBB1

PRRT3

U2SURP

GYG1

SLC4A1AP

POLR2H

PRKCD

PBRM1

LRPAP1

UBXN7

ABLIM2

H2AFZ;H2AFV

SLC9B2;BDH2
APEH

CAMKV

GRM2

WDR82

HMGB2

GUCY1A3

LSM6

EDIL3

CMBL

HTR4

ENPP6

CASP3

CARTPT

UBLCP1

ACSL6

GRIK2

FABP7

PI16

TRA2A

HCN1

NEUROD6;NEUROD2

PGAM2

CTSB

ADCY1

RAD21;RAD21L1

OXR1

CDK5
ALDH7A1

COX6C

PDP1

TMEM65

PSIP1

ALDH1A1

HNRNPK

PCDH19

STRBP

SLITRK5

FAT3
LRFN5

CFL2

PGM2L1

RPL10L;RPL10

ARF6

NGB

VDAC2

SLC18A2

HPRT1

STK32C
KIAA1462

NDRG2

NSMF

SALL2

HSPA12A

CLMN

SLC6A5

HTRA1

JAM3

API5
NOLC1

CCT2

PCBD1

SCN3B

CYB5A

CYB5R2
CRABP1

RPL27A

PRKCB
PRKCB;PRKCA

HDGFRP3

CENPV

FAM96B

LDHD
DCTN5

TERF2IP

CACNG2

STAT6

ELFN2

SCG5

MAP1A

MAPRE2

NUDT21SNRPD1

SLC27A4

ISLR2

GPRC5B

KATNAL2

RBFOX3;RBFOX2

STIM1

RRM1 PRRT2

IRGQ

GNG8

CA4 TPM4

RPL13

CACNB3

DHRS13

GPD1

TTYH1

ATCAY

HDGFRP2

OTUB1

NDUFA7;NDUFA7
HID1ECI1

CASKIN1

SRRM2

SLC3A2

ENTPD3

CTNNB1

SF1
PAFAH1B2

RAB4A

VASN

TTC39C

GNG4

IRF2BP2

HIST1H1E

FAM107A
SEPT2

DTYMK

TNXB

LGI3

FEN1

CHRM1

GFRA2

CDKN2AIP

PPIP5K1

SNTB2

GFM1USP39

STXBP6

GRM5

CPLX1MAP2K1

HNRNPH1

MECP2

RAB3B

RGS14

GPRIN1PGM2

P2RY12

SCN9A

HTRA4

PLEKHA2

APLF

LUZP1

DCXR
RAC3

UGP2

LINGO1

HNRNPF

PCDH7

ROBO1

CTNND2

SYAP1

ALCAM

YWHAG

TRAPPC1

NIPA1

HNRNPA3

FABP6

USP47

SMAD1

DCLK2

KRT75;KRT5

CD14

RALGAPB

NUDT9

CDH2

DLGAP1

ARMC10

SYT9

RBMXL2;RBMX

KIF5B

MTSS1

RPS9
GSTA4

TANC2

PRKCDBP

PKIA

KCNG3;KCNA4

PRKCE;PRKCH

GRIK1

TMEM126A

NPTX1

FAM98B

TPPP

KCND3

MAP1LC3B2;MAP1LC3B

WIPF2

LRRC8C;LRRC8E

RSL1D1

ETFDH

MAP6

CLSTN1

ENC1

GPHN

VAT1L

KNDC1

PTEN
RPS7

AQP4

TLN2

SRGAP2C;SRGAP2 SRGAP2C;SRGAP2B;SRGAP2

SCG2

SYNPO

RAB33B

GAP43

EPHX4

CALB2

NEGR1

BPGM

CSDC2

FIBP

CARNS1

HCFC1

THEMIS

CORO1B

RAB37

SNX32

MRGPRF

OXSR1

ARPP21

HECTD4

TRMT112

ADCY5

ABLIM3

GLRX

SYT12

SLC2A14;SLC2A3

SNCG

FKBP2

MOB1B

CHD2;CHD2

NUDT4

SCAI

EIF1AX

TOMM20

STAT5B;STAT5A

EIF1

RNF213

SPTBN2RBM4

NWD2

TRMT10C

PRPF8DDX23

PHLDA3

CNTNAP2

LINGO2

TTC9B
BRSK2SRP72

PCP2

RIN1

PDZK1

GLMN

KLC2

CTBP2

ZDHHC14

CADM2
PPM1E

PCCA

DCTN2

ARHGAP1

TP53I11

BANF1

PTPN2

ARL10

PCSK1

MCTP1;MCTP2

DPP10

DRAP1

RUVBL1

SFN
MSRA

BAIAP2
UBE2O

TUBB6

CSTF3
TCP11L1

LRRTM4

RNPEP

RIMS2 GNG7

KBTBD11

LMNB2

ACSF3

BASP1

WSB2

LY6H

SEC24C

SCN4B

EPS8L2

TALDO1

RPS6KA3

TRIM72

KCNA2

PPFIA3

SUMO4;SUMO2

FLII

HNRNPA0

AP3S1

NDUFV2

PLEC

SLITRK1

NT5DC1
GLDC

CA8

EPM2AIP1

KCTD12

CPNE7

RCC2

DPM3

CYC1
HNRNPCL1;CH17 409J4.1;HNRNPCL2;HNRNPCL2;HNRNPC

PTPN11

GPC5

ZBTB18

MYADM

MROH1

AKAP5

PUF60

SEPT1;SEPT5
LYNX1

TH

RCC1

F2

KCTD4

PPA1

MAP6D1

SSR4

LRRC57

MAPK15

NPM1

HIST3H2A;HIST1H2AB;HIST1H2AC;HIST1H2AE

POLR2A

RAP2B

BAI1

IBA57

SNRPE

RTKN2

IDH2

TDRKH

MRPL41

ARL6IP4

SHMT2
SHMT2;SHMT1

AP1S2

NXPH3

EPHB3

PLCB1

NTM

RGS6GRID1
CRIP2

PLCXD3

RBM10

RGS7

SLC25A18

EWSR1
CNOT10

CADM1

SLC8A1

PCP4

CAMK1D

BEGAIN

C2CD4C

CTNNA3
SF3A3

GRIN2A

PSMG1

PCBP3

SETD3

TNFAIP8L3

TANGO2

HIST2H3D;HIST2H3C;HIST2H3A

ALYREF

CMTM4

KCTD16

KCTD8

TUBA8

NUDT14

SCN5A

PTP4A2

FAM120C

PCDH9

HIST1H1B

MAP7D2

PLA2G6

KCND2

TOP1MT;TOP1

NELL2

SEPT9

RALYL

HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO

SEPT5

H1FX

TCEAL2

PTRHD1

NDUFA6

ANKS1B

ARL15

GPRIN3

AHNAK2 SYN3

KCNIP4

NAT8L

LRCH3

KRT73;NEFH

MKL2;MKL1

GABRA5

GNG2SEPT10

PDE2A

LRRC16B

BCR

KRT14;KRT17

MAPT

RTN4RL2

ESPN

CCK

NAP1L1

KIAA1598

FNBP1

DCC MAGI2

LUZP2

CHP1ISG15

ERC2
B3GALTL

TRPV2

GABRDNHEJ1

SEMA4D

HIST1H1C;HIST1H1T

SHISA7

DNER

AGRN

PRKAR1B;PRKAR1A

SRSF10
FBLL1

SHISA6

TMEM201

KCTD21

RELN

H1F0 ARID2
SF3B3

MAOA

FHIT

KAZN

HMGB1

SH2D5
SEMA4A

SRGAP3
TUBB

CPNE4

NTNG2

ELAVL3

XRCC6

TSC22D2;TSC22D1

TCEAL3

SLC6A9

PLXNB2

MYO6
HDAC2

TECPR2

MVB12B
ADA

KIAA1211L

PDLIM7

SRGAP1

SLC39A10

ANXA4

WDR5B;WDR5

ANXA6

GMFB

KIAA1671

SLC6A17

PGAP1

LRRC8B

SND1

PSMD12

TBC1D9B

SYNGAP1

UAP1L1

ADARB1

GSTK1

HNRNPAB

ATG7
SIPA1L1

RPE;RPEL1S100A10

MCMBP

FAM49A

S100A6

RPL12

DNM3

DLGAP2

SIRPA
SVIP

HSD17B11
TUBB3;TUBB3

CACNA1E

FKBP1C;RP11 314N13.10;FKBP1A

ASPH

ITSN2;ITSN1

NTRK1;NTRK2

SH3BGRL2ATL1 CTNND1

DDX39BDDX39B;DDX39A

NUDT16
RYR2

TTC37

SLC9A6

MT CO2

PPP1R14C

SMURF1

CDC42BPB
FAM169A

MT ND5

BRINP2

PNP

GK

GRM3

CHAMP1

HMGN2

OPA1

RYR3

CES1

GRK5

MT ND4

L1CAM

SOWAHA

INF2

HIST2H2AA4;HIST2H2AA4;HIST2H2AC

HIST2H2BF;HIST1H2BA;HIST1H2BC;HIST1H2BD;HIST1H2BE;HIST1H2BF;HIST1H2BG;HIST1H2BH;HIST1H2BI;HIST1H2BK;HIST1H2BL;HIST1H2BM;HIST1H2BN;H2BFS

HIST2H3PS2;H3F3B

TCEAL5

TCEAL6
RING1

AGPAT1

MRPL38

BTBD17

DXO
LSM2 ABHD16A

PPP1R11

GNB2L1GABBR1

MRPL53

ATXN2

PNMAL2

LRRC10B

SARNP;RP11 762I7.5

GPR56

TECPR1

DPF3

RNPS1

ANKRD28

XKR4

TSN

CRIP1;CRIP1

ARL2;ARL2 SNX15

RBMXL1

PPP1CB

ZNF90;RPS16

TSPAN4

ARHGEF33

GRID2IP

VPS16

TSTD1PAM16;CORO7 PAM16;CORO7

LINGO3

PLXNA4

NPTXR

PPP2R2A

FXYD7

SLC12A8

CERS1

SETSIP;SET

RPS18

MCTS1
GPX1

HNRNPUL2 BSCL2;HNRNPUL2

SHISA9

RBM14;RBM14 RBM4

NME1

TLR9;TLR9

PNMA2

MICAL3

KCTD7;RABGEF1

PALM2

JMJD7;JMJD7 PLA2G4BJMJD7;JMJD7 PLA2G4B;PLA2G4B

ZNF512

ACY1

RBM12

PCP4L1
ACTN3;ACTN4

RP11 514O12.4;RNASET2

YJEFN3

TM4SF2;TSPAN7

MSANTD3 TMEFF1;TMEFF1

PRKDC

LYN

ATP6V1G2 DDX39B;ATP6V1G2

DPP3
AC073610.5;ARF3

LSM14A
BLOC1S5 TXNDC5;TXNDC5

RP4 576H24.4;SIRPB1;SIRPG;SIRPA

XKR7

EPPK1

GTF2I

SRSF8;SRSF2

RBM8A
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SYNRG

HIST1H3A;HIST1H3B;HIST1H3C;HIST1H3D;HIST1H3E;HIST1H3F;HIST1H3G;HIST1H3H;HIST1H3I;HIST1H3J
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MARCKS
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HECW1
ALS2

PLXND1

CD38

KDM1A

CAMKK1

RECQL

HSPB6

SLC25A13

UPF1

PRKAR2B

PDK2

LAMP2

ABCC8

CACNG3

SPATA20

ARHGAP44

MARK4

GAS7

LUC7L

CACNA2D2

BAIAP3

CAMK1G

ADAM22

SPAG9

MGST1

NFIX

RPS20
ZNF207

NISCH

IDS;IDS

CLCN6 SLC6A7

KAL1
LARS2

CAPN1

BID

MATR3
NUDCD3

ATP2C1

PLEKHB1

NRXN3

GABRA1

TOMM34

VIM

BCLAF1

ANK1

RABEP1

HMGB3
NUP160RANBP3

LRRC7

APBA2

TMSB10

TIMP2

CYP46A1

MRI1

RTN4R

CDH10

RAB27B

RETSAT

CTNNA1

GPM6B

CTPS2
POLR2B

TPR

CP

RRM2B CELF2

HEBP2

MSMO1

NRIP2

LAMA3;LAMA5

THRAP3

ENTPD2

PTPRN

ATP9A

NOP58

KCNH2

ZFR

PKP2

MTA3;MTA1
PPP1R12A

RASGRF1

CDK17

PSD

WNK1;WNK4

CCAR1

OGFR
RIMBP2

BCAT1

LZTS1

ARSF
SPHK2

U2AF2
MTMR1

GPC1

TNPO3

SUGP2

SLC12A2;SLC12A1SNX24;SNX22

IPO5

DGKA

MYLK

ME1

YBX1

SLC9A3

NGEF

ISOC1

THUMPD1

PFKP

PHKA1

CACNB1

TP53BP1

IARS2ROGDI

PDK3

ACSL4

INPP5A

REEP1

RASGRP2

PPP2R5BSDK2
NUCKS1

KCNAB2

FUNDC1

MAOB

KIAA1107

ATP1B3

NEDD4;NEDD4L

GNB5

PFN2

PTPN3

SPTB

CLTCL1

GBA2
CHAT

CAMK2A

TCOF1

OSBPL3

MAP4K4

RPS6KA2
DAZAP1

PRKACA

ACTN1

SMC1A

HSD17B10

MARK2

TRHDE

ACADVL

STK10;SLK

MRVI1

ADAM11

IGF2BP2

PPP2R2CSNCB

ATP2A3

PTPLAD1

IPCEF1;CNKSR3

ARHGEF10L

MARK3
DLG1

SART3

PLXNA2

TPD52

ACACB;ACACA

MCAM

CTTNBP2

ACTL6B

TOP2B;TOP2APAK3

DCX

SNRPA

ACTN2

FGFR1

AMPHNEBL

ADCY2;ADCY4

ADCYAP1R1

MYH7B

TOLLIP

SLC1A3XRCC5

LXN

TNS1

SCGN
MOXD1

SLC4A4

SMARCA2

PCNP

CADPS2

ME2

EPB41L3ERC1

TRPM3;TRPM1

PDS5B

CYLD

SMAP2

SSH1

EFR3B
HADHA

PREP

SLC25A24

CTTN
EPS15

EPDR1

SEPHS1

FAT2

ACHE;CES4A

SRRTSF3B2

KHSRP

DOCK3

LZTS3

DYNLL1

TESC

RBBP9

GCN1L1

CHGB

FUS

ANKRD24

SLC9A1

NUDC

STRN4

PITPNM2

OSBPL8

RAPGEF4

SLC17A6

JPH4

SUPT16H

TYRO3

XYLB

CBX5

EPB41L4B

CRAT

NANS

SEMA4G

SORBS1

ITPR3

HNRNPH3

ACOT7NRP1

H2AFY2

MAST3

CIRBPHNRNPMNDUFB7

HCN2

PALM

ARVCF

BCL2L13

SF3A1

SNRPD3

ADRBK2

LGALS1

EIF3LDEPDC5DDX17

PACSIN2TOM1

MYH9EIF3D

PVALB

KCTD17

RANGAP1PHF5A
PMM1

SDR39U1 RBM23;RBM39

COCHPYGL

DAAM1

CHGA

ITPK1

DHRS7
ERH

SRSF5

RPS6KA5

ACIN1APEX1

ARHGAP5

CPNE6

PCK2

PNN

GSS
ABHD12

PRPF6

GID8

CDS2

PDYN

PLCB4

SAMHD1

PAK7

NOP56

RPRD1B

SLC32A1

PPP1R16B

LAMA1

PRPS2

WDR13

RBBP7

RP2

CDK16

RBM3ARMCX3

STK24

VWA8

DGKH

CORO1A

PHKB

NUTF2

CBLN1

ZNF423;ZNF521

SMPD3

NECAB2

HSDL1

COTL1

TSC2

UBE2I

CRYM

CDIPT

SYT17

RASL12

FAH
HOMER2

TJP1

SCG3

MYEF2

JPH1

NCALD

TSTA3

ANXA13;ANXA11

GSR

NEFM

ASAH1
ECH1

SNRNP70

CLPTM1

SF3A2

NOVA2

PPP6R1

GPI

NUMBL

FSD1

APLP1

HNRNPUL1

ICAM5

ETFB

ATP1A3
GRWD1

CAPS

LPPR2

BCAT2

PRPF31

CRTC1

PON2

MPP6

SSBP1

CHN2

ABHD11

STX1A

GARS

EPHB6

CHCHD2

HSPB1

EIF3B

PTPRZ1

PPP1R17

RPA3

ACTR3C;ACTR3B

SLC1A1FSD1L

CORO2A

OGN

NCS1

PIP5K1B;PIP5K1C

ABCA2
EIF3A

PLEKHA1

MICU1

PPP3CB

BCCIP

SORCS1

SMC3

DNAJC12

PPIF TSPAN14

UBTF

RGS9

CBX1

DDX5

VAT1

LRRC59
MPP2EFTUD2

EFNB3

INPP4B

GAB1

CPE

WFS1

AADAT

DHX15

RAPGEF2

VWA5A

SIAE EHD1

DCPS

NRXN2

PRPF19

HPX

TRIM3

ARHGEF17

DDX6

PVRL1

KIAA1549L

SLC1A2

PITPNM1

AIP

PTPN5

COQ5

ASIC1

DAO

MLEC

CAMKK2

LIN7A

PPM1H

MAGOHB
CDKN1B

RASAL1

CPSF6

GNB3

USP5NT5DC3

CMAS

C2CD5

SRSF9

FGFR1OP2

TPD52L1

SRSF3

PHACTR1

CAP2

WASF1

ACOT13

CUTA

PDE10A

SPARC

RASGRF2

GABRG2

CDH6

LMNB1

SUB1
NUP155

H2AFY

TCERG1

DPYSL3

ERGIC1

CPEB4

CNTN3

KNG1

RBP1
BCHE

USP4

GNB4

GBE1

UMPS FRMD4B;FRMD4A
SLC41A3;SLC41A2PLXNA1

CSPG5

PLSCR4

EIF1B

DGUOK

NCL

ACTR1B

TP53I3

GPD2

TANC1

SLC30A3

PDE1A

EFEMP1

COQ10B SF3B1
CHMP3;RNF103 CHMP3

FHL2

SRSF7

SLC1A4

SPR

EPHA4

CHD5

CHD5;CHD4

CAPZA1

DLGAP3

SFPQ

ARHGEF2

MEF2D

SRMFBXO2

WLS

AMPD1;AMPD3

CRYZ

KIF21B

MAP7D1

RRAGC;RP5 864K19.7
TBCE

HPCAL4
AKT3;AKT2

LPHN2

PADI2

UAP1

IGSF21

CDK18

GALE

SLC2A1
PRDX1

DR1

ABCD3

PTBP2

LPPR4

NENF

PROX1

OSBPL9

STK11

SLC8A2

NRP2

TTR

LRMP

CNR1

AKAP7

CASQ2

PPL

UCHL3

PCDH17

DNAH7

GDA

CCDC92

TRIM67

BSPRY

HDHD3

HSDL2

YLPM1

ACYP1

NPC2

RBM25

ATL2

FAM98A

CNRIP1

OGFRL1

IDE

CNNM1

GRIA2

MTHFD1L
ACAT2 PDZD11

KIAA1217

PLXDC2

UFM1

TMPO

CLU

PTK2B

PPP3CC

EPHX2

TARDBP;TARDBP

LYPLA1
PSPC1

GJB6

BAI2

KHDRBS1

CSMD2

HPCA

GPSM2;GPSM1
FAM213A

CBX3HNRNPA2B1

NPY

SMU1

KIAA1045

KIAA1549

CIT

CCDC91

WWP1;ITCH
ACOT9

PDE1B

ATPAF1

FAM210B

PREX1

SLC12A5

GDAP1L1

RAB22A

IQSEC2

MCEE

ATP8A1

GRM4

PACSIN1

XPO5

CPNE5

NRN1
DEK

LRRFIP1

RAP2A

EFNB2

SEPT6

GGA3;GGA1

MBOAT7

SLC25A23

GRIA3

THOC2

OPA3

SNRPD2

EML2

GPCPD1

TGM3

LAMP5

HNRNPR
RALY

UBA2

COX6B1
PRDX5ASL

PRKCG

TRAP1

KTN1

OMG
RAP1B

HP1BP3

EPS15L1

FBXL16

GNG13

GNAI1

LRFN1

PAICS
CDC42EP1

MPST

SPECC1

DOCK4

VGF

CCDC136

MYO1B

CHN1

SNRPN;SNRPB

IVD

ARPP19

KCNC1

ATP1B2

ILF3RNASE1

ARHGEF6

CDH15

LPPR3

SYT5 GALNT8;KCNA6

THEM6

APOE

APOC1

DPP6 NCAN

KIF1A

COLGALT1

ACTN4

ARPC1B

MAP1S

LSM4

SULT4A1

OLFM1
COL5A1

OSBPL2

CHMP2A

TRIM28

SMPDL3B
HIP1R

DNMT1

MPP1

RGN

AKAP12

SYNE1
GGT7

GFAP

CHMP1A

TRAF3

RFTN1

KCNC3

ACLY
MAP1B

KHDRBS3

PRKAB2

MCCC2

SNRPA1

LGALS3

SLC6A11

EFR3A

SCLY

PTPRE

RAP1GAP2

RPA1EEFSEC

COQ3

LANCL2

DDC

GRSF1

ZRANB2
DLG4

HRSP12

REEP2

TERF2

MTSS1L

CTNNBL1

MPRIP

DCLK1

SRRM1

HSPBP1

CNDP2

PDZD2

SWAP70RRAS2

CTIF

CAMK1
CHL1

TSPAN2

GSTM5

SYT6

HMGCS2;HMGCS1

SORT1

PTGFRNLDHA;LDHAL6A

ANO3

NAV1

LRP4

ARHGAP32

APC;CTC 554D6.1

OSTF1

TAOK3;TAOK1

FBXO21 BAI3

SYNCRIP

AGAP2

HNRNPA1;HNRNPA1L2

PKIB

RAB11FIP5 GLUL

STX6

RGS8

DHX9

PLXNC1

LMO7

ITM2B

LCP1

RAPGEF5
DGKB

SRSF1TRA2B

NIPSNAP3A
TXN

TMOD1

DAB2IP
STXBP1

GABBR2

NCBP1

ANP32B

ALDH1B1;ALDH1A2

KLC4;KLC3

GMPR

SLC22A23

TUBB2A

HMGA1
TPMT

ARRB1

NUMA1

PRCP

MRPL15

GGH

SDCBP

SORL1

RDX
FDX1

UNC13C

ITPKA

UACA
GCHFRFNBP1L

GIPC2HADHB

LRPPRC

STAMBPL1

EXOC6

DNAJC13

SSB

HECW2

ABI2

SHF

HCN4

SEMA7A

PCDH10
HNRNPD

PRKG2

RAP1GDS1

NUP54

ANXA3

PPP3CA

RGS3

KIF21A

CPNE8

FGD4

PPFIA2ANP32D;ANP32A

TPH2

SNRPF

TMEM132B

SMARCC2

MAP3K12

ESYT1

VPS37B
MBNL2

CBLN3

NOVA1

STON2

WARS
SORD

ETFA

DNAJA4

ULK3

RLBP1

NTRK3
SH3GL3

GLYR1

FTO
CPNE2

KATNB1

GCSH
CDH11

CDH13

COPS3
PRPSAP2

SCRN2

GNAL

RPRD1A

OSBPL1A

MINK1

TTYH2

EIF4A3FAM134C

CACNA1A

PFKL

SH3GL1

SIRT3

SAE1

SLC6A3

CACNG8

IGLON5

EFHD2

SH3BGRL3

PRKACB

PTPRF

CELSR2

ALDH9A1;ART4ILDR2

UFC1

HDGFSNX27;CYTIPSETDB1

ANP32E

CERS2

TP53BP2

KCNN3

ILF2

LYST

PARP1

EPHX1

PLEKHA6

SYT2

HNRNPLL

GALM

EML4

SNRNP200

SFXN5

SCN1A

SLC4A10

FAM171B

HSPD1

CPNE9

RQCD1

CNTN4

IQSEC1

NCEH1

STXBP5L

ECE2

DGKQ

OCIAD2

CAMK2D

CISD2

PIK3R1

HAPLN1CRHBP

PAM

BTF3

ARHGAP26

DDX46

GABRB2

CPLX2

TENM2GFOD1

PSD2

LRRTM2

SLC17A4;SLC17A1;SLC17A2;SLC17A7

MUT

DAAM2

TPBG

PHIP

CLVS2
ABRACL

MTFR2

TIAM2

EGFR

PURB

SHROOM2

C7orf55 LUC7L2;LUC7L2

SH3KBP1

CASK

NONO

OGT
DIAPH2

PRPS1

FRMPD3

IGSF1

NSDHL

ERLIN2

RGS20

TACC1

PMP2;FABP4

LACTB2

MTDH

ARHGAP39

AK3

NFIB
SHC3;SHC4

AUHALAD

ASTN2

PTGES2
SLC25A25;SLC25A23

LRSAM1
IDI2;IDI1

COMMD3;COMMD3 BMI1;BMI1;PCGF2

FAM171A1

SLC39A12

RSU1

PARD3

HERC4

CAMK2G

GLUD1
ADD3

DGKZ

SSRP1

CELF1

TENM4

CAPN5

LAMTOR1

CPSF7

PLCB3

TM7SF2

DOC2A

CNTN5

MPP7

CDH8

LYPD1

GPM6ADLG2
MTMR12

DOCK1

RILPL2;RILPL1

ITPR1

CACNA2D4

NGLY1

TMEM263

BTBD11

PLBD2

SLC2A13

MAGI1

AKAP6

ME3

NEK7;NEK6

PTPRO

EPS8

QDPR

AKR1C2

GABRA2

BAG3

AP1S3;AP1S1

TMEM163

HSPB8 GRID2

RIT2

GUCY1A2

HOMER1

CAMK4

TRIM36

SPARCL1

GJA1

HNRNPDL

UTRN

GRM1

PTPRK

RAB3C

JAKMIP1

ZIC1

CARHSP1

SCOC

SMARCA5
HNRNPU

SLC25A27

FAM49B

NMRAL1

CNKSR3;CNKSR2

SPHKAP

DDAH1

ANKFN1

DGKE

MSI2

CACNA2D1 AK5

IMPACT
CHST9

UBASH3B

NRGN

PITPNC1

PRKCA

UCHL1

TNIK

ENAH

BUB3

PDLIM3

SORBS2

CXADR

NCAM2

PLCL2

EPHB1

ACSS1

APOOL

FBXL18

CNTNAP5
PTPRN2

GOLGA7B

DBI
LARP1

GRIA1

PDIA4

KDM8
FMN2

ADCY8

RASA2

VBP1

MICU3

KIF5A

MCU
ADK

ART3

TIAM1

SUPV3L1

NPTN

VPS8

EIF4A2

SST

ATP2B2

SLC6A1

SYN2

KIT;CSF1R

HYDIN

FAM81A

TSPAN18

C2CD2

PALM2 AKAP2;AKAP2

ACAN

CABP1

FAM213B

PANK4

BRE

KCNB1

AHCYL2

PPP1R9A

DMTN

CCAR2

CDC42SE2

CLIC6

HLCS

PTMS

CYB5R1

ALDH4A1

UBR1
CHCHD6

TPPP3

FAM131B

RGS12

ZYX

KALRN

PDXK

DIP2A

S100B

RDH13
SIK3

SAFB

S100A1

CHTOP

ADAR

ANO10

SQSTM1NAPEPLD

COX7A1

FDXR

PRPSAP1

MPP3

PLCD3

TBC1D24;RP11 20I23.1

GNG3

ELAVL4

COA7
ZYG11B

PPAP2B

AK4
SDC3

RBBP4;RBBP7
NFIA

FUBP1

DNAJB4

SNX7

NTNG1

BRINP3

LRRTM1

DUSP19

VSNL1

LYSMD1

CCNYL1

COL6A3

ATP1A1

HDAC11

NFASC

SERPINI1

SYNPR

APBB2;APBB1 U2SURP

GYG1

POLR2H

TKT

PRKCD

PBRM1

ABLIM2

SLC9B2;BDH2

GRM2

WDR82
HMGB2

GUCY1A3

LSM6

EDIL3CMBL

HTR4

CASP3

CARTPT

RICTOR

STXBP5

HCN1

NEUROD6;NEUROD2

PGAM2

CTSB

ADCY1

RAD21;RAD21L1

ALDH7A1

PDP1

TMEM65

PSIP1

DIRAS2

ABCA1

HNRNPK
STRBP

NDUFB6

SLITRK5

FAT3

LRFN5

PGM2L1

SLC18A2

HPRT1

STK32C

KIAA1462

NDRG2

NSMF

SALL2

CLMN

SLC6A5

HTRA1

RAB8B

API5

PCBD1

SCN3B

CRABP1

PRKCB

PRKCB;PRKCA

HDGFRP3

CENPV

FAM96B

LDHD

STAT6

ELFN2

SCG5

NUDT21
SGSM1

PHBSLC27A4

ISLR2

GPRC5B
KATNAL2

RBFOX3;RBFOX2

ACAA2

STIM1

PRRT2

IRGQ

GNG8

CA4

CACNB3

DHRS13

HDGFRP2

RPSA;RPSAP58

CTNNB1

SF1

RAB4A

TTC39C

GNG4

KIF5C

HIST1H1E

SEPT2

DTYMK

PHYHIP

FEN1

CHRM1

GFRA2

DYNLRB2;DYNLRB1

AHCYL1

SNTB2

GFM1

USP39

STXBP6

CPLX1

ATP5I

MAP2K1

HNRNPH1

MECP2

RAB3B

RGS14
GPRIN1

KCNAB1

P2RY12

SCN9A

MMGT1

APLF

LUZP1

DCXR

RAC3

LINGO1

PCDH7

ROBO1

SYAP1

ALCAM

TRAPPC1
GPR37L1

NIPA1

HNRNPA3

FABP6

USP47

KRT86;GFAP

KRT75;KRT5

NUDT9

DLGAP1

SYT9

RBMXL2;RBMX

NDUFA3

KCNG3;KCNA4

TMEM126A

NPTX1

FAM98B
TPPP

KCND3

MAP1LC3B2;MAP1LC3B
RSL1D1

ETFDH

ENC1

GPHN

VAT1L

KNDC1

AQP4

SRGAP2C;SRGAP2

SCG2

SYNPO

RAB33B

GAP43

EPHX4

CALB2

SNTB1

NEGR1

BPGM

CSDC2

GNG12

FIBPHCFC1

THEMIS

RAB37

SNX32

ARPP21

ADRBK1

ABLIM3

GLRX

SYT12

SLC2A14;SLC2A3

SNCG

TLR9;TWF2

FKBP2

NUDT4

SCAI

EIF1AX

RNF213

DPY19L1;DPY19L2
SPTBN2

RBM4

NWD2

TRMT10C

PRPF8
DDX23
LINGO2

MFSD4

TTC9B

BRSK2

PCP2
PDZK1

KLC2
CTBP2

CADM2

PPM1E PCCA

TP53I11

PHYHD1

PTPN2

ARL10

PCSK1

MCTP1;MCTP2

DPP10

MSRA

BAIAP2

LRRN1

TUBB6

TCP11L1

LRRTM4
KBTBD11

LMNB2
ACSF3

WSB2

LY6H

SCN4B

EPS8L2

CETN1;CETN2

RPS6KA3

KCNA2

SLC25A22

SUMO4;SUMO2

FLII

HNRNPA0

NDUFAF3

SLITRK1

GLDC

SLC25A20

CA8

EPM2AIP1

KCTD12

CPNE7

RCC2

EDC3

HNRNPCL1;CH17 409J4.1;HNRNPCL2;HNRNPCL2;HNRNPC

GPC5

ZBTB18

MYADM

AKAP5

NRXN1

PUF60

ZADH2SEPT1;SEPT5

LYNX1

TH

RCC1

F2KCTD4

MAP6D1

SSR4

LRRC57

MAPK15

PENK

HIST3H2A;HIST1H2AB;HIST1H2AC;HIST1H2AE

RAP2B

BAI1

ADO

SNRPE

RTKN2

TDRKHSHMT2 SHMT2;SHMT1

AP1S2

CACNB4
NXPH3

EPHB3

PLCB1

NTM

ANXA2

RGS6
RGS7

SLC25A18

EWSR1

SLC8A1

PCP4

CAMK1D

BEGAIN

C2CD4C

CTNNA3

SF3A3

GRIN2A

PSMG1

PCBP3

SETD3TNFAIP8L3

TANGO2

HIST2H3D;HIST2H3C;HIST2H3A
ALYREF

KCTD16

KCTD8

TUBA8

NUDT14

SCN5A

FAM120C
NIPSNAP1

MAP7D2

PLA2G6

KCND2

TOP1MT;TOP1

NELL2

RALYL

HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO

SEPT5

OSBP2

APOO

H1FX

PTRHD1
ANKS1B

ARL15

METTL7A
GPRIN3

AHNAK2

SYN3

KCNIP4
NAT8L

BCAP31

LRCH3

KRT73;NEFH

MKL2;MKL1

GABRA5
GNG2

PDE2A

LRRC16B

KRT14;KRT17

RTN4RL2

ESPN

CCK

AKR1C1;AKR1C4

KIAA1598
SESTD1

FNBP1

DCC

LUZP2
ISG15

ERC2

B3GALTL

TRPV2

GABRD

SEMA4D

SHISA7

DNER

SRSF10
FBLL1

SHISA6

KCTD21

RELN

H1F0

TMEM120A

ARID2SF3B3

MAOA

FHIT

HMGB1

SH2D5

SEMA4A

SRGAP3

TUBB

NIF3L1

CPNE4

NTNG2

ELAVL3XRCC6

TSC22D2;TSC22D1

TCEAL3

SLC6A9

AFAP1;AFAP1L1

MYO18A

MYO6

HDAC2

ADA

KIAA1211L

SRGAP1

SLC39A10

WDR5B;WDR5

GMFB

PGAP1

LRRC8B

TBC1D9B

SYNGAP1DDI2

ADARB1
OGDHL

HNRNPAB

SIPA1L1

S100A10
CFAP43

S100A6

DLGAP2

MB

HIBCH

HSD17B11

TUBB3;TUBB3

CACNA1E

DDX42ASPH

SH3BGRL2

ANKRD35

DDX39B

NUDT16

RYR2

STK39
TTC37

ECI2

PPP1R14C
SMURF1

FAM169A

MT ND5 BRINP2

PNP

GRM3

HMGN2

RYR3

CES1

MT ND4

SOWAHA

INF2

HIST2H2BF;HIST1H2BA;HIST1H2BC;HIST1H2BD;HIST1H2BE;HIST1H2BF;HIST1H2BG;HIST1H2BH;HIST1H2BI;HIST1H2BK;HIST1H2BL;HIST1H2BM;HIST1H2BN;H2BFS

HIST2H3PS2;H3F3B

TCEAL5
TCEAL6

RING1

MRPL38

BTBD17

LSM2

DDR1
GABBR1

ATXN2
PNMAL2

LRRC10B

SARNP;RP11 762I7.5

GPR56

TECPR1

NAP1L4
TMSB4X

DPF3

RNPS1

ANKRD28

XKR4
GSTM2

ARL2;ARL2 SNX15

RBMXL1

GRID2IP

DDX3X

TSTD1 PLXNA4NPTXR

FXYD7

SLC12A8

CERS1

SETSIP;SET
MCTS1

HNRNPUL2 BSCL2;HNRNPUL2

SHISA9

RBM14;RBM14 RBM4TLR9;TLR9MICAL3
JMJD7;JMJD7 PLA2G4B ZNF512

ACY1

RBM12

PCP4L1

ACTN3;ACTN4

YJEFN3

TM4SF2;TSPAN7

MSANTD3 TMEFF1;TMEFF1

PRKDC

LYN

DPP3RP11 162P23.2;ALDH2

XKR7

EPPK1

MRPL12;SLC25A10;SLC25A10

GTF2I

SRSF8;SRSF2

IKBKE;TBK1

RBM8A

AD000671.6;U2AF1L4;U2AF1;U2AF1

CCDC177

AC104534.3;HNRNPL
AC002985.3;HOMER3

TSNAX DISC1;TSNAX

GRIN2B

CTB 96E2.2;VTN

CBS;CBS

SYNRG

PRSS3P2;PRSS1

NEFL
AC009133.22;QPRT
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GCLCANKIB1

HECW1

ICA1 ALS2 PLXND1

CD38

KDM1A

CAMKK1

RECQL
HSPB6

UPF1

CIAPIN1MYCBP2

PDK2

LAMP2

ABCC8

CACNG3

SPATA20

ARHGAP44

MARK4

GAS7

PAX6

LUC7L

CACNA2D2

BAIAP3

ADAM22

SPAG9

MGST1

NFIX

RPS20

RANBP9

ZNF207
NISCH

SLC6A7

KAL1

SYT7

LARS2

ANLN

PPP5C;PPP5D1

CALCOCO1

EHD3

CCDC88C

BID

MATR3

CNTN1

NCDN

PLEKHB1

NRXN3

CPS1

GABRA1

GLRX2

TOMM34 VIM

RNASET2

AGPAT4
BCLAF1

ANK1

HMGB3

NUP160

RANBP3
PNPLA6

LRRC7

SLC4A7

APBA2

TMSB10

CYP46A1

TRIO

RTN4R

CDH10

RAB27B

RETSATGPM6BCTPS2

POLR2B

TPR

CP

RRM2BCELF2
VAMP3;RP11 599B13.6;VAMP2

RCN1

DKK3

LIMA1

SLC4A8

HEBP2

MSMO1

NRIP2

THRAP3

ENTPD2

PTPRN

ATP9A

NOP58

KCNH2

ZFRMTA3;MTA1

RASGRF1

DGKG

CDK17

WNK1;WNK4

CCAR1

OGFR

SNRNP40

RIMBP2

BCAT1

LZTS1

GUCY1B3

MON2

ARSF

RPL18U2AF2
MTMR1

GPC1

TNPO3

CTSA

SUGP2

SLC12A2;SLC12A1

MAP2K4

ME1 YBX1

CTNNA2

NGEF

ISOC1

EML1

THUMPD1

PFKP

PHKA1

CACNB1

TP53BP1IARS2ROGDI

PDK3

INPP5A

REEP1

RASGRP2

SDK2

KCNAB2

MAOB

KIAA1107

ATP1B3

NEDD4;NEDD4L

NUCB2

PTPN3

SLC44A1

EXOC5

CLTCL1

GBA2

ASNS

CHAT

PABPC1;PABPC3;PABPC1L

CAMK2A

TCOF1

OSBPL3

ATP2B1

NCK2

MAP4K4

DAZAP1

LPHN1

ACTN1 SMC1A

HSD17B10

TRHDE

STK10;SLK

MRVI1

ADAM11

IGF2BP2

SNCB

ATP2A3

IPCEF1;CNKSR3

ENO1

ARHGEF10L

EIF4G3;CBFA2T2
RASAL2VPS9D1

SART3

PLXNA2

MCAM

CAMSAP3

RAP1GAP

ACTL6B

TOP2B;TOP2A

PAK3

DCX

ACTN2

MAP2

AMPH

PIK3C3

ADCY2;ADCY4

PPP2R5C

ADCYAP1R1

MYH7B

TOLLIP OSBPL6

SLC1A3

XRCC5

LXN

TNS1

DDX1

EPB41L2

RIMS1

MOXD1

SLC4A4

SMARCA2
DLGAP4PCNP

ARG2

CADPS2

EPB41L3

ERC1

TRPM3;TRPM1

PDS5B

CYLD

RPS5

SMAP2
SSH1

EFR3B

HADHA

PREP

SLC25A24

AKR1B1

CPNE3

EPS15

CHERP

EPDR1

FAT2

PPEF1

ACHE;CES4A

SRRT
SF3B2

GNAS

KHSRP

DOCK3

TESC

RPL6

GCN1L1
RPLP0

RPH3A
CHGB

NOS1

FUS

NECAP1

ANKRD24

NUDC

GLG1

PITPNM2

OSBPL8

NRCAM

RAPGEF4

SLC17A6

SUPT16H

TYRO3

EZR

AGO1

COMT

XYLB

CBX5

EPB41L4B

PSMD5

SORBS1

CRTAC1

HSP90AB1

ITPR3HNRNPH3

ACOT7

NRP1
H2AFY2

MAST3

STX1B

CIRBPHNRNPM

NDUFB7

HCN2

SF3A1

SEC14L2;RP4 539M6.19;SEC14L3

SNRPD3

MAPK1

ADRBK2

SEZ6L

EIF3L

DEPDC5

DDX17
RTCB

GTPBP1

CYB5R3

TOM1

MCM5

SYNGR1

SAMM50

PVALB

KCTD17

PMM1
SDR39U1

RBM23;RBM39

COCH

PYGL

TRIM9

DAAM1

CHGA

ITPK1
ERH

SRSF5

MTHFD1

RPS6KA5

ACIN1APEX1
ARHGAP5

CPNE6
PNN

NDRG3

PRPF6

GID8

PDYN

PLCB4

SAMHD1

PAK7

NOP56

SNTA1

RPRD1B

SLC32A1

PPP1R16B

LAMA1

PRPS2

EMD

PGK1SMSCDK16

RBM3

VWA8

DGKH

CORO1A

MAPK3

CYB5B

SMPD3

NECAB2

HSDL1

NOMO3;NOMO2

UBE2I

CRYM

XYLT1

CDIPT

SYT17

RASL12

FAH

HOMER2

TJP1

DMXL2

SCG3

MYEF2

CA2

CALB1

SFRP1

EIF3E

NCALD

GSR

NEFM

ASAH1

NUCB1

SNRNP70

CLPTM1

SF3A2
NOVA2

SLC1A6

NUMBL

FSD1

HNRNPUL1

RPS19
ETFB

NAPA

ATP1A3

PTPRS

TMEM205

CAPS

MAST1

PRPF31

RPL18A
CRTC1

MAG

AVL9

PON2

ITGB8

MPP6

DFNA5

SSBP1

CHN2

STX1A

EPHB6

HSPB1

NPTX2

EIF3B

PTPRZ1

PPP1R17

AGFG2

ACTR3C;ACTR3B

BLVRA

LIMK1

FSD1L PRUNE2

CORO2A

OGN
TBC1D13

ELAVL2

PIP5K1B;PIP5K1C

RAPGEF1

SH3GL2

ABCA2

EIF3A

MAPK8

PLEKHA1

MICU1

PPP3CB

SFXN3

CPEB3

BCCIP

SMC3

SHOC2

CUL2

RPL28

TSPAN14

UBTF

RGS9

CBX1
ENO3

DDX5

VAT1

LRRC59
MPP2

DUSP3

EFTUD2PRKAR1A

EFNB3

TMEM33

MAPK10

GAB1

CPE

WFS1

AADAT

DHX15

RAPGEF2

MTCH2

VWA5A

DCPS
NRXN2 PRPF19

HPX

TRIM3

ARHGEF17
RNF141

EIF4G2

DDX6

PVRL1 KIAA1549L

PDHX

SLC1A2

PITPNM1

RPS13
AIP

PTPN5

COQ5

ASIC1

DAO

MLEC

CAMKK2

LIN7A

PPM1H

MAGOHB
RASAL1

CPSF6

COPS7A
GNB3

ENO2

LPCAT3

NT5DC3

CMAS

C2CD5

RIC8B

SRSF9

FGFR1OP2

TPD52L1

SRSF3

PHACTR1

CAP2

ACOT13

SMAP1

RPS12

CUTA

PDE10A

PTK7

DNPH1

TMEM30A;TMEM30B

SPARC

FAF2

RASGRF2
GABRG2

CDH6

LMNB1

PDE4D

NUP155

H2AFY

TCERG1

DPYSL3

CPEB4

CNTN3

KNG1

NIT2

FAM162A

KPNA1;KPNA5

ARMC8

RBP1

BCHE

PRKAR2A

USP4 RPL24

GBE1

UMPS

FRMD4B;FRMD4A

PLXNA1

ATP6V1A

PODXL2

PLSCR4

PEX5L

ADAM23

TTL NCL

ACTR1B

GPD2 TANC1

SLC30A3

SNX17

PDE1A

CCDC88A

EFEMP1

GLS

EFHD1

COQ10B

SF3B1
CHMP3;RNF103 CHMP3

FHL2

HDLBP

PPP1R7

HPCAL1

STRN

SLC25A12

DARS

SRSF7

SLC1A4

AAK1

TIA1;TIAL1

ATP6V1B1;ATP6V1B2

SPR

EPHA4

FARSB

CHD5

CHD5;CHD4

DLGAP3

SFPQ

SRM

DNAJC6

TROVE2

AMPD1;AMPD3

SRSF11

KIF21B
EXOC8

RRAGC;RP5 864K19.7

TBCE

HPCAL4

RIMS3

AKT3;AKT2LPHN2

PADI2

UAP1

IGSF21

CDK18

GALE

SLC2A1

PTBP2

STMN1

NENF

STK11

SLC8A2

RPS25

TTR

LRMP

CNR1

AKAP7

PPL

UCHL3PCDH17

GDA

TRIM32

BSPRY

HDHD3

HSDL2

YLPM1

ACYP1

NPC2

SLIRPRBM25ATL2

CNRIP1

IDE

GOT1

MTHFD1L

ACAT2

PDZD11

KIAA1217

UFM1

TMPO

CCDC53

PPP3CC

EPHX2

TARDBP;TARDBP

LYPLA1

PSPC1

GJB6

BAI2

FABP3

KHDRBS1

CSMD2

HPCA

GPSM2;GPSM1

SV2C

UBL3

COPA

RPL5

CBX3

HNRNPA2B1

WIPF3

NPY

SMU1

KIAA1045

KIAA1549

CISD1

CCDC91

NECAB1

WWP1;ITCH

OPTN

PDE1B

TUBA1B

ATPAF1

PLP1

ACSL3TTPAL

PREX1

SLC12A5

GDAP1L1

IQSEC2

MCEE

ATP8A1

GRM4

PACSIN1

BTN2A2;BTN2A1

XPO5

NQO2

CPNE5

NRN1

DEK

LRRFIP1

AHNAK;NRIP1

GOT2

SEPT6

MBOAT7

SLC25A23

GRIA3

THOC2

RPL23SNRPD2

EML2
GPCPD1

LAMP5

HNRNPR

RALY

MCF2L

UBA2

ASL

PRKCG

DNAJC8

KTN1

HSPA2

HNRNPH2

RAP1B

HP1BP3

FBXL16

GNG13

TUBA4A

LRFN1
YWHAH

GNAZ

CDC42EP1

MPST

DOCK4

VGF

CCDC136

MYO1B

CHN1

SNRPN;SNRPB

MYO5C;MYO5A

IVD
ARPP19

COPB1

KCNC1

ATP1B2

FXR2
ILF3

SLC44A2

RAB2B

RNASE1

ARHGEF6

CDH15

LPPR3

SYT5

GALNT8;KCNA6

THEM6

APOE

APOC1

DPP6

NCAN
LSM7

ACTN4

SULT4A1

OLFM1

COL5A1

CHMP2A

TRIM28

SMPDL3B
HIP1R

DNMT1

PLXNA3

MPP1

HABP4

GGT7

GFAP

CHMP1A

CAP1

TRAF3

RFTN1

KCNC3

KIF3A;KIF6

RPL27ACLY

MAP1B

PPP1R1B

KHDRBS3

PDHA1

MCCC2

SNRPA1LGALS3
DHX30

SLC6A11
TIMM10B;TIMM10B

EFR3A

ILKAP
SCLY

RAP1GAP2

RPA1

SERPINF1

COQ3

DDC

GRSF1
ZRANB2

HRSP12

FLOT2

TERF2

MTSS1L
BCAN

ALDH3B2;ALDH3A2

CTNNBL1

MPRIP

DCLK1

SPG20TPT1

SRRM1

HSPBP1CNDP2

MACROD1

PDZD2

IMPA1

RRAS2 HSD17B4

UNC79

EIF2S1

CAMK1
CHL1

TSPAN2

GSTM5

HMGCS2;HMGCS1

SORT1
PTGFRN

NAPG

LDHA;LDHAL6A

ANO3

NAV1

CABLES1

LRP4

YARS

DAGLA

TPP2

ARHGAP32APC;CTC 554D6.1

OSTF1

TAOK3;TAOK1

BAI3
SYNCRIP

NT5E

HNRNPA1;HNRNPA1L2

ABCB10

GLUL

RGS8

DHX9

DOCK10

CKAP4

PLXNC1

APPL2

VPS36

SUCLA2

LMO7
ITM2B

LCP1

RAPGEF5

DGKB

SRSF1

TRA2B
NIPSNAP3A

LRRC8A

KIAA0368

TMOD1
DAB2IP

STXBP1

ATP6V1G1

GABBR2

NCBP1

ANP32B

ALDH1B1;ALDH1A2

RPS6

GMPR

TUBB2A

HMGA1

FLOT1
TPMT

ARRB1
NUMA1

PRCP

MRPL15GGH

SDCBP

SORL1

RDX

FXYD6;FXYD6 FXYD2

UNC13C

ITPKA

UACA

FNBP1L

GIPC2

SLC44A5

RTCA

HADHB

PREB

STAMBPL1

DNAJC13
MYPN

SSB

HECW2

HCN4

SEMA7A

PCDH10

HNRNPD

PRKG2

ANXA3
PAPSS1

SEC24B

PPP3CA

KIF21A

VAMP1

PPFIA2

ANP32D;ANP32A

TPH2

SNRPF

TMEM132B

N4BP2L1;N4BP2L2;CNP

SMARCC2

MAP3K12 ESYT1

MBNL2

NOVA1

STON2

WARS

BNIP2

SRP14

DNAJA4

ULK3

RLBP1

NTRK3

GLYR1

FTO

CPNE2

KATNB1

CDH11

CDH13

RPL3L;RPL3

RPS2

GFOD2

GNAL

RPRD1A

OSBPL1A
ARRB2

MINK1ARHGDIA

TTYH2

EIF4A3
TBCD

CACNA1A

PFKL

SH3GL1

SIRT3

SAE1

SLC6A3

CACNG8

RPS11

IGLON5

EFHD2

SH3BGRL3

RPL11
RPS8PTPRF

STRIP1

ALDH9A1;ART4

ATP1B1

MPC2

ILDR2

MGST3

UFC1

CRABP2

HDGFSNX27;CYTIP

ANP32E

SELENBP1
CERS2

TP53BP2

KCNN3

ILF2
LYST

PARP1

EPHX1

PPFIA4

PDIA6

HNRNPLL

EML4 SNRNP200

SFXN5

RALB

C1QL2;C1QL3;C1QL1

SCN1A

SLC4A10

FAM171B

CPNE9

RAB5A
RQCD1

CNTN4

DYNC1LI1IQSEC1

STXBP5L

ECE2

DGKQ

CAMK2D

CISD2

SETD7

RPS3A

PIK3R1

CRHBP

RASA1

PAM

BTF3

ARHGAP26

DDX46

GABRA6

GABRB2TENM2

GFOD1

PSD2

SLC17A4;SLC17A1;SLC17A2;SLC17A7

MUT

DAAM2

TPBG

PHIP

CLVS2

ABRACL

MTFR2

TIAM2

EGFR

PURB

SHROOM2

C7orf55 LUC7L2;LUC7L2
NONO

DIAPH2

FRMPD3

DOCK11

IGSF1

ERLIN2

RGS20

PMP2;FABP4

LACTB2
RPL7

MTDH

ARHGAP39

AK3

RP11 35N6.1

ALAD

ASTN2

RPL7A

SLC25A25;SLC25A23

LRSAM1 IDI2;IDI1

FAM171A1

PARD3

HERC4

CAMK2G

GLUD1
ADD3

DGKZ

SSRP1

CELF1

CAPN5

PAK1

RPS3
LAMTOR1

PLCH2

CPSF7PLCB3

DOC2A

CNTN5

CDH8

HNMT

LYPD1

MTMR12

DOCK1

DLAT

PIP4K2A

RILPL2;RILPL1

ITPR1

CACNA2D4

NGLY1

TMEM263

BTBD11

PLBD2

SLC2A13

MAGI1

AKAP6

ME3 NEK7;NEK6
EPS8

QDPR

MMAA

AKR1C2

DPYSL4

GABRA2

SACS

BAG3

AP1S3;AP1S1

TMEM163

HSPB8

GRID2

RIT2

GUCY1A2

HOMER1

CAMK4

TRIM36
GRIA4

SPARCL1

GJA1

FARP1
HNRNPDL

UTRN

GRM1
PTPRK

RAB3C

JAKMIP1

ZIC1
CARHSP1

SMARCA5HNRNPU

SLC25A27

ASAP1

NMRAL1

SPHKAP

ANKFN1

DGKE

MSI2

AK5

IMPACT
CHST9

UBASH3B

TOMM70A

PRKCAABCA5

UCHL1

TNIK

ENAH

BUB3

PDLIM3

CXADR

NCAM2

RAB6B

EPHB1

ACSS1

CA10

APOOL

CNTNAP5

PTPRN2

ATP6V1C1
TMEM55A

GOLGA7B

DBI
LARP1

GRIA1

NUP205

PDIA4

FMN2SLC24A2

ADCY8

RASA2

MICU3

KIF5A

MCU

ADK

KCNMA1

ART3
TIAM1

PCDH1

SUPV3L1

EEF1A1

VPS8

EIF4A2

ATP2B2

SLC6A1

SYN2

FUK

HYDIN

CACNA2D3

FAM81A

MYO1E;MYO1F

APPL1

C2CD2

PALM2 AKAP2;AKAP2

ACAN

CABP1

FAM213BBRETPRG1L

KCNB1

AHCYL2PPP1R9A

CCAR2CDC42SE2

EPB41

SYNJ1

HLCS

PTMS
CYB5R1

ALDH4A1

UBR1 NAE1

ACE;ACE

CHCHD6

TPPP3

FAM131B

RGS12

ZYX

KALRN

S100B

RDH13

ZER1

SPTBN4

SIK3

SAFB

S100A1

ADAR
ANO10

UBQLN4
RPL8

NAPEPLD

COX7A1

ACOX1

MPP3

SHANK1

PLCD3TBC1D24;RP11 20I23.1 GNG3

ELAVL4

COA7 ZYG11B

PPAP2B

AK4

SDC3

RBBP4;RBBP7

NFIA

FUBP1

DNAJB4

NTNG1

BRINP3

CADM3

PEA15
LRRTM1

VSNL1

H3F3A;HIST3H3;H3F3C;H3F3B

ADCK3

LYSMD1

CCNYL1;CCNY

COL6A3
ATP1A1

SLC15A2

HDAC11

SERPINI1

CDS1

SYNPR

PRICKLE2;PRICKLE1;PRICKLE3

GMPS

SLMAP

APBB2;APBB1
PRRT3

U2SURP
GYG1

PRKCD

LRPAP1

ABLIM2
CAMKV

GRM2

WDR82

HMGB2

GUCY1A3

HTR4

ENPP6

CASP3

CARTPT

ACSL6

GRIK2
FABP7

STXBP5

PI16

HCN1

NEUROD6;NEUROD2

PGAM2

CTSB

ADCY1

OXR1

ALDH7A1

PDP1

TMEM65

PSIP1

DIRAS2

ABCA1

ALDH1A1

HNRNPK

PCDH19

STRBP

NDUFB6
STOML2

FAT3

LRFN5

CFL2

PGM2L1

RPL10L;RPL10

NGB

SLC18A2

HPRT1

STK32C

KIAA1462
NDRG2

NSMF

SALL2

HSPA12A

PSMC3

CLMN

SLC6A5

HTRA1
JAM3

API5

PCBD1

SCN3B

CYB5R2

CRABP1

RPL27A

PRKCB
PRKCB;PRKCA

HDGFRP3

CENPV

CACNG2

STAT6

SCG5

MAP1A
MARS

NUDT21

SGSM1

ISLR2

GPRC5B

KATNAL2

RBFOX3;RBFOX2

ACAA2

STIM1

IRGQ

GNG8

CA4

RPL13

CACNB3

GPD1

TTYH1

ATCAY

EEF2
HDGFRP2ECI1

SRRM2
RPSA;RPSAP58

ENTPD3

SF1

VASN

TTC39C

GNG4

KIF5C

PDHB

HIST1H1E

FAM107A
SEPT2

LGI3

FEN1
CHRM1

GFRA2

AHCYL1

SNTB2

USP39

STXBP6

CPLX1

ATP5I

HNRNPH1
MECP2

RAB3B

RGS14

GPRIN1

KCNAB1

PGM2

P2RY12

PTPN9

SCN9A
APLF

LUZP1
RAC3

LINGO1

HNRNPF

PCDH7

ROBO1

SYAP1

MYRIP

ALCAM

YWHAG

GPR37L1

NIPA1HNRNPA3

FABP6

USP47

SMAD1
DCLK2

KRT86;GFAP

RALGAPB

NUDT9

CDH2

DLGAP1

SYT9

RBMXL2;RBMX
RPS9NDUFA3

PKIA

CCBL1

KCNG3;KCNA4

PRKCE;PRKCHGRIK1

TMEM126A

NPTX1

FAM98B
TPPP

KCND3

MAP1LC3B2;MAP1LC3B

RSL1D1

CLSTN1

ENC1

VAT1L

KNDC1

RPS7

AQP4

SRGAP2C;SRGAP2

SCG2

RAB33B
GAP43

QARS

CALB2

SNTB1

NEGR1

BSG

CSDC2

GNB2C2CD2L

GNG12

FIBP

CARNS1

HCFC1

THEMIS

RAB43;RAB35

RAB37

ARPP21

ADRBK1

ADCY5

GLRX

SYT12SLC2A14;SLC2A3

SNCG

TLR9;TWF2

FKBP2

NUDT4

SCAI

TOMM20

STAT5B;STAT5A

RNF213

DPY19L1;DPY19L2

SPTBN2

RBM4

NWD2

TRMT10C

PRPF8
DDX23

RALGAPA1

RPL4

CNTNAP2

LINGO2

MFSD4

TTC9B

BRSK2

HRAS;KRAS

SRP72

RIN1

KLC2
CADM2

PPM1E
TP53I11

PHYHD1

PTPN2

EIF3F

ARL10

PCSK1

MCTP1;MCTP2

DPP10NR2F1;NR2F2

SFN

MSRA

BAIAP2

LRRN1

UBE2O

TUBB6

TCP11L1
LRRTM4

RIMS2

GNG7

LMNB2

BASP1

LY6H

SCN4B

CETN1;CETN2

KCNA2PPFIA3

SLC25A22

C18orf32;RPL17 C18orf32;RPL17

RPLP2;RPLP1

SUMO4;SUMO2

KIAA0195

HNRNPA0

NDUFAF3

SLITRK1

GLDC

SLC25A20

EPM2AIP1

KCTD12

CPNE7

RCC2
DPM3

FARSA

HNRNPCL1;CH17 409J4.1;HNRNPCL2;HNRNPCL2;HNRNPC
PTPN11

GPC5

ZBTB18

MYADM

MROH1

AKAP5

NRXN1

PUF60

ZADH2

LYNX1

TH

RCC1

PRKRA

KCTD4

EIF2S3L;EIF2S3
PPA1

SSR4

LRRC57

MAPK15

NPM1

PENK

HIST3H2A;HIST1H2AB;HIST1H2AC;HIST1H2AE

RAP2B

COPG1
BAI1

IBA57 SNRPE

RTKN2

IDH2

TDRKH

MRPL41

SHMT2;SHMT1

CACNB4

NXPH3

EPHB3

NTM

ANXA2

RGS6

GRID1

PLCXD3

SLC25A18

EWSR1

CADM1

AP2A2;AP2A1
SLC8A1

PCP4

ABAT

C2CD4C

CTNNA3

SF3A3

GRIN2A

PSMG1

PCBP3

SETD3

TNFAIP8L3TANGO2

ALYREF

OPCML
KCTD16

TUBA8

NUDT14

SCN5A

PTP4A2

FAM120C

NIPSNAP1
PLA2G6

KCND2

TOP1MT;TOP1

NELL2

RALYL

HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO

OSBP2APOO

H1FX

PTRHD1
ANKS1B

ARL15

METTL7A

GPRIN3

AHNAK2

SYN3

KCNIP4

NAT8L

LRCH3

KRT73;NEFH

MKL2;MKL1

GABRA5

GNG2

SEPT10

PDE2A

LRRC16B

BCR

KRT14;KRT17

MAPT

RTN4RL2

ESPN

CCK

AKR1C1;AKR1C4

SESTD1

FNBP1

DCC

MAGI2

CHP1

ERC2

B3GALTL

TRPV2

GABRD

SEMA4DSHISA7

PRKAR1B;PRKAR1A

SRSF10

FBLL1SHISA6

H1F0

TMEM120A

ARID2
SF3B3FHIT HMGB1

SH2D5

SEMA4A

SRGAP3

TUBB

CPNE4
NTNG2

ELAVL3

XRCC6

TSC22D2;TSC22D1

TCEAL3

SLC6A9

PLXNB2

MYO6

HDAC2

MVB12B
ADA

PDLIM7

SRGAP1

SLC39A10
AP2A1

ANXA4

WDR5B;WDR5
GMFB

SLC6A17

PGAP1

LRRC8B

PSMD12
DDI2

UAP1L1

ADARB1

OGDHL

HNRNPAB

SIPA1L1

S100A10

CFAP43

RPL12

DLGAP2

RPS4X

SIRPA

HIBCH

HSD17B11

TUBB3;TUBB3

CACNA1E
FKBP1C;RP11 314N13.10;FKBP1A

DDX42

RPL23A
NTRK1;NTRK2

CTNND1

DDX39B

NUDT16RYR2STK39

TTC37

ECI2

PPP1R14C

RPL10A

FAM169A

MT ND5

BRINP2

PNP

GK

GRM3

HMGN2

OPA1

RYR3

CES1

MT ND4

L1CAM

SOWAHA

INF2
HIST2H2BF;HIST1H2BA;HIST1H2BC;HIST1H2BD;HIST1H2BE;HIST1H2BF;HIST1H2BG;HIST1H2BH;HIST1H2BI;HIST1H2BK;HIST1H2BL;HIST1H2BM;HIST1H2BN;H2BFS

HIST2H3PS2;H3F3B

TCEAL5

TCEAL6

BTBD17

VARS

DDR1

PPP1R11

GNB2L1
GABBR1

ATXN2

PNMAL2

LRRC10B

SARNP;RP11 762I7.5

GPR56

NAP1L4

TMSB4X

EIF3CL;EIF3C

DPF3

RNPS1
RAB12

ANKRD28

XKR4

CRIP1;CRIP1

GSTM2

ARL2;ARL2 SNX15

RBMXL1VDAC1 TMX2;TMX2 CTNND1

ZNF90;RPS16

DDX3X

TSTD1

LINGO3

PLXNA4

NPTXR

PPP2R2A

FXYD7 SMIM13

SETSIP;SET

ANKRD63

RPS18

MCTS1

GPX1

HNRNPUL2 BSCL2;HNRNPUL2

CKMT1B;CKMT1A

RBM14;RBM14 RBM4

NME1

TLR9;TLR9

PNMA2
PDXP

MICAL3

JMJD7;JMJD7 PLA2G4B

ZNF512
RBM12

PCP4L1

RP11 514O12.4;RNASET2

YJEFN3

TM4SF2;TSPAN7

MSANTD3 TMEFF1;TMEFF1

PRKDC

LYN

ATP6V1G2 DDX39B;ATP6V1G2

RP11 162P23.2;ALDH2

RP4 576H24.4;SIRPB1;SIRPG;SIRPA

XKR7

GTF2I

SRSF8;SRSF2

RBM8A

AD000671.6;U2AF1L4;U2AF1;U2AF1

CCDC177

AC104534.3;HNRNPL

AC002985.3;HOMER3

AC011530.4;DMWD
GRIN2B

WDR92;PPP3R2

GATSL2

CBS;CBS

PRSS3P2;PRSS1

NEFL
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ENPP4

ANKIB1

HECW1

ICA1

ALS2
PLXND1

CD38

CAMKK1

HSPB6NDUFAB1

SLC25A13UPF1

SLC25A5CIAPIN1

RHBDD2
LAMP2

ABCC8

CACNG3

ARHGAP44

GAS7

PAX6

CACNA2D2

BAIAP3

DNAJC11

ADAM22

SPAG9

MGST1

NFIX

RPS20

RANBP9

ZNF207

UQCRC1

NISCH
IDS;IDS

SLC6A7

KAL1

ANLN

RABGAP1

ALOX5

MDH1

CCDC88C

BID

MATR3

ATP2C1

PLEKHB1

NRXN3

CPS1

FHL1

GABRA1

NDUFS1
GLRX2

TOMM34

VIM
RNASET2

AGPAT4
BCLAF1

ANK1

SARS

PNPLA6LRRC7

APBA2

TMSB10

TIMP2

CYP46A1

TRIO

CLEC16ARTN4RINPP4A

RAB27B

DCUN1D1

CTNNA1

GPM6B

CTPS2

POLR2B

TPR

CP

RRM2B
CELF2

RCN1

DKK3
MCUR1

LIMA1

SLC4A8

LAMA3;LAMA5

THRAP3

ENTPD2

PTPRN SYNE2

ATP9A

NOP58
CUL1

ZFR

MTA3;MTA1

RASGRF1

CAMK2B

ATP2B4

DGKG
CDK17PSD

WNK1;WNK4

CCAR1 OGFR
SNRNP40

RIMBP2

ACAA1

BCAT1

GUCY1B3MON2

ARSF

CS

ELMO2
RPL18

ISOC2

U2AF2

MTMR1

TNPO3

CTSA SUGP2

SLC12A2;SLC12A1

OAT

DGKA
NDUFB4

YBX1DIP2B

NGEF

ISOC1

EML1THUMPD1

PHKA1

CACNB1

IARS2

ROGDI
PDK3

PPP2R5B

NUCKS1

KCNAB2

MAOB

KIAA1107

ATP1B3

GNB5

SPTB

SLC44A1

EXOC5

GBA2

ASNS

CHAT

PABPC1;PABPC3;PABPC1L

CSNK2A2

TCOF1

OSBPL3

ATP2B1

NCK2

MAP4K4

LMCD1

DAZAP1PRKACA

SMC1A

TRHDE

TRNT1

STK10;SLK

MRVI1

SDHA

ADAM11

IGF2BP2

PICALM

MRPS34

PPP2R2C

SNCB

ATP2A3

MGLL

BCS1L

IPCEF1;CNKSR3

EIF4G3;CBFA2T2VPS9D1MARK3
SLC25A3

PLXNA2

ACACB;ACACA
NT5C2

MCAM

GPC4

CTTNBP2

ACTL6B

TOP2B;TOP2A
PAK3

DCX

SNRPA

ACTN2

FGFR1

PIK3C3
ADCY2;ADCY4

PPP2R5C

ADCYAP1R1

MYH7B OSBPL6

SLC1A3

XRCC5

TNS1

PAFAH1B3

SCGN

DDX1

EPB41L2

MOXD1

STX7

SLC4A4

SMARCA2 PCNP

ARG2

CADPS2

EPB41L3

ERC1

XPO1

TRPM3;TRPM1 PDS5B

CYLD

RPS5
SMAP2

EFR3B

PREP

CPNE3

DDHD2

CHERPSEPHS1

FAT2

MTMR2

ACHE;CES4A
SRRT

L2HGDH

SF3B2
KHSRP

DOCK3

DYNLL1
RBBP9GCN1L1

RPH3A

CHGB

NOS1

FUSGANAB

ANKRD24

STRN4
PITPNM2

OSBPL8

RAPGEF4

SLC17A6
SCFD1

SUPT16H
TYRO3

EZR

AGO1

COMT

XYLB

CBX5

PSMD5
SORBS1

CRTAC1

ITPR3

HNRNPH3NRP1

H2AFY2
FAM21A

MAST3

STX1B

CIRBP
HNRNPM

NDUFB7
TECR

HCN2

ARVCF

DDTL;DDT

SF3A1
SNRPD3

MAPK1

LGALS1

EIF3L

DEPDC5

DDX17
GTPBP1

PPP6R2

CYB5R3

TTLL12
SAMM50

PVALB

KCTD17PMM1
RBM23;RBM39

COCH
PYGL

TRIM9
DAAM1

CHGA

ITPK1DHRS7

ERH

SRSF5

ACIN1
APEX1

CPNE6

PCK2

GMPR2

PNN

ABHD12

NDRG3

ADNP PRPF6
CDS2
SNPH

PDYN

PLCB4

SAMHD1

PAK7

NOP56

SNTA1

RPRD1B ACOT8

LAMA1

PRPS2

CCDC22

PLS3

EMD

PGK1

SMS

RP2

VWA8

CORO1A

MAPK3

PHKB

NUTF2

CBLN1

CYB5B

NME3SMPD3

NECAB2

NOMO3;NOMO2

UBE2I
CRYM

CPPED1

XYLT1

CDIPT

SYT17

CORO2B

CSK

RASL12

FAH
TJP1

SCG3

MYEF2

CA2

SFRP1

EIF3ENDRG1

NCALD

DCTN6

NEFM

ASAH1

SNRNP70

SF3A2

NOVA2

TIMM44;ZNF792;ZNF419;AC003005.4;ZIK1;ZNF776;ZNF552

NUMBL

FSD1

HNRNPUL1
ICAM5

NAPA

PTPRS

TMEM205

CAPS
LPPR2

MAST1

RPL18A
CRTC1

MAG

CADM4
AVL9

PON2

ITGB8

DFNA5
OGDHHIBADH

ABHD11STX1A
GARS

EPHB6

HSPB1

PTCD1;ATP5J2 PTCD1;ATP5J2

EIF3B

PTPRZ1

LSM5

RPA3BLVRA

EIF4H
LIMK1

FSD1L

CORO2A
OGN

TBC1D13

ELAVL2

PIP5K1B;PIP5K1C

NPDC1

ABCA2EIF3A

MAPK8 PLEKHA1

MICU1

CPEB3

BCCIP

SORCS1

SMC3

TFAM

CCDC6

LGI1

UBTF

RGS9

CBX1

SLC25A11
C1QBP

CPD

DDX5

VAT1

LRRC59

MPP2

EFTUD2

EFNB3

TMEM33

MAPK10

ELF2

INPP4B

GAB1CPE

WFS1

AADAT

DHX15
MTCH2

VWA5A

SIAE

EHD1

DCPS
PPP6R3PRPF19

HPX
CHORDC1

EIF4G2
PVRL1

KIAA1549L

SLC1A2

CARS
PITPNM1

RPS13 AIP
COQ5ASIC1

DAO

MLEC

CAMKK2
ATP5B

LIN7A

PPM1H

MAGOHB

CDKN1B

RASAL1

GNB3

ENO2

LPCAT3

NT5DC3

CMAS

C2CD5

RIC8B
SRSF9

TPD52L1 SRSF3

SOD2

RAB23

ACOT13

SMAP1

RPS12

CUTA

PDE10A

PTK7

DNPH1

TMEM30A;TMEM30B

SPARC

FAF2
RASGRF2

GABRG2

LMNB1

PDE4D

NUP155

H2AFY

TCERG1

DPYSL3

CSNK1A1;CSNK1A1L

ERGIC1

CPEB4CNTN3

KNG1

FAM162A

KPNA1;KPNA5

PCCB

RBP1

BCHE

PDCD10

GNB4

GBE1

PLXNA1
CSPG5

PLSCR4

COMMD2

PEX5L

ABHD14B
EIF1B

ADAM23

NCL

ACTR1B

GPD2

SLC30A3

NRBP1 SNX17

PDE1A
MRPL19

EFEMP1

GLS

EFHD1

COQ10B

SF3B1

FHL2

HDLBP

HPCAL1
STRN

SLC25A12

SRSF7PLCL1

SLC1A4

COX7A2L

AAK1

TIA1;TIAL1

EPHA4

CHD5;CHD4

SFPQ

ARHGEF2

SRM

FBXO2

TROVE2

SRSF11

CRYZ KIF21B

TBCE

HPCAL4

RIMS3

AKT3;AKT2

PADI2

IGSF21

CDK18

GALE

SLC2A1

PRDX1

ABCD3PTBP2

LPPR4 NENF

MARC2OSBPL9

APOA1

SLC8A2

NRP2

TTR

LRMP

CNR1

PPL

PCDH17

GDA

CCDC92

BSPRY

NDUFA8
HDHD3

HSDL2

YLPM1

NPC2

DLST

SLIRP
RBM25

ATL2

LGALSL

OGFRL1

IDE

CNNM1

GOT1

KIAA1217

PLXDC2

UFM1

ETF1

TMPO

CLU

PTK2B

PPP3CC

EPHX2

TARDBP;TARDBP

LYPLA1

PSPC1

GJB6

TBC1D15BAI2
KHDRBS1

CSMD2

UBL3

COPA
FAM213ACBX3

HNRNPA2B1

WIPF3

NPYFAM126A

SMU1

ACO1

KIAA1549CISD1

CITNECAB1

WWP1;ITCH

ACOT9

ATPAF1

PLP1

PFKFB2

ACSL3

TTPAL

PREX1

SLC12A5

VAPB

SRSF6

GDAP1L1

RAB22A

PEPD

ATP8A1

BTN2A2;BTN2A1

HIST1H1D

NQO2
NRN1

DEKLRRFIP1

AHNAK;NRIP1

GOT2

EFNB2

SEPT6

NDUFA1

MBOAT7

GRIA3
THOC2

SNRPD2

EML2

GPCPD1

TGM3

CD93;PCSK1N

PCSK2

LAMP5

ITPA

HNRNPR

RALY

MCF2L

UBA2

COX6B1PRDX5

ASL

PRKCG

DNAJC8

KTN1

HSPA2

OMG
HNRNPH2

CANX

YEATS4

HP1BP3

GFER
KDM4BPEX1

LRFN1

GNAZ

CDC42EP1

MPST
SPECC1DOCK4VGF

CCDC136

NDUFA5

MYO1BCHN1

SNRPN;SNRPB

MYO5C;MYO5A

COPB1

KCNC1

ATP1B2

FXR2
ILF3

SLC44A2RNASE1

REEP5

ARHGEF6

CDH15

LPPR3

SYT5

GALNT8;KCNA6

ECSIT
THEM6

APOE
APOC1

NCAN

LSM7

ACTN4

ARPC1B

SULT4A1

OLFM1

COL5A1

OSBPL2
ADRM1

CHMP2A
TRIM28

SMPDL3B
HIP1R

DNMT1

PLXNA3

MPP1

HABP4
RGN

GGT7

GFAP

COX4I1

TRAF3CAPN7

RFTN1

ZFYVE20

KCNC3

KIF3A;KIF6

PPP1R1B

KHDRBS3

PRKAB2

SNRPA1

ACTR10

LGALS3

DHX30

SLC6A11

EFR3A

SCLYPRKAA1

RPA1

SERPINF1

EEFSEC
GRSF1

ZRANB2

HRSP12

TERF2

MTSS1L
BCAN

CTNNBL1 MPRIP

DCLK1

HSPBP1

MACROD1

PDZD2
AGAP3

IMPA1

RRAS2

HSD17B4

UNC79MRPS36
CAMK1

TSPAN2

GSTM5

SYT6

HMGCS2;HMGCS1

SORT1

ANO3

LRP4

DAGLA

TPP2

ARHGAP32

OSTF1

TAOK3;TAOK1
SYNCRIP

NT5E

HNRNPA1;HNRNPA1L2

PKIB

RAB11FIP5

GLUL
RGS8

DHX9

DOCK10

ITM2C

CAB39
CKAP4

PLXNC1

APPL2

VPS36

SUCLA2 LMO7
RAPGEF5

SRSF1

NDUFB5
MRPL47

TRA2B
VPS45

ABI1

LRRC8A

STXBP1

GABBR2

NCBP1

ANP32B

ALDH1B1;ALDH1A2KLC4;KLC3

GMPR

SLC22A23

HMGA1

TPMT

NUMA1
PRCP

MRPL15

GGH

SDCBP

SORL1

RDX

UNC13C

ITPKA

UACA

FNBP1L

SLC44A5

RTCA

HADHB

PPM1B PNPT1
LRPPRC

STAMBPL1

EXOC6

MYPN

SSB

HECW2

HCN4

SEMA7A

HNRNPD

PRKG2

TRPC3;TRPC7

NUP54

ANXA3PPA2

PAPSS1

SEC24B

PPP3CA

FBN2;FBN1

CPNE8
YARS2

NDUFA9;RP11 234B24.6

VAMP1

ANP32D;ANP32A
SNRPF

TMEM132B
GIT2

N4BP2L1;N4BP2L2;CNP

SMARCC2

MAP3K12

MBNL2

CBLN3

NOVA1

STON2

BNIP2

SRP14

DNAJA4

ULK3

NTRK3
SH3GL3

GLYR1

FTO

UQCRC2

CPNE2

KATNB1

CDH11

RHOT2

PRPSAP2

GNAL

RPRD1A

OSBPL1A

MINK1

TTYH2

EIF4A3

CACNA1A

SIRT3

DOPEY2

SAE1

SLC6A3

CACNG8
RPS11

IGLON5

EFHD2

SH3BGRL3

RPS8

PTPRF

ALDH9A1;ART4

ATP1B1

MPC2MGST3

UFC1

HDGF
SNX27;CYTIP

ANP32E

SELENBP1

CERS2

TP53BP2

KCNN3

ILF2ARF1;RP11 302B13.5;ARF3
PARP1

EPHX1

PPFIA4

SYT2

PDIA6 HNRNPLL

GALM

SNRNP200

SFXN5

C1QL2;C1QL3;C1QL1

SCN1A

SLC4A10

FAM171B

CPNE9

CNTN4
DYNC1LI1

UBA3

ATG3

NCEH1STXBP5L

CAMK2D

CISD2
SETD7

NDUFS6

PIK3R1

CRHBP
PAM

BTF3

ARHGAP26

DDX46

GABRB2
TENM2

GFOD1

PSD2

MUT

DAAM2

TPBG

PHIP

CLVS2

ABRACL

MTFR2

TIAM2

EGFR

PURB

SHROOM2

C7orf55 LUC7L2;LUC7L2

CASK
SLC16A2

NONO

DIAPH2

FRMPD3
IGSF1

NSDHL

ERLIN2

RGS20

TACC1

PMP2;FABP4

RPL7

MTDH
NDUFB9

ARHGAP39

RP11 35N6.1

SNX30

ASTN2

SURF4

PTGES2

SLC25A25;SLC25A23

IDI2;IDI1

SLC39A12

PARD3

CAMK2G

GLUD1

ADD3

HSD17B12
SSRP1

CAPN5

LAMTOR1

PLCH2

CPSF7

PLCB3

DOC2A

CNTN5

CDH8HNMT

LYPD1

GPM6A

DOCK1

PIP4K2A

RILPL2;RILPL1

ITPR1

GPR158

CACNA2D4

NGLY1

TMEM263

BTBD11

UBE3B
SLC2A13

KCTD14;NDUFC2 KCTD14;NDUFC2ME3NUBPL

NEK7;NEK6

VIPAS39

EPS8

QDPR

MMAA

SLC25A4

GABRA2

SACS

BAG3

HSPB8

GRID2

RIT2
ATP5A1

GUCY1A2
HOMER1

TRIM36

GRIA4
SPARCL1

GJA1

HNRNPDL

UTRN
GRM1

PTPRK

RAB3CJAKMIP1

ZIC1CARHSP1

CAST

SCOC

SMARCA5HNRNPU

SLC25A27

FAM49B

ASAP1

NMRAL1

PTPRD

SPHKAP
DDAH1

ANKFN1

DGKE

MSI2

AK5

IMPACT

CHST9

NRGN

PITPNC1

ABCA5

TNIK

ENAH

BUB3

PDLIM3

CXADR

NCAM2

MRPL39

PLCL2

EPHB1

ACSS1

APOOL
FBXL18

CNTNAP5

PTPRN2 MMS19

GOLGA7B

DBI

GRIA1

NUP205

TTN
KDM8

FMN2

SLC24A2

ADCY8

MICU3KIF5A

KCNMA1

ART3

TIAM1

PCDH1
UQCRB

EEF1A1

AIFM1

EIF4A2

SST

EXOG

ATP2B2

SLC6A1

SYN2

KIT;CSF1R

HYDIN

CACNA2D3
FAM81A

TSPAN18

PALM2 AKAP2;AKAP2

ACAN

CABP1

FAM213B

PANK4

TPRG1L

MRAS

CUL4B

KCNB1

AHCYL2 PPP1R9A
NDUFS2

CCAR2

CDC42SE2

CLIC6

PTMS

ALDH4A1

NAE1

ACE;ACE

CHCHD6

TPPP3

FAM131B

RGS12

ZYX
KALRN

DIP2A

S100B

RDH13

SPTBN4

SAFB

S100A1

CHTOP
ADAR

UBQLN4

RPL8

NAPEPLD

COX7A1

FDXR
ACOX1MPP3

SHANK1 PLCD3
GNG3

ELAVL4

ZYG11B

PPAP2B

AK4

SDC3

RBBP4;RBBP7

NFIA

FUBP1
DNAJB4

SNX7

NTNG1

PEA15

VSNL1

H3F3A;HIST3H3;H3F3C;H3F3B

ADCK3

LYSMD1

COL6A3ATP1A1

SLC15A2

HDAC11

SERPINI1

SUCLG1

CDS1

SYNPR

PRICKLE2;PRICKLE1;PRICKLE3
GMPS

APBB2;APBB1

PRRT3

U2SURPGYG1
POLR2H

RPN1

PRKCD

ABLIM2

AIMP1
H2AFZ;H2AFV

GRM2

WDR82
HMGB2

GUCY1A3

LSM6

NDUFS4

ENPP6

CARTPT

UBLCP1

ACSL6

UQCRQ

FABP7

PI16

HCN1

PGAM2
CTSB

ADCY1

RAD21;RAD21L1

OXR1

ALDH7A1

COX6C

PDP1

KIAA0196

TMEM65
PSIP1

DIRAS2

ABCA1

ALDH1A1HNRNPK

PCDH19

STRBP

NDUFB6STOML2
FAT3

LRFN5

RPL10L;RPL10

ARF6

NGB

ATP5C1
VDAC2

PRDX3
STK32C

KIAA1462

NDRG2
SALL2

HSPA12A

SLC6A5

HTRA1JAM3
RAB8B

CKB
API5

PCBD1

SCN3B

CYB5A

CYB5R2

CRABP1

RPL27A

PRKCB

PRKCB;PRKCA

HDGFRP3
CENPV

FAM96B

CACNG2

ELFN2

SCG5

MARS
NUDT21

SGSM1
SNRPD1

GPRC5B

KATNAL2HDHD2

RBFOX3;RBFOX2

ATP5L

ACAA2

STIM1

GNG8

TPM4
CACNB3

GPD1
TTYH1

ATCAY

HDGFRP2

GLOD4

NDUFA7;NDUFA7

NDUFV1

HID1 ECI1 SRRM2

ENTPD3

SF1
PAFAH1B2

TTC39C

GNG4

KIF5C

HIST1H1E

FAM107A

SEPT2

LGI3

PHYHIPFEN1CHRM1

GFRA2

NDUFS5

AHCYL1

SNTB2

GFM1

USP39

CPLX1

ATP5I

UQCRFS1HNRNPH1 MECP2
SLC25A6;SLC25A6

RAB3B

RGS14
P2RY12

PTPN9

SCN9A

APLF

LUZP1

RAC3

PCDH7

ROBO1

SYAP1

ALCAM

TRAPPC1

GPR37L1

NIPA1
HNRNPA3

FABP6

USP47

DCLK2

KRT86;GFAP

KRT75;KRT5

RALGAPBNUDT9

CDH2

DLGAP1

SYT9

RBMXL2;RBMX

RPS9

GSTA4

NDUFA3

TANC2

PKIA

CCBL1

KCNG3;KCNA4

TMEM126A

NPTX1

FAM98BRSL1D1
ENC1

VAT1L

KNDC1PTENRPS7

AQP4

SRGAP2C;SRGAP2

SCG2
SYNPO

RAB33B

EPHX4

CYCS

CALB2

SNTB1

C1QTNF4NEGR1

BSG

CSDC2

GNG12

FIBP

CARNS1

HCFC1

THEMIS

RAB37

OXSR1

ARPP21
ADRBK1

MTX1

ADCY5

GLRX
SYT12

SLC2A14;SLC2A3

SNCG

TLR9;TWF2

FKBP2

MOB1B

NUDT4

PC

SCAI

EIF1AX

TOMM20

RNF213

DPY19L1;DPY19L2

RBM4

NWD2

TRMT10C
PRPF8

RALGAPA1
ATP2A2

LINGO2
MFSD4 BRSK2

SRP72

PCP2
RIN1

GLMN KLC2

CTBP2

CADM2

PPM1E PCCA

TP53I11

PHYHD1

PTPN2

EIF3FARL10

PCSK1

SFN

LRRN1

TUBB6

TCP11L1
LRRTM4

RIMS2

GNG7
LMNB2

ACSF3

LY6H

SEC24C

SCN4B

CETN1;CETN2

RPS6KA3

KCNA2

C18orf32;RPL17 C18orf32;RPL17

RPLP2;RPLP1

ACAD9
SUMO4;SUMO2

KIAA0195

FLII

HNRNPA0

NDUFAF3

NDUFV2
NT5DC1

GLDC

SLC25A20

CA8KCTD12

COX5A

CPNE7

RCC2

CYC1

HNRNPCL1;CH17 409J4.1;HNRNPCL2;HNRNPCL2;HNRNPC
CALR

GPC5

MYADM

MROH1
AKAP5

NRXN1

PUF60

ZADH2

LYNX1

TH

RCC1
PRKRA

KCTD4

PPA1

MAP6D1

SSR4

LRRC57

MAPK15

NPM1

PENK

HIST3H2A;HIST1H2AB;HIST1H2AC;HIST1H2AE

RAP2B

COPG1
BAI1

ADO

SNRPE

RTKN2

MRPL41

ARL6IP4

SHMT2

MOB2

CACNB4
NXPH3

EPHB3

PLCB1

RGS6

PLCXD3

RGS7

SLC25A18
CADM1

SLC8A1

PCP4

ABAT

CAMK1D

C2CD4C

CTNNA3

SF3A3

GRIN2A

SETD3

TNFAIP8L3

HIST2H3D;HIST2H3C;HIST2H3A

ALYREF

KCTD16

KCTD8

TUBA8

NUDT14

UQCR10

FAM120C

MAP7D2PLA2G6

TOP1MT;TOP1

CEND1
NELL2 RALYL

HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO

SEPT5

OSBP2

APOOH1FX

PTRHD1

NDUFA6

METTL7A

P4HB

SYN3
NAT8L

BCAP31 LRCH3

NDUFA13

KRT73;NEFH

MKL2;MKL1

GABRA5
GNG2

SEPT10

PDE2A
LRRC16B

BCR

RTN4RL2

CCK
NAP1L1AKR1C1;AKR1C4 SESTD1

FNBP1

MAGI2

LUZP2

CHP1
USP7

ISG15

B3GALTL

GABRD

SEMA4D

HIST1H1C;HIST1H1T

SHISA7

AGRN
PRKAR1B;PRKAR1A

SRSF10

FBLL1

SHISA6

NDUFA4

RELN

TMEM120A

ARID2

SF3B3

MAOA

FHITKAZN HMGB1

SH2D5

SEMA4A

SRGAP3 NIF3L1

CPNE4

NTNG2

ELAVL3

LONP1XRCC6

TSC22D2;TSC22D1

MYL6B
TCEAL3

SLC6A9

MYO18A

MYO6

HDAC2
RABL6

SRGAP1

ANXA6

GMFB

SLC6A17

PGAP1

TBC1D9B

DDI2ADARB1
OGDHL

GSTK1

HNRNPAB
SIPA1L1

S100A10CFAP43

ERO1L

DLGAP2

RPS4X

HIBCH

TUBB3;TUBB3

FKBP1C;RP11 314N13.10;FKBP1A

DDX42

RPL23A

NTRK1;NTRK2

MGEA5

ANKRD35

CTNND1DDX39B

NUDT16

RYR2

STK39
TTC37

SLC9A6

MT CO2

ECI2

PPP1R14C

RPL10A

FAM169A
MT ND5

BRINP2

PNP

GK

HMGN2

RYR3

CES1

GRK5
MT ND4

GPRASP1

SOWAHA

INF2HIST2H2AA4;HIST2H2AA4;HIST2H2AC

HIST2H2BF;HIST1H2BA;HIST1H2BC;HIST1H2BD;HIST1H2BE;HIST1H2BF;HIST1H2BG;HIST1H2BH;HIST1H2BI;HIST1H2BK;HIST1H2BL;HIST1H2BM;HIST1H2BN;H2BFS
HIST2H3PS2;H3F3B

TCEAL5

TCEAL6RING1

MRPL38

BTBD17HSPA1A;HSPA1B

LSM2

VARS

ABHD16A

DDR1

GNL1

GABBR1

MRPL53

ATXN2

PNMAL2

LRRC10B

SARNP;RP11 762I7.5

GPR56

TMSB4X

EIF3CL;EIF3C

DPF3

ITSN1

ANKRD28

SACM1L

TSN
NRAS

GSTM2

RBMXL1

TMX2;TMX2 CTNND1NDUFS3

PPP1CB;PPP1CA;PPP1CC
FIS1

GRID2IP

DDX3X

TSTD1

ATAD3C;ATAD3A

LINGO3

PLXNA4

NPTXR

FXYD7
SMIM13

SETSIP;SET

ANKRD63

RPS18

MCTS1

GPX1UQCRHL;UQCRHHNRNPUL2 BSCL2;HNRNPUL2
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RBM14;RBM14 RBM4 NME1
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PNMA2
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KCTD7;RABGEF1
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RP11 514O12.4;RNASET2
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ENPP4
ANKIB1

HECW1

ICA1

PLXND1

CD38

KDM1A

CAMKK1

RECQL

HSPB6

SLC25A13

SLC25A5

RHBDD2

MYCBP2

LAMP2

ABCC8

SPATA20

MARK4

GAS7

PAX6

LUC7L

CACNA2D2

BAIAP3

ADAM22

SPAG9

MGST1

NFIX

RPS20

RANBP9

ZNF207

NISCH

SLC6A7

KAL1

SYT7

ANLN

RABGAP1

CCDC88C

MATR3

ATP2C1

PLEKHB1

NRXN3
GABRA1

GLRX2

TOMM34

SEC63

VIM

BCLAF1

ANK1

HMGB3

NUP160

PNPLA6

LRRC7

APBA2
TMSB10

TIMP2

CLEC16A

RTN4R

RAB27B

MED17
CTNNA1

GPM6B

POLR2B
TPR

CP

CELF2

RCN1

DKK3

MCUR1

LIMA1HEBP2

THRAP3

ENTPD2

PTPRN
SYNE2

ATP9A ZFR

PKP2

MTA3;MTA1

RASGRF1

ATP2B4DGKG

PSD
WNK1;WNK4

OGFR

SNRNP40
RIMBP2

ARSF

CS

ELMO2

U2AF2

MTMR1

GPC1

TNPO3

CTSA SUGP2DGKA

YBX1
DIP2B

NGEF

ISOC1

EML1
THUMPD1

PHKA1

CACNB1

ROGDI

PDK3

ACSL4

INPP5A

RASGRP2

PPP2R5B

MAOB

KIAA1107

NEDD4;NEDD4L

GNB5

SLC44A1

GBA2
ASNS

TCOF1

OSBPL3

MAP4K4
WDR1

LMCD1

DAZAP1PRKACALPHN1

TRHDE

MRVI1

ADAM11

IGF2BP2

PPP2R2C

SNCB

ATP2A3

MGLL

IPCEF1;CNKSR3

EIF4G3;CBFA2T2MARK3

SART3

PLXNA2

TPD52MCAM

GPC4

CTTNBP2

ACTL6B

TOP2B;TOP2A

PAK3

SNRPA

ACTN2

FGFR1

PIK3C3 ADCY2;ADCY4

PPP2R5C

ADCYAP1R1

MYH7B
OSBPL6

SLC1A3

XRCC5

LXN
TNS1

SCGN

MOXD1

SLC4A4

SMARCA2

DLGAP4

PCNP

CADPS2

ME2

EPB41L3

ERC1

TRPM3;TRPM1 PDS5B SMAP2

ZMPSTE24

EFR3B

PREP

CPNE3

DDHD2EPS15
CHERPEPDR1 SEPHS1

FAT2

SRRT

L2HGDH

SF3B2KHSRP

DOCK3

DYNLL1

GCN1L1

RPH3A

CHGB

NOS1

FUS

ANKRD24

SLC9A1

STRN4

PITPNM2

RAPGEF4

SLC17A6

SUPT16HTYRO3

EZR

XYLB

CBX5

EPB41L4B

SORBS1

CRTAC1

ITPR3

ABLIM1

NRP1

H2AFY2

MAST3

STX1B

HNRNPM

NDUFB7

TECR

DDTL;DDT

SF3A1

SNRPD3

MAPK1

GGA1

SEZ6L

EIF3L

DEPDC5

DDX17

CYB5R3

TTLL12

PVALB

PMM1SDR39U1
RBM23;RBM39

COCHPYGL

TRIM9
DAAM1

CHGA

ITPK1DHRS7

PPM1A

ERH

SRSF5

CPNE6

GMPR2

ABHD12

NDRG3

PRPF6

PDYN

PLCB4

PAK7

RPRD1B

SLC32A1

LAMA1

PRPS2

EMD

PGK1
SMSCD99L2

CDK16 VWA8

DGKH

MAPK3

NUTF2

CBLN1

SMPD3
NECAB2

HSDL1

COTL1

NOMO3;NOMO2

CRYM
XYLT1

PYCARD

SYT17 RASL12

FAHHOMER2 TJP1

SCG3

MYEF2

CA2

SFRP1

NCALD

TSTA3 DCTN6

SNRNP70
SF3A2

NOVA2

FSD1

HNRNPUL1

ICAM5

PTPRS

CAPS

LPPR2

PRPF31
CRTC1

MAG

AVL9

PON2
ITGB8

DFNA5
CHN2

ABHD11

STX1A

EPHB6

HSPB1

EIF3B

PTPRZ1

WASL AGFG2

BLVRA

YKT6

LIMK1

FSD1L OGN

TBC1D13

ELAVL2

NCS1

EDF1

NPDC1

SH3GL2

ABCA2

PLEKHA1

MICU1

CPEB3

BCCIP

SORCS1

SMC3CCDC6
CUL2

GIT1

UBTF

RGS9

CBX1ENO3
DDX5

VAT1

LRRC59
LUC7L3

MPP2

EFTUD2

EFNB3

TMEM33

INPP4B

GAB1
CPE

WFS1

AADAT

DHX15

VWA5A
EHD1

DCPS
PPP6R3PRPF19 ARHGEF17

KIAA1549L

SLC1A2

PITPNM1
AIP

PTPN5

CORO1C

ASIC1

DAOMLEC

CAMKK2

LIN7A

MAGOHB
ARPC3

RASAL1

CPSF6

GNB3

ENO2

NT5DC3

CMAS

C2CD5

RIC8B

SRSF9

MDGA1

RPS12DNPH1

TMEM30A;TMEM30B

SPARC

RASGRF2

GABRG2
CDH6

LMNB1PDE4D

NUP155H2AFY

TCERG1

DPYSL3

ERGIC1
CPEB4

KNG1

RBP1 BCHE

GBE1

UMPS PLXNA1

CSPG5

PLSCR4

COMMD2

ADAM23

NCL

ACTR1B

ACTR3

GPD2
TANC1

SLC30A3

PDE1A

MRPL19

EFEMP1

GLS

EFHD1

COQ10B
SF3B1

CHMP3;RNF103 CHMP3

STRN

PRKD3;STK36;CDKL5

SLC25A12

SRSF7

SLC1A4 SPR

EPHA4

CHD5;CHD4SFPQ

SRM

SRSF11

CRYZ
KIF21B

RRAGC;RP5 864K19.7

TBCE

HPCAL4

RIMS3

LPHN2

PADI2

UAP1

IGSF21

CDK18

GALE

ABCD3PTBP2

LPPR4

STMN1

NENF

PROX1

RPA2

APOA1

SLC8A2

NRP2

TTR

LRMPCNR1

AKAP7

PPL

UCHL3
PCDH17

GDA

BSPRY

HDHD3

HSDL2

YLPM1

ACYP1

NPC2

SLIRPRBM25

ATL2

FAM98A

IDE

CNNM1

PDZD11

KIAA1217

PLXDC2

UFM1

TMPO

CLU

PTK2B

PPP3CC

EPHX2

TARDBP;TARDBP

LYPLA1

PSPC1

GJB6

FABP3

KHDRBS1

HPCA

SV2C

UBL3

COPA
CBX3

HNRNPA2B1

WIPF3

NPY

FAM126A

KIAA1045
CIT

NECAB1
PDE1B

PLP1

ACSL3

TTPAL

PREX1

SLC12A5

MCEE

ATP8A1

GRM4

BTN2A2;BTN2A1

HIST1H1D

CPNE5

NRN1

AHNAK;NRIP1

SEPT6

GGA3;GGA1

MBOAT7

SLC25A23

THOC2
SNRPD2

EML2

GPCPD1

TGM3

LAMP5

HNRNPR

RALY

MCF2L

UBA2
ASL

PRKCG

DNAJC8

HSPA2

HNRNPH2

GFER

GNG13

KDM4B

LRFN1

CDC42EP1

DOCK4

VGF CCDC136
MYO1BCHN1

SNRPN;SNRPB

MYO5C;MYO5A
ARPP19

COPB1

KCNC1

ATP1B2

FXR2
ILF3

RNASE1

REEP5

ARHGEF6
CDH15

LPPR3

SYT5

GALNT8;KCNA6

ECSIT

APOEAPOC1

DPP6

ACTN4

OLFM1

COL5A1

ADRM1

CHMP2A

SMPDL3B
HIP1R

DNMT1

MPP1

HABP4

RGN

GFAP

CHMP1A
TRAF3

CAPN7

RFTN1KCNC3

PPP1R1B

KHDRBS3

MCCC2

SNRPA1

LGALS3

DHX30

SLC6A11

EFR3A SCLY

PTPRE RPA1

DDC

GRSF1

ZRANB2

HRSP12
MTSS1L

BCAN

CTNNBL1
MPRIP

TPT1

SRRM1
HSPBP1

MACROD1PDZD2

AGAP3

RRAS2

HSD17B4

MRPS36

TSPAN2

GSTM5

SYT6

HMGCS2;HMGCS1

PTGFRN

ANO3

CABLES1

LRP4

DAGLATPP2

ARHGAP32

APC;CTC 554D6.1

OSTF1

TAOK3;TAOK1
FBXO21BAI3

AGAP2

PKIB

GLUL

STX6 DHX9

DOCK10

CKAP4

PLXNC1

VPS36

LMO7

RAPGEF5
SRSF1

TRA2B

ABI1

LRRC8A

KIAA0368

DAB2IP

STXBP1GABBR2

NCBP1

ANP32B

KLC4;KLC3

GMPR

SLC22A23
HMGA1

TPMT

MGARP

MRPL15

GGH

SORL1

RDX

UNC13C

ITPKA

UACAFNBP1L

SLC44A5

HADHB

PPM1B

STAMBPL1

EXOC6
DNAJC13

MYPN

SSB

HECW2

HCN4

SEMA7A

PCDH10

HNRNPD

TRPC3;TRPC7

NUP54SEPT11

ANXA3
PPA2

SEC24BFBN2;FBN1

CPNE8

YARS2

VAMP1

ANP32D;ANP32A

SNRPF

SMARCC2

MAP3K12
MBNL2 NOVA1

STON2

WARS

BNIP2
DNAJA4

ULK3

SH3GL3

GLYR1

FTO

CPNE2

KATNB1

CDH13

GNAL

RPRD1A

OSBPL1A

MINK1

TTYH2

TBCD

SMAD4

CACNA1A

PFKL

SIRT3

DOPEY2
SAE1

CACNG8

EFHD2

SH3BGRL3

PTPRF

STRIP1

ALDH9A1;ART4

ILDR2

HDGF
SNX27;CYTIP

ANP32E
SELENBP1

CERS2
TP53BP2

KCNN3

ILF2ARF1;RP11 302B13.5;ARF3

EPHX1

PLEKHA6

SYT2

HNRNPLL

GALM

EML4

SNRNP200

C1QL2;C1QL3;C1QL1

SCN1A

SLC4A10

KIAA1715

FAM171B

CPNE9

CNTN4

TAGLN3

NCEH1

STXBP5L

DGKQ
CAMK2D

CISD2

NDUFS6

PIK3R1

PAM BTF3

ARHGAP26

DDX46

GABRA6 GABRB2

TENM2

DAAM2

TPBG

PHIP

CLVS2

MTFR2

TIAM2

PURB

SHROOM2

C7orf55 LUC7L2;LUC7L2

SLC16A2

NONO

DIAPH2
FRMPD3 IGSF1

NSDHL

RGS20

TACC1

PMP2;FABP4

LACTB2

MTDH

RP11 35N6.1

ASTN2

SLC25A25;SLC25A23

LRSAM1
COMMD3;COMMD3 BMI1;BMI1;PCGF2

SLC39A12

RSU1

PARD3

HERC4

CAMK2G

ADD3

DGKZ

SSRP1ARFGAP2

CAPN5

PAK1

CPSF7

PLCB3

DOC2A

CNTN5MPP7

CDH8HNMT

LYPD1

MTMR12

DOCK1

ITPR1GPR158

CACNA2D4

TMEM263

BTBD11

UBE3B

SLC2A13

AKAP6
KCTD14;NDUFC2 KCTD14;NDUFC2ME3

NUBPL

AKR1C2

GABRA2

SACS

BAG3

AP1S3;AP1S1

HSPB8

GRID2

RIT2

GUCY1A2

HOMER1

TRIM36

GRIA4
SPARCL1

GJA1

FARP1

HNRNPDL
UTRNPTPRK

RAB3C

ZIC1

CARHSP1

CAST
SMARCA5HNRNPU

FAM49B
ASAP1PTPRD

CNKSR3;CNKSR2

SPHKAP

DDAH1

ANKFN1

DGKE

MSI2
AK5

IMPACT

CHST9

NRGN

PITPNC1

PRKCA
UCHL1 TNIK

ENAH

BUB3

PDLIM3

SORBS2

CXADR

PLCL2EPHB1

ACSS1

CA10

APOOL

CNTNAP5

PTPRN2

DBI

LARP1

GRIA1

TTN

FMN2

SLC24A2

ADCY8

RASA2MICU3

KIF5A

MCU

KCNMA1

ART3

TIAM1

PCDH1 UQCRB

EIF4A2

SST

ATP2B2

SLC6A1

SYN2

KIT;CSF1R

HYDIN

MYO1E;MYO1F

TSPAN18

PALM2 AKAP2;AKAP2

ACAN

CABP1

FAM213B

BRE
TPRG1L

KCNB1

AHCYL2

PPP1R9ANDUFS2 CCAR2

EPB41

CLIC6

HLCS

PTMS

CYB5R1

ALDH4A1

UBR1

ACE;ACE

CHCHD6

TPPP3

FAM131B

RGS12

ZYX

ARHGAP35

KALRN

DIP2A

S100B

RDH13

ZER1 SAFB

S100A1

ADAR

COX7A1

FDXR
ACOX1MPP3

SHANK1

PLCD3TBC1D24;RP11 20I23.1
GNG3

RPS6KA4
ELAVL4

ZYG11B

PPAP2B
AK4

RBBP4;RBBP7

NFIA

FUBP1

NTNG1BRINP3

PEA15

VSNL1

COL6A3

ATP1A1

SLC15A2

HDAC11

SERPINI1CDS1

SYNPR

PRICKLE2;PRICKLE1;PRICKLE3

GMPS
APBB2;APBB1

PRRT3

U2SURP

GYG1

POLR2H

PRKCD

ABLIM2

GRM2

WDR82
HMGB2GUCY1A3

HTR4

CARTPT

ACSL6

FABP7

PI16

HCN1

NEUROD6;NEUROD2

PGAM2 CTSB

ADCY1

RAD21;RAD21L1

OXR1

ALDH7A1

PDP1

TMEM65

PSIP1

DIRAS2

ABCA1

ALDH1A1

HNRNPK

PCDH19

STRBP
FAT3

LRFN5

PGM2L1 RPL10L;RPL10

NGB

HPRT1

KIAA1462

NDRG2

NSMFCLMN

SLC6A5

HTRA1

JAM3RAB8B

API5NOLC1

SCN3B
CYB5R2

CRABP1

PRKCB

HDGFRP3

CENPV

FAM96B

CACNG2

ELFN2

SCG5

SGSM1

SNRPD1

ISLR2

GPRC5B

KATNAL2

RBFOX3;RBFOX2

ACAA2

PRRT2

GNG8

CA4
CACNB3

GPD1

ATCAY

ECI1SRRM2
VPS37C

ENTPD3

SF1

VASN

TTC39C

GNG4

HIST1H1E

FAM107A

SEPT2

LGI3

GFRA2

SNTB2

GFM1
USP39

CPLX1

ATP5I

UQCRFS1
HNRNPH1MECP2

RAB3B

RGS14

KCNAB1P2RY12

PTPN9

SCN9A
PLEKHA2

APLF

LUZP1

RAC3

PCDH7

ROBO1

SYAP1

GPR37L1

HNRNPA3

FABP6

DCLK2

KRT86;GFAP

NUDT9

DLGAP1

SYT9

RBMXL2;RBMX

PKIA

CCBL1

PRKCE;PRKCH

NPTX1

FAM98B

MAP1LC3B2;MAP1LC3B WIPF2
CLSTN1

ENC1

VAT1L

KNDC1PTEN

RPS7

AQP4

SRGAP2C;SRGAP2

SCG2

SYNPO

RAB33B

EPHX4

CALB2

SNTB1

C1QTNF4NEGR1

BSG

BPGM

GNG12

FIBP

CARNS1

HCFC1

THEMIS

RAB37

MRGPRF

ARPP21

ADRBK1

ADCY5

ABLIM3

GLRX

SYT12

SLC2A14;SLC2A3

SNCG

FKBP2

MOB1B

NUDT4
SCAI

TOMM20 STAT5B;STAT5A

RNF213

DPY19L1;DPY19L2

RBM4

NWD2

PRPF8
DDX23

ATP2A2

CNTNAP2

LINGO2

MFSD4
TTC9B

BRSK2

RIN1

PDZK1

GLMN

KLC2

CTBP2

CADM2

PPM1E

ARHGAP1

PHYHD1

EIF3F

PCSK1

DPP10

LRRN1

LRRTM4
RIMS2

ACSF3

LY6H

SCN4B

CETN1;CETN2

RPS6KA3
TRIM72

KCNA2

SLC25A22

ACAD9
SUMO4;SUMO2

HNRNPA0

NDUFV2
SLITRK1

NT5DC1

GLDC

KCTD12CPNE7

RCC2

HNRNPCL1;CH17 409J4.1;HNRNPCL2;HNRNPCL2;HNRNPC

GPC5

PUF60

ZADH2

LYNX1

TH

RCC1

F2

PRKRA

KCTD4

MAP6D1

SSR4

MAPK15

PENK

RAP2B

COPG1

BAI1

IBA57

ADO

RTKN2

SHMT2 SHMT2;SHMT1

AP1S2

CACNB4

NXPH3

EPHB3

PLCB1

NTM

ANXA2

RGS6

RGS7

SLC25A18

C2CD4C

CTNNA3

SF3A3

GRIN2A

PSMG1
SETD3

TNFAIP8L3

HIST2H3D;HIST2H3C;HIST2H3A

CMTM4

KCTD16 KCTD8TUBA8

NUDT14

SCN5A

PCDH9

HIST1H1B

PLA2G6
TOP1MT;TOP1

CEND1

NELL2

RALYL

HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO

SEPT5

OSBP2

H1FX

PTRHD1

NDUFA6

ANKS1B

ARL15

METTL7A

SYN3 NAT8L

LRCH3

KRT73;NEFH

MKL2;MKL1

GABRA5

GNG2

SEPT10

PDE2A

LRRC16B

BCR

KRT14;KRT17

RTN4RL2

CCK

DCC

MAGI2

LUZP2

CHP1

B3GALTL

GABRD

SEMA4D
HIST1H1C;HIST1H1T

SHISA7

AGRN

PRKAR1B;PRKAR1A

SRSF10

FBLL1

SHISA6

RELN

ARID2
SF3B3

MAOA

FHIT

SH2D5

SEMA4A

NIF3L1CPNE4

NTNG2

ELAVL3XRCC6 TCEAL3

SLC6A9

MYO18A

MYO6

HDAC2

CD47

MVB12B

KIAA1211L

SRGAP1
ANXA4

WDR5B;WDR5

GMFB

SLC6A17

PGAP1

TBC1D9B

SYNGAP1
UAP1L1

ADARB1
GSTK1

HNRNPAB

SIPA1L1

S100A10

CFAP43

ERO1L

DLGAP2

HIBCH

HSD17B11

CACNA1E
FKBP1C;RP11 314N13.10;FKBP1A

DDX42ASPH
MGEA5

CTNND1DDX39B

NUDT16
TTC37

FAM169AMT ND5

BRINP2

PNP

GK

HMGN2

RYR3

CES1

MT ND4

SOWAHA

INF2

HIST2H2BF;HIST1H2BA;HIST1H2BC;HIST1H2BD;HIST1H2BE;HIST1H2BF;HIST1H2BG;HIST1H2BH;HIST1H2BI;HIST1H2BK;HIST1H2BL;HIST1H2BM;HIST1H2BN;H2BFS

TCEAL5

TCEAL6

RING1

MRPL38

BTBD17

DXO

LSM2
VARS

ABHD16A

DDR1

ATXN2

LRRC10B

GPR56

TMSB4X

DPF3

ITSN1

GSTM2

ARL2;ARL2 SNX15 RBMXL1

TMX2;TMX2 CTNND1

GRID2IP

DDX3X

TSTD1 LINGO3

NPTXR

FXYD7

CERS1

SMIM13

ANKRD63

MCTS1

HNRNPUL2 BSCL2;HNRNPUL2

CKMT1B;CKMT1A

RBM14;RBM14 RBM4 MICAL3ZNF512

RBM12

PCP4L1

ACTN3;ACTN4

YJEFN3

MSANTD3 TMEFF1;TMEFF1
PRKDC

LYNRP11 162P23.2;ALDH2

BLOC1S5 TXNDC5;TXNDC5

RP4 576H24.4;SIRPB1;SIRPG;SIRPA

XKR7

EPPK1

GTF2ISRSF8;SRSF2IKBKE;TBK1

RBM8A

AD000671.6;U2AF1L4;U2AF1;U2AF1
IER3IP1;IER3IP1CCDC177

AC011530.4;DMWD

TSNAX DISC1;TSNAX

GRIN2B

CTB 96E2.2;VTN

CBS;CBS

PRSS3P2;PRSS1 NEFL

XXbac B562F10.12;KLHL22
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ENPP4

ICA1

PLXND1

CD38

RECQL

HSPB6

SLC25A13

RHBDD2PDK2
LAMP2

ABCC8

CACNG3

SPATA20 MARK4

LUC7L

BAIAP3

CAMK1G
MGST1

RANBP9
ZNF207

IDS;IDSSLC6A7

ANLN

RABGAP1

BID

PLEKHB1

NRXN3

TOMM34

BCLAF1

ANK1

HMGB3
NUP160

LRRC7

TMSB10
TIMP2CYP46A1

RTN4R

CDH10

RAB27B

CTPS2

POLR2B
MCUR1

HEBP2

ENTPD2

PTPRN

SYNE2

ATP9A

NOP58

ZFRPPP1R12A

ATP2B4

WNK1;WNK4

OGFR

RIMBP2
LZTS1

GPC1

SUGP2

DGKA

ME1

NGEF

ISOC1
EML1

THUMPD1

PHKA1
CACNB1

ROGDI

PDK3
SDK2

FUNDC1

KIAA1107

NEDD4;NEDD4L NUCB2
EXOC5CLTCL1

ASNS

TCOF1 DAZAP1LPHN1ADAM11

IGF2BP2

PPP2R2CIPCEF1;CNKSR3 RASAL2VPS9D1NT5C2

CTTNBP2

PAK3
DCX

SNRPA

ACTN2
PPP2R5CADCYAP1R1

MYH7B
OSBPL6

SLC1A3

LXN

TNS1

SCGN

RIMS1 SLC4A4

PCNP

CADPS2

TRPM3;TRPM1

SMAP2 SSH1

EFR3B

DDHD2CHERPEPDR1

PPEF1

MTMR2
SRRT

GNAO1
SF3B2

DYNLL1 RBBP9
GCN1L1

NOS1

FUS
STRN4

OSBPL8

RAPGEF4

SLC17A6

CD200

JPH4

XYLB
CBX5

PSMD5

CRTAC1

ITPR3 H2AFY2
FAM21A

MAST3

NDUFB7

CEP170B

HCN2

SF3A1

SNRPD3ADRBK2
GGA1 EIF3L DEPDC5TOM1

PVALB

KCTD17
PMM1

SDR39U1 RBM23;RBM39

PYGL

TRIM9
DAAM1

CHGA

ITPK1
SRSF5

RPS6KA5

CPNE6

GMPR2PRPF6
GID8

PDYN

NOP56

RPRD1B

LAMA1

PRPS2 SMS
CDK16

RBM3

CORO1A

MAPK3

PHKB

CBLN1

SMPD3

NECAB2

HSDL1

UBE2I

CRYM
XYLT1

CDIPT

SYT17

RASL12

HOMER2

SCG3
CA2

CALB1

NEFM

SNRNP70

NUMBL

FSD1

ICAM5

PTPRS
TMEM205MAST1

CRTC1

MAGCADM4

AVL9

PON2
ITGB8

MPP6

CHN2
ABHD11EPHB6CHCHD2

EIF3B

PTPRZ1

LSM5 LIMK1FSD1L PRUNE2

OGN

TBC1D13
NCS1EDF1ABCA2

MICU1

CPEB3

SMC3

TFAM
UBTFMPP2EFTUD2

EFNB3

ELF2

GAB1
CPE

SIAE

DCPS
ARHGEF17

RNF141
PVRL1

SLC1A2

AIP

MLEC

LIN7A

MAGOHB

RASAL1

CPSF6

GNB3

LPCAT3

NT5DC3

NEDD9;BCAR1

TPD52L1

MDGA1
RAB23

SPARC

FAF2

RASGRF2

PDE4D
NUP155

DPYSL3

ERGIC1

KNG1

KPNA1;KPNA5

RBP1

BCHEGNB4

GBE1

PLXNA1

CSPG5

PLSCR4

ABHD14B

ADAM23

DGUOK

TTL
SLC30A3

EFEMP1

COQ10B

CHMP3;RNF103 CHMP3

HPCAL1

PRKD3;STK36;CDKL5
SRSF7

SLC1A4

EPHA4

CHD5;CHD4
DLGAP3

KIF21B

MAP7D1

EXOC8

RRAGC;RP5 864K19.7

HPCAL4

RIMS3 AKT3;AKT2

ACADM

UAP1
CDK18

GALE

PTBP2NENF RPA2
OSBPL9

APOA1

SLC8A2

TTR

CNR1

AKAP7

PPL

UCHL3

PCDH17
GDA

TRIM32
HDHD3

ACYP1

NPC2

OGFRL1
IDE

PDZD11UFM1
PTK2B

GJB6

BAI2

FABP3

KHDRBS1

GPSM2;GPSM1

SV2C

UBL3

NPY

SMU1

NECAB1
WWP1;ITCH

PLP1

GDAP1L1

MCEE

ATP8A1

GRM4

PACSIN1CPNE5

DEK

EFNB2MBOAT7SLC25A23

THOC2

SNRPD2

EML2

GPCPD1

TGM3

CD93;PCSK1N
RALYUBA2

ASL

PRKCG

GNG13

LRFN1
DOCK4

VGF

CCDC136

MYO1BCHN1

KCNC1

SLC44A2
RAB2B

ARHGEF6

CDH15

LPPR3

SYT5
DPP6

COLGALT1
ACTN4

LSM4

COL5A1

ADRM1
CHMP2A

DNMT1

MPP1

HABP4

GGT7

TRAF3

KCNC3

KHDRBS3SNRPA1
SLC6A11TIMM10B;TIMM10B

EFR3A SCLYPRKAA1

RAP1GAP2

RPA1

SERPINF1

EEFSEC
COQ3

GRSF1
ZRANB2REEP2

FLOT2
MTSS1L

WASF3
SRRM1

PDZD2 AGAP3

IMPA1

RRAS2 CHL1

TSPAN2

SYT6

HMGCS2;HMGCS1

PTGFRN

ANO3

ARHGAP32

APC;CTC 554D6.1

TAOK3;TAOK1
BAI3

PKIB

GLUL

STX6

DOCK10

PLXNC1

APPL2

DGKB

SRSF1
MRPL47TRA2B

ABI1

ATP6V1G1
SLC22A23

TUBB2A
HMGA1

TPMT

MGARP

ARRB1

NUMA1
MRPL15

FXYD6;FXYD6 FXYD2

UNC13C

ITPKA
UACA

PNPT1

DNAJC13

MYPN

HCN4

SEMA7A

PRKG2

TRPC3;TRPC7

NUP54
ANXA3

CPNE8

YARS2

VAMP1

PPFIA2

ANP32D;ANP32A
SNRPFN4BP2L1;N4BP2L2;CNP

SMARCC2

MBNL2

STON2

DNAJA4 RLBP1

NTRK3 SH3GL3

GLYR1

CDH11
CDH13

KSR1

SCRN2

PTRH2GNAL RPRD1ATTYH2

CACNA1A

PFKL
SIRT3 SAE1CACNG8

SH3BGRL3

PTPRF

ATP1B1

HDGF
SNX27;CYTIP

ANP32E

CERS2

TP53BP2

KCNN3

LYST

SYT2

HNRNPLLEML4SNRNP200

C1QL2;C1QL3;C1QL1

SCN1A

FAM171B

CPNE9

RAB5A
CNTN4

STXBP5L
DGKQ

CAMK2D

CISD2

SETD7

PIK3R1

PAM

BTF3DDX46

GABRA6GABRB2

TENM2

GFOD1

PSD2

TPBG

MTFR2EGFR

SHROOM2

C7orf55 LUC7L2;LUC7L2

SH3KBP1

DIAPH2

IGSF1

RGS20

PMP2;FABP4

LACTB2
ARHGAP39

SHC3;SHC4RP11 35N6.1

ASTN2

SURF4

SLC25A25;SLC25A23
LRSAM1

IDI2;IDI1
COMMD3;COMMD3 BMI1;BMI1;PCGF2

SLC39A12

PARD3HERC4

CAMK2G

DGKZ

SSRP1LAMTOR1

PLCH2

CPSF7

PLCB3

DOC2A

CNTN5

MPP7

CDH8
LYPD1

DOCK1RILPL2;RILPL1

GPR158CACNA2D4

TMEM263

UBE3BSLC2A13
MAGI1

AKAP6

KCTD14;NDUFC2 KCTD14;NDUFC2
ME3 NUBPL

VIPAS39
MMAA

AKR1C2
GABRA2

SACS

BAG3

AP1S3;AP1S1

TMEM163

GRID2

RIT2TRIM36

SPARCL1

GJA1

UTRN

RAB3C

JAKMIP1

CARHSP1

SMARCA5

SPHKAP

MSI2

AK5

CHST9

PDLIM3

CXADR

MRPL39

CA10

APOOL
FBXL18

CNTNAP5

PTPRN2 LARP1

GRIA1

KDM8

SLC24A2

MICU3

PSD3

MCUKCNMA1ART3

TIAM1

PCDH1

SST

EXOG

ATP2B2

SYN2
KIT;CSF1R

HYDIN

TSPAN18

ACANCABP1

FAM213B

BRETPRG1L
MRAS

KCNB1
CCAR2

CDC42SE2

EPB41

CLIC6

HLCS CYB5R1
UBR1

CHCHD6

FAM131B

RGS12

ZYX

KALRN
S100A1

UBQLN4

FGFR4

NAPEPLD

COX7A1

SHANK1

TBC1D24;RP11 20I23.1

NXF1STX5
ZYG11B

PPAP2BAK4
SNX7PEA15

H3F3A;HIST3H3;H3F3C;H3F3BLYSMD1

CCNYL1

CCNYL1;CCNY

COL6A3ATP1A1

SLC15A2

HDAC11
SERPINI1

CDS1

APBB2;APBB1
U2SURPGYG1

PRKCD

PBRM1 H2AFZ;H2AFV

GRM2

WDR82

HMGB2

GUCY1A3

LSM6

EDIL3

ENPP6CASP3

CARTPT

RICTOR

ACSL6

FABP7

TRA2A

HCN1

PGAM2

PDP1

TMEM65

PSIP1
ALDH1A1

PCDH19

STRBPARF6

NGB

SLC6A5

JAM3

SCN3B

CYB5A

CRABP1

PRKCB
HDGFRP3
DCTN5

TERF2IP

ELFN2

SCG5

ISLR2
GPRC5B

KATNAL2
RBFOX3;RBFOX2

GNG8

CA4
GPD1HDGFRP2

ECI1
SRRM2

ENTPD3

SF1

TTC39C

GNG4

HIST1H1E

FAM107A

LGI3GFRA2

DYNLRB2;DYNLRB1SNTB2 USP39

GRM5

CPLX1
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GCLC ENPP4

ANKIB1

HECW1LASP1

ICA1

ALS2

SARM1

PLXND1

CD38

FKBP4

KDM1A

CAMKK1

RECQL

HSPB6

SLC25A13

UPF1

LIG3

PRKAR2B

CREBBP

RHBDD2

MYCBP2

PDK2

LAMP2

ABCC8

CACNG3

AP2B1

SPATA20

GGCTVPS41

ARHGAP44

MARK4

PAX6

LUC7L

CACNA2D2

BAIAP3

CAMK1G

ADAM22

MGST1

NFIX
BAZ1B

RANBP9

ZNF207
NISCH

IDS;IDS

CLCN6
KAL1

SYT7

LARS2

ANLN

RABGAP1

ALOX5

CALCOCO1
CAPN1

MDH1
BID

MATR3

NUDCD3ATP2C1
RUFY3

CNTN1

NCDNPLEKHB1

NRXN3

CPS1

FHL1

GABRA1

GLRX2

TOMM34

SEC63

RNASET2
AGPAT4

BCLAF1

ANK1

RABEP1

HMGB3

NUP160

RANBP3

PNPLA6

LRRC7

TMSB10

GABARAPL2

ADSS

TIMP2

CYP46A1

MRI1
RTN4R

CDH10

RAB27B

MED17

AP2S1DCUN1D1

CTNNA1
GPM6B

CTPS2

POLR2B

TPR

CP

RRM2B

RSF1

CELF2
VAMP3;RP11−599B13.6;VAMP2

EPN3;EPN1

RCN1

DKK3

MCUR1

LIMA1
HEBP2

MSMO1

NRIP2

LAMA3;LAMA5

THRAP3

ENTPD2 PTPRN

SYNE2

ATP9A

NOP58

KCNH2

ZFR

PKP2

MTA3;MTA1 PPP1R12A

RASGRF1

CAMK2B

ATP2B4

DGKG

CDK17

PSD

WNK1;WNK4

CCAR1

OGFR

SNRNP40

RIMBP2

ACAA1

BCAT1

LZTS1

NCKAP1

GUCY1B3

ARSF

ELMO2
EIF4BRPL18

U2AF2

GPC1

TNPO3SUGP2

SLC12A2;SLC12A1SNX24;SNX22

IPO5

OAT

DGKA

NDUFB4

MYLK

MAP2K4

ME1

YBX1

PPP2R5A

CTNNA2

ELAVL1

DIP2B

SLC9A3

NGEF

ISOC1

EML1

THUMPD1

PFKPPHKA1

CACNB1

TP53BP1

ROGDI

PDK3

ACSL4

INPP5A

REEP1
KIF2ARASGRP2

PPP2R5B

SDK2

NUCKS1

KCNAB2
MAOB

KIAA1107

ATP1B3

NEDD4;NEDD4L

GNB5

NUCB2

PFN2

PTPN3

SPTB

SLC44A1

EXOC5

CLTCL1

POLB

CHAT
PABPC1;PABPC3;PABPC1L

CSNK2A2

CAMK2A

TCOF1
CDC42

OSBPL3

ATP2B1

MAP4K4

WDR1RPS6KA2

LMCD1

DAZAP1
CPSF1

PRKACA

LPHN1

ACTN1

SMC1A

HSD17B10

MARK2
TRHDE

STK10;SLK

MRVI1

ADAM11

IGF2BP2

PICALM

MRPS34

PPP2R2C

SNCB

ATP2A3

MGLL

IPCEF1;CNKSR3

ARHGEF10L

EIF4G3;CBFA2T2

ADD2

RASAL2

MARK3

FSCN1

DLG1

SART3

PLXNA2TPD52

ACACB;ACACA

PAG1

NT5C2

MCAM

GPC4

CAMSAP3

RAP1GAP
CTTNBP2

ACTL6B

TOP2B;TOP2A

PAK3

DCX

SNRPA

ACTN2

FGFR1

MAP2

AMPH
NEBL

PIK3C3

ADCY2;ADCY4

PPP2R5C

ADCYAP1R1

MYH7B

TOLLIP

OSBPL6

SLC1A3XRCC5

LXN

TNS1

PAFAH1B3

SCGN

DDX1

EPB41L2

RIMS1

MOXD1

STX7

SLC4A4

SMARCA2

DLGAP4

PCNP

ARG2

CADPS2

ERC1

XPO1

TRPM3;TRPM1

PDS5B

CYLD

RPS5

SMAP2
ZMPSTE24

SSH1

GSTP1

APLP2

HADHA

MAPRE3
ATRX

PREP

WDR47

SLC25A24

AKR1B1
CPNE3

DDHD2

EPS15

CHERP

EPDR1
SEPHS1

FAT2

PPEF1

MTMR2

ACHE;CES4A

SRRT

GNAO1

ADD1
SF3B2

DNM1L

KHSRP
GNA11

DOCK3

LZTS3

DYNLL1

TESC

RBBP9GCN1L1

RPLP0

RPH3A

CHGB

ERP29NOS1 FUS

GANAB NECAP1

ANKRD24

BLVRB

SLC9A1

PCBP4;PCBP2
PCBP4;RP11−155D18.12

STRN4

GLG1

PITPNM2

OSBPL8

NRCAM

WDR7

RAPGEF4SLC17A6

CD200

JPH4

SUPT16H

TYRO3

EZR

AGO1 COMT

ECHDC1

XYLB

CBX5

PSMD5

NANS

SEMA4G

CRTAC1

ITPR3

HNRNPH3

ACOT7

ABLIM1

NRP1

H2AFY2

FAM21A

MAST3

STX1BCIRBP
HNRNPM

NDUFB7

TECR

CEP170B
HCN2

PALM

ARVCF

CRKL

SMARCB1 DDTL;DDT

SF3A1

SEC14L2;RP4−539M6.19;SEC14L3

SNRPD3

ADRBK2

GGA1

LGALS1

EIF3L

SEPT3

DDX17

RTCB
GTPBP1

POLDIP3

PPP6R2

PACSIN2

TOM1

MCM5

TTLL12

PVALB

KCTD17RANGAP1

PHF5A

PMM1

SDR39U1

RBM23;RBM39

PYGL

TRIM9

DAAM1

CHGA

ITPK1

DHRS7PPM1A
ERH

SRSF5

RPS6KA5

SMEK1ACIN1

APEX1
ARHGAP5

CPNE6

PCK2

GMPR2

PNN
RABGGTA

PCIF1

GSS

PYGB

NDRG3
ADNP

CSTF1

PRPF6

GID8

SNPH

PDYN

PLCB4

SAMHD1

PAK7

NOP56

IDH3B

SNTA1

RPRD1B SLC32A1

PPP1R16B ACOT8

APMAP

USP14

CEP76

LAMA1

PRPS2

WDR13

STAG2

CCDC22

PLS3

PQBP1

EMD
SMS

CD99L2

RP2 CDK16HTATSF1
MAGED2;TRO

RBM3

ARMCX3

STK24

DGKH

CORO1AMAPK3

CBLN1

ZNF423;ZNF521

CYB5B

NME3

SMPD3

NECAB2

HSDL1

COTL1

TSC2

UBE2I CRYMUBFD1

CPPED1

HMOX2

XYLT1

PYCARD

CDIPT

SYT17

CSKFAH

RPAP1
HOMER2

TJP1

DMXL2

SCG3

MYEF2

CALB1
SFRP1

JPH1

EIF3E

NDRG1

NCALD

EEF1D

ANXA13;ANXA11

DCTN6

GSR

NEFM

ASAH1
SNRNP70

CLPTM1

SF3A2

NOVA2
PPP6R1

OLFM2

SLC1A6

PLD3

NUMBLFSD1

APLP1

HNRNPUL1 RPS19

ICAM5

NAPA

PTPRS

TMEM205

CAPS

LPPR2

BCAT2

MAST1
PRPF31

RPL18A

CRTC1
GAPDHS

GSK3A;AC006486.9

CADM4

AVL9
PON2

ITGB8

MTPN

MPP6

DFNA5

ADAP1;ADAP2

HIBADH

CHN2

STX1A

EPHB6

CHCHD2
HSPB1

NPTX2

EIF3B

PTPRZ1

WASL

PPP1R17

IMPDH1

LSM5

RPA3

MEST
ACTR3C;ACTR3B

BLVRA EIF4H

LIMK1

SLC1A1

FSD1LSPIN1

PRUNE2

CORO2A
OGN

TBC1D13

ELAVL2

NCS1

EDF1 PIP5K1B;PIP5K1C

NPDC1

SH3GL2

ABCA2

PDLIM1

PLEKHA1

MICU1

PPP3CB

SFXN3

BCCIP

SORCS1

SMC3
TFAM

CCDC6

CUL2

DNAJC12

PPIF

TSPAN14

LGI1

GIT1

UBTF

CBX1

ENO3

CPD

DDX5

LRRC59

LUC7L3

MPP2

DUSP3

EFTUD2

EFNB3

ALDOC

TMEM33

MAPK10

ELF2

GAB1

CPE

WFS1

AADAT

DHX15

RAPGEF2

MTCH2

VWA5A

SIAE

EHD1

DCPS

PPP6R3
NRXN2

PRPF19

HPX

TRIM3

CHORDC1

ARHGEF17

RNF141

DDX6

PVRL1

KIAA1549L

SLC1A2

CARS

PITPNM1

RPS13AIP

PTPN5

COQ5

DAO

MLEC

CAMKK2

ATP5B

LIN7A

PPM1H

LTA4H

MAGOHB

ARPC3

CDKN1B

RASAL1

CPSF6

COPS7A

GNB3

ENO2 LPCAT3

NT5DC3

CMAS

C2CD5
RIC8B

SRSF9

FGFR1OP2

NEDD9;BCAR1

TPD52L1

SRSF3

PHACTR1

MDGA1

CAP2
WASF1

ACOT13

SMAP1
SNX3

CUTA

PDE10A

PTK7

DNPH1
TMEM30A;TMEM30B

NNT

SPARC

IK FAF2

RASGRF2

GABRG2

CDH6

LMNB1

SUB1

TARS

PDE4D

RAD50

NUP155

PPP2CA

H2AFY

TCERG1

DPYSL3

CSNK1A1;CSNK1A1L
ERGIC1

CPEB4

DBN1

CNTN3

KNG1 NIT2

FAM162A

KPNA1;KPNA5

ARMC8

RBP1

BCHE

PDCD10

PRKAR2A

USP4

RPL24

GNB4

GBE1

FRMD4B;FRMD4A

SLC41A3;SLC41A2

PLXNA1

PODXL2

CSPG5

PLSCR4

COMMD2

PEX5L

EIF1B

ADAM23

DGUOK

TTL

FAHD2A

NCL
ACTR1BTP53I3

GPD2

TANC1

SLC30A3

NRBP1

PPM1G

PDE1A

SPTBN1

RTN4

CCDC88A

MRPL19

EFEMP1

GLS

EFHD1

COQ10B

SF3B1
CHMP3;RNF103−CHMP3

FHL2

HPCAL1

STRN

PRKD3;STK36;CDKL5

DARS
SRSF7

PLCL1

SLC1A4

AAK1

TIA1;TIAL1

PCYOX1

MSH6

SPR

EPHA4

CHD5

CHD5;CHD4

PARK7
SRSF4

DLGAP3

SFPQ

ARHGEF2MEF2D
DNAJC6MFN2

WLS

TROVE2

AMPD1;AMPD3

SRSF11

CRYZ

KIF21B

MAP7D1
EXOC8

TBCE

RIMS3

AKT3;AKT2

ACADM

LPHN2
PADI2

UAP1

IGSF21

CDK18

PRPF3

SLC2A1

ERI3

DR1

PTBP2

LPPR4

RCOR3

STMN1

RPS6KA1;MASTL

NENF

PROX1

RPA2

MARC2

OSBPL9

STAG1

STK11

APOA1

SLC8A2

NRP2

TTR

LRMP

CNR1

SGIP1

AKAP7

CASQ2

RAB3GAP2

PPL

PCDH17

DNAH7

GDA

CCDC92

TRIM67

TRIM32

BSPRY

HDHD3

YLPM1 ACYP1

NPC2

SLIRP

RBM25

ATL2

FAM98A

LGALSL OGFRL1

CNNM1
GRIA2

MTHFD1L

PCMT1

ACAT2

KIAA1217

UFM1

HSPH1

ETF1

TMPO

CCDC53

PTK2B

PPP3CC

EPHX2

TARDBP;TARDBP

LYPLA1

PSPC1

GJB6

BAI2

FABP3

KHDRBS1

CSMD2

HPCA

GPSM2;GPSM1

UBL3

FAM213A

RPL5

SEPT7

CBX3

HNRNPA2B1

NPY

FAM126A

SMU1

KIAA1045

KIAA1549

CIT

CCDC91

NECAB1

WWP1;ITCH

NLN

OPTN

PDE1B
TUBA1B

ATPAF1PLP1

PFKFB2

AGO2

ACSL3

FAM210B

TTPAL
PREX1

SLC12A5
NCOA5

SRSF6

GDAP1L1

RAB22AIQSEC2

MCEE

ATP8A1

GRM4

PACSIN1

BTN2A2;BTN2A1

XPO5

HIST1H1D

CPNE5

NRN1

DEK

LRRFIP1

AHNAK;NRIP1

RAP2A

EFNB2

GGA3;GGA1

NUP85
NT5C

MBOAT7

SLC25A23

GRIA3

THOC2

OPA3

SNRPD2

EML2

SYMPK

GPCPD1

CD93;PCSK1N

PCSK2

LAMP5
ITPA

HNRNPRRALY

MCF2L

CAPNS1

UBA2
PRDX5

DNAJC8
KTN1

HSPA2
OMG

HNRNPH2

TIMM8A

YEATS4

PIN1

HP1BP3

EPS15L1
GFER

FBXL16

GNG13

KDM4B

TUBA4A

GNAI1

PEX1

LRFN1

YWHAH
GNAZ CDC42EP1

SPECC1DOCK4

VGF

CCDC136

NDUFA5

MYO1B

CHN1

SNRPN;SNRPB

MYO5C;MYO5A

TMOD2

ARPP19

COPB1

KCNC1

ATP1B2

FXR2
ILF3

SLC44A2

RAB2B

RNASE1

REEP5ARHGEF6

CDH15

LPPR3
SYT5

GALNT8;KCNA6

APOC1

DPP6SAFB2

NCAN

KIF1A

COLGALT1
LSM7

ACTN4ARPC1B
MAP1S

LSM4

SULT4A1

OLFM1

COL5A1
OSBPL2

ADRM1TRIM28

SMPDL3B

CLIP1

HIP1R

DNMT1PLXNA3

MPP1

NOL11

HABP4

RGN AKAP12
SYNE1

GGT7

SH3BGRL

CAP1

TRAF3

CAPN7

RFTN1

ZFYVE20

KCNC3

KIF3A;KIF6

RPL27
EXOC4

THOC6

MAP1B

PPP1R1B

KHDRBS3

PRKAB2

SNRPA1 ACTR10

LGALS3
DHX30

SLC6A11

NUP210

TIMM10B;TIMM10B

EFR3A

ILKAP

SCLY

PRKAA1

RAP1GAP2

RPA1

SERPINF1

EEFSECCOQ3

LANCL2

DDC

GRSF1

ZRANB2

DLG4

HRSP12

REEP2

FLOT2

TERF2

MTSS1L

PCNA

BCAN

ALDH3B2;ALDH3A2

CTNNBL1

WASF3

MYH10

MPRIP

DCLK1

SPG20
TPT1

SRRM1

HSPBP1CNDP2

MACROD1

RTN3

PDZD2

AGAP3

SWAP70

RRAS2

UNC79

CAMK1

CHL1

EMC7
GSTM5

SYT6

HMGCS2;HMGCS1

SORT1PTGFRN

NAPG

YWHAQ

ANO3

NAV1

CDC73
RBM17

CABLES1

LRP4

PHC2

DAGLA

ARHGAP32

APC;CTC−554D6.1

OSTF1

TAOK3;TAOK1

FBXO21

BAI3

SYNCRIP

NT5E

AGAP2

HNRNPA1;HNRNPA1L2

PKIB

CCT7

RAB11FIP5

ABCB10

GLUL

RGS8

DHX9

DOCK10

ITM2C

CAB39

PLXNC1

APPL2

VPS36

LRCH1

LMO7

ITM2B

LCP1

SCRN1

RAPGEF5

DGKB

DBNL

SRSF1
TRA2B VPS45

BIN1

NIPSNAP3A

LRRC8A

TXN
KIAA0368

TMOD1

DAB2IP

PRPF4
ATP6V1G1

NCBP1

ANP32B

RPS6
KLC4;KLC3

GMPR

SLC22A23

TUBB2A

HMGA1

FLOT1

MGARP

ARRB1

NUMA1

PRCP

GGH

TGS1

SDCBP

PPP2R1B;PPP2R1A

FDX1

FXYD6;FXYD6−FXYD2

UNC13C

SLTM

ITPKA

GCHFR

CCBL2

GIPC2

SLC44A5

RTCAHADHB

PPM1B

PNPT1

PREB

STAMBPL1
EXOC6

DNAJC13

MYPN

ATIC

SSB HECW2

ABI2

SHF

HCN4
SEMA7A

PCDH10

HNRNPD

PRKG2

TRPC3;TRPC7

NUP54

SEPT11

ANXA3 PPP3CA

FBN2;FBN1

KIF21A

CPNE8

VAMP1

PPFIA2

ANP32D;ANP32A

SNRPF

TMEM132B

GIT2

N4BP2L1;N4BP2L2;CNP

SMARCC2

MAP3K12

VPS37B

MBNL2

CBLN3

NOVA1

STON2

WARS

SORD

BNIP2 SRP14

DNAJA4

ULK3

RLBP1

NTRK3

SH3GL3

GLYR1
FTO

CPNE2

KATNB1
KIFC3

CDH11

CDH13

RHOT2

RPL3L;RPL3

COPS3

KSR1

GFOD2

PRPSAP2

SCRN2

PTRH2
GNAL

RPRD1A

OSBPL1A

ARRB2

MINK1

ARHGDIA

TTYH2

EIF4A3

SMAD4

CACNA1A

SH3GL1

SIRT3
APP

DOPEY2

SAE1

CACNG8

EVI5L

RPS11

IGLON5

EFHD2SH3BGRL3

PRKACB

RPS8

PTPRF

CELSR2

ALDH9A1;ART4

ATP1B1

ILDR2

MGST3UFC1

HDGF

TOR1AIP1

PRUNE
SF3B4

SNX27;CYTIP

SETDB1PI4KB

ANP32E

SELENBP1

ENSA
TP53BP2

TPM3

KCNN3

ILF2

LYST

PARP1

PPFIA4

SYT2

ARL8A

RHOB

HNRNPLL

CALM2;CALM1;CALM3;TNNC2

SNRNP200

SFXN5RALB
RALB;RALA

C1QL2;C1QL3;C1QL1

SCN1A

SLC4A10
KIAA1715

FAM171B

RAB5A

RQCD1
CNTN4

IQSEC1

UBA3
TAGLN3

ATG3

EIF2A

NCEH1

AMT

STXBP5L

EIF2B5

ECE2

DGKQ

OCIAD2

CAMK2D

CISD2

SETD7

RPS3A

PIK3R1
HAPLN1

LHFPL2

CRHBP

RASA1

PAM

BTF3
ARHGAP26

DDX46

GABRA6

CPLX2

TENM2

GFOD1

PSD2

LRRTM2

DAAM2

TPBG

PHIP

CLVS2

ABRACL

MTFR2

TIAM2

EGFR

PURB

SHROOM2

C7orf55−LUC7L2;LUC7L2

SH3KBP1

CASK

NONO

OGT

DIAPH2

FRMPD3

IGSF1 NSDHL

ERLIN2

RGS20 TACC1

PMP2;FABP4

LACTB2
ARHGAP39

NFIB

SHC3;SHC4

RP11−35N6.1

ASTN2

RPL7A

SLC25A25;SLC25A23

LRSAM1
IDI2;IDI1

COMMD3;COMMD3−BMI1;BMI1;PCGF2

FAM171A1

SLC39A12

PARD3 HERC4

CAMK2G

GLUD1

LIN7C

DGKZ

SSRP1

CELF1

TENM4

CAPN5

PAK1

RPS3

PLCH2

CPSF7

PLCB3

TM7SF2

VPS51PPP4C

ALDOA

DOC2A

CNTN5

MPP7

CDH8

HNMT

LYPD1

DOCK1 PIP4K2A

RILPL2;RILPL1

ITPR1

GPR158

CACNA2D4

NGLY1

TMEM263
UBE3B

PLBD2

SLC2A13

MAGI1

AKAP6

ME3

NUBPLNEK7;NEK6

VIPAS39

PTPRO

EPS8

MMAAAKR1C2

DPYSL4

GABRA2

SACS

BAG3

AP1S3;AP1S1

TMEM163

HSPB8

GRID2

RIT2

GUCY1A2

HOMER1

CAMK4

TRIM36

GRIA4

SPARCL1

GPD1L

GJA1

FARP1

HNRNPDL

UTRN

GRM1

PTPRK

RAB3C

JAKMIP1

ZIC1

CARHSP1

CAST

SMARCA5

HNRNPU SLC25A27

FAM49B

ASAP1

NMRAL1

PTPRD

SPHKAP

DDAH1ANKFN1

MSI2

CACNA2D1

AK5

IMPACT

THY1

UBASH3B

NRGN

PITPNC1

PRKCA

ABCA5

UCHL1

TNIKENAH

BUB3

FAM69A

PDLIM3

SORBS2CXADR
NCAM2

PLCL2

RAB6B

EPHB1

ACSS1

CA10

APOOL
FBXL18

CNTNAP5

PTPRN2

ATP6V1C1

MMS19DBI

LARP1

GRIA1

NUP205

TTN

PDIA4KDM8

FMN2 SLC24A2

ADCY8RASA2

MICU3

KIF5A

PSD3

MCU

GNAQ ADK
KCNMA1

ART3

TIAM1

SCAF4

PCDH1

PPP2R2B

EEF1A1

VPS8

EIF4A2

SST

EXOG

SYN2

FUK

KIT;CSF1R

CACNA2D3

FAM81A

MYO1E;MYO1F

TSPAN18

C2CD2

PALM2−AKAP2;AKAP2

ACAN

CABP1

FAM213B

PANK4

AGAP1;AC244230.1;AGAP5
BRE

NCK1

TPRG1L

MRAS

CUL4B

KCNB1

AHCYL2
PPP1R9A

ZC3H18
TMED4

DMTN

CCAR2

CDC42SE2

EPB41

SYNJ1

CLIC6

HLCS

PTMS

PSMB4

ALDH4A1

NAE1

CHCHD6

CTBP1

TPPP3

FAM131B

RGS12

ZYX

ABR

ARHGAP35

KALRN

PDXK

G6PD

S100B

ZER1

SPTBN4SAFB

S100A1

CHTOP

ADAR
ANO10UBQLN4

FGFR4

SH2B2;SH2B1
SQSTM1RPL8

NAPEPLD

AP2M1

BDH1

FDXR

PRPSAP1

MPP3

SHANK1

PLCD3

FLYWCH2;FLYWCH1

ASRGL1

NXF1 STX5

RPS6KA4

ELAVL4
COA7

PPAP2B

AK4

SDC3

RBBP4;RBBP7

NFIA

FUBP1

DNAJB4

SNX7

NTNG1BRINP3

CADM3

RBM15

LRRTM1

DUSP19

H3F3A;HIST3H3;H3F3C;H3F3B
ADCK3

LYSMD1

CCNYL1

CCNYL1;CCNY

GNPDA2
CGGBP1

COL6A3

ATP1A1

SLC15A2

HDAC11

NFASC

SERPINI1

CDS1

SYNPR

PRICKLE2;PRICKLE1;PRICKLE3

GMPS
ABHD6

APBB2;APBB1

PRRT3

U2SURP

GYG1

SLC4A1AP

POLR2H

RPN1

PRKCD

PBRM1

LRPAP1

UBXN7

ABLIM2

H2AFZ;H2AFV

SLC9B2;BDH2

APEH

CAMKV

GRM2

WDR82

HMGB2

GUCY1A3

LSM6

EDIL3
CMBL

HTR4

ENPP6

CASP3

CARTPT

RICTOR

UBLCP1

GRIK2

FABP7

STXBP5

PI16

TRA2A

HCN1

NEUROD6;NEUROD2
PGAM2

CTSB

ADCY1

RAD21;RAD21L1

OXR1
CDK5

ALDH7A1COX6C

YWHAZ

PDP1

TMEM65

PSIP1
DIRAS2

ALDH1A1

HNRNPK

PCDH19

STRBP

SLITRK5

FAT3
LRFN5

CFL2

PGM2L1

RPL10L;RPL10

ARF6

NGB

VDAC2

SLC18A2

HPRT1

STK32C

KIAA1462

NDRG2

NSMF

SALL2

HSPA12A

CLMN

SLC6A5

HTRA1

JAM3

CKB
API5

NOLC1

SCN3B

CYB5A

CYB5R2

CRABP1

RPL27A

PRKCB
PRKCB;PRKCA

HDGFRP3

CENPV

FAM96B

LDHD

DCTN5

TERF2IP

CACNG2

STAT6

ELFN2

SCG5

MAP1A

MAPRE2

NUDT21
SNRPD1

SLC27A4

ISLR2

GPRC5B

KATNAL2

HDHD2

RBFOX3;RBFOX2

ACAA2

RRM1
PRRT2

IRGQ

GNG8

CA4
TPM4

RPL13

CACNB3

DHRS13

TTYH1

ATCAY

EEF2

HDGFRP2

OTUB1

NDUFA7;NDUFA7

PRDX2

HID1

ECI1

CASKIN1

SRRM2

SLC3A2

ENTPD3

CTNNB1

SF1 PAFAH1B2

RAB4A

VASN

TTC39C

GNG4

IRF2BP2

HIST1H1E

FAM107A
SEPT2

DTYMK

TNXB

LGI3

FEN1

CHRM1

GFRA2

CDKN2AIP

AHCYL1

PPIP5K1

SNTB2

GFM1USP39

STXBP6
GRM5

ATP5I MAP2K1

HNRNPH1

MECP2

RAB3B

RGS14

TBC1D10B
GPRIN1

PGM2

P2RY12

PTPN9

SCN9A

HTRA4

PLEKHA2

PCBP1

APLF LUZP1

DCXR

RAC3

UGP2

LINGO1

HNRNPF

PCDH7

CTNND2

ALCAM

YWHAG

TRAPPC1GPR37L1

NIPA1

HNRNPA3

FABP6

USP47

SMAD1

DCLK2

KRT86;GFAP

KRT75;KRT5

CD14

CDH2
DLGAP1

ARMC10

SYT9

RBMXL2;RBMX

KIF5B

MTSS1

RPS9GSTA4

TANC2

PRKCDBP

PKIA

KCNG3;KCNA4

PRKCE;PRKCH

GRIK1

TMEM126A

NPTX1

FAM98B

TPPP

KCND3

MAP1LC3B2;MAP1LC3B

WIPF2

LRRC8C;LRRC8E

RSL1D1

ETFDH

MAP6

CLSTN1

ENC1

GPHN

VAT1L

KNDC1

PTEN
RPS7

PRNP

AQP4 TLN2

SRGAP2C;SRGAP2 SRGAP2C;SRGAP2B;SRGAP2

SCG2

SYNPO

RAB33B

GAP43

EPHX4

CALB2

C1QTNF4

NEGR1

BPGM

CSDC2

GNB2

C2CD2L
GNG12

CARNS1

HCFC1

THEMIS

CORO1B

RAB37

SNX32

MRGPRF

OXSR1

ARPP21

HECTD4
TRMT112

ADCY5

ABLIM3
GLRX

SYT12

SLC2A14;SLC2A3

TLR9;TWF2

FKBP2

MOB1B

CHD2;CHD2

NUDT4

SCAI

EIF1AX

TOMM20

STAT5B;STAT5A

EIF1

RNF213

SPTBN2RBM4

NWD2

TRMT10C

PRPF8
DDX23

PHLDA3

CNTNAP2

LINGO2

MFSD4

TTC9B
BRSK2

SRP72

PCP2

RIN1

PDZK1

GLMN

KLC2

CTBP2

CADM2 PPM1E

PCCA
DCTN2

ARHGAP1

TP53I11

PHYHD1

BANF1

PTPN2

ARL10

PCSK1

MCTP1;MCTP2

DPP10

DRAP1

RUVBL1

SFN

MSRA

BAIAP2UBE2O

TUBB6

CSTF3

TCP11L1

LRRTM4

RNPEP

RIMS2
GNG7

KBTBD11

LMNB2

ACSF3

BASP1WSB2

LY6H

SCN4B

EPS8L2

CETN1;CETN2

TALDO1

RPS6KA3

TRIM72

KCNA2

PPFIA3

SUMO4;SUMO2

FLII

HNRNPA0

AP3S1 PLEC

SLITRK1

NT5DC1

GLDC

DTX3

SLC25A20

CA8

EPM2AIP1

KCTD12

CPNE7

RCC2

DPM3
CYC1

FARSA

HNRNPCL1;CH17−409J4.1;HNRNPCL2;HNRNPCL2;HNRNPC

PTPN11

GPC5

ZBTB18

MYADM

MROH1

AKAP5

PUF60 ZADH2

SEPT1;SEPT5 LYNX1

TH

RCC1

F2

KCTD4

EIF2S3L;EIF2S3PPA1

MAP6D1

SSR4

PITPNB LRRC57

MAPK15

NPM1

PENK

HIST3H2A;HIST1H2AB;HIST1H2AC;HIST1H2AE

POLR2A

RAP2B
BAI1

IBA57
SNRPE

RTKN2

IDH2

TDRKH

MRPL41

ARL6IP4

SHMT2
SHMT2;SHMT1

MOB2AP1S2

CACNB4

NXPH3

EPHB3

PLCB1

NTM

ANXA2

RGS6

GRID1

CRIP2

PLCXD3

RBM10

RGS7

SLC25A18

EWSR1 CNOT10

CADM1

AP2A2;AP2A1

SLC8A1

PCP4

CAMK1D

BEGAIN

C2CD4C

RUVBL2

CTNNA3
SF3A3

GRIN2A

PSMG1

PCBP3

TNFAIP8L3

TANGO2

HIST2H3D;HIST2H3C;HIST2H3A

ALYREF
OPCML

CMTM4

KCTD16

KCTD8

TUBA8

NUDT14
SCN5A

PTP4A2

PCDH9

HIST1H1B

MAP7D2

PLA2G6

KCND2

TOP1MT;TOP1

CEND1

NELL2

SEPT9

RALYL

HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO

SEPT5

OSBP2

H1FX

TCEAL2

PTRHD1

NDUFA6

ANKS1BARL15

GPRIN3

AHNAK2

P4HB

SYN3

KCNIP4

NAT8L

LRCH3

KRT73;NEFH

MKL2;MKL1

GABRA5

GNG2

SEPT10

PDE2A

LRRC16B

BCR

KRT14;KRT17

MAPT

RTN4RL2

ESPN

CCK

NAP1L1

KIAA1598

SESTD1

FNBP1

DCC

MAGI2

LUZP2

CHP1
ISG15

ERC2

B3GALTL

TRPV2

GABRD

NHEJ1

SEMA4D

HIST1H1C;HIST1H1T

SHISA7

DNER

AGRN

PRKAR1B;PRKAR1A

TUBB4B;TUBB8;TUBB4ASRSF10
FBLL1

SHISA6

TMEM201

KCTD21

RELN

H1F0
ARID2

SF3B3

MAOA

FHIT

KAZN

HMGB1

SH2D5
SEMA4A

SRGAP3

TUBB

CPNE4

NTNG2

ELAVL3

XRCC6

TSC22D2;TSC22D1

TCEAL3

SLC6A9

PLXNB2

MYO6
HDAC2 RABL6

TECPR2

NF1CD47

MVB12B

ADA

KIAA1211L

PDLIM7

SLC39A10

AP2A1

ANXA4

WDR5B;WDR5

ANXA6

KIAA1671

SLC6A17

PGAP1

LRRC8B

SND1

PSMD12

SYNGAP1

UAP1L1

ADARB1

GSTK1

HNRNPAB

ATG7

SIPA1L1
RPE;RPEL1

MCMBP

FAM49A

S100A6

RPL12

DNM3

DLGAP2

SIRPA

MB

HIBCH

SVIP

HSD17B11

TUBB3;TUBB3

CACNA1E

FKBP1C;RP11−314N13.10;FKBP1A

DDX42

ASPH

ITSN2;ITSN1

NTRK1;NTRK2

SH3BGRL2
ATL1

CTNND1

DDX39BDDX39B;DDX39A

RYR2

STK39 TTC37

SLC9A6

MT−CO2

PPP1R14C

CDC42BPB

RPL10A

FAM169A

MT−ND5

BRINP2

PNP

GK

GRM3

CHAMP1

HMGN2

OPA1

RYR3

CES1

GRK5
MT−ND4

L1CAM

SOWAHA

INF2

HIST2H2AA4;HIST2H2AA4;HIST2H2AC

HIST2H2BF;HIST1H2BA;HIST1H2BC;HIST1H2BD;HIST1H2BE;HIST1H2BF;HIST1H2BG;HIST1H2BH;HIST1H2BI;HIST1H2BK;HIST1H2BL;HIST1H2BM;HIST1H2BN;H2BFS

HIST2H3PS2;H3F3B

TCEAL5

TCEAL6
RING1

AGPAT1

MRPL38

BTBD17

DXO

HSPA1A;HSPA1B

LSM2
ABHD16A

DDR1

PPP1R11

GNB2L1

MRPL53

ATXN2

PNMAL2

LRRC10B

SARNP;RP11−762I7.5

GPR56

TECPR1

EIF3CL;EIF3C

DPF3

RNPS1

XKR4

SACM1L
TSN

CRIP1;CRIP1

NRAS
GSTM2

ARL2;ARL2−SNX15RBMXL1
PPP1CB

ZNF90;RPS16

TSPAN4

ARHGEF33

PHB2

GRID2IP

VPS16

TSTD1

LINGO3

PLXNA4

NPTXR

PPP2R2A

FXYD7

SLC12A8

CERS1

SETSIP;SET

RPS18

MCTS1

HNRNPUL2−BSCL2;HNRNPUL2

CKMT1B;CKMT1A

SHISA9

RBM14;RBM14−RBM4

TLR9;TLR9

PNMA2

PDXP
ARPC4;ARPC4−TTLL3

MICAL3

KCTD7;RABGEF1

PALM2

JMJD7;JMJD7−PLA2G4BJMJD7;JMJD7−PLA2G4B;PLA2G4B

ZNF512

ACY1

RBM12

PCP4L1
ACTN3;ACTN4

RP11−514O12.4;RNASET2YJEFN3MSANTD3−TMEFF1;TMEFF1

PRKDC

LYN

ATP6V1G2−DDX39B;ATP6V1G2

DPP3

BRK1

AC073610.5;ARF3

LSM14A

RP11−162P23.2;ALDH2

BLOC1S5−TXNDC5;TXNDC5

RP4−576H24.4;SIRPB1;SIRPG;SIRPA

XKR7

EPPK1

GTF2I

SRSF8;SRSF2

IKBKE;TBK1
RP11−287D1.3;DCTN1

RBM8A
AD000671.6;U2AF1L4;U2AF1;U2AF1

IER3IP1;IER3IP1
CCDC177

AC104534.3;HNRNPL

AC002985.3;HOMER3

AC011530.4;DMWD

TSNAX−DISC1;TSNAX

HSPE1−MOB4HIST2H4A;HIST2H4B;HIST1H4A;HIST1H4B;HIST1H4C;HIST1H4D;HIST1H4E;HIST1H4F;HIST1H4H;HIST1H4I;HIST1H4J;HIST1H4K;HIST1H4L;HIST4H4

RP1−309K20.6;NFS1

GRIN2B

CTB−96E2.2;VTN

GATSL2

CBS;CBS

SYNRG

HIST1H3A;HIST1H3B;HIST1H3C;HIST1H3D;HIST1H3E;HIST1H3F;HIST1H3G;HIST1H3H;HIST1H3I;HIST1H3J

PRSS3P2;PRSS1

PIP4K2B

MARCKS

NEFL

AC009133.22;QPRT

XXbac−B562F10.12;KLHL22
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TGS1

SDCBP

SORL1

RDXFDX1

FXYD6;FXYD6−FXYD2

UNC13C

NDUFAF1

ITPKA

GCHFR

FNBP1L

GIPC2

HADHB

PNPT1
PREB
LRPPRC

STAMBPL1
EXOC6

MYPN

HECW2ABI2
SHF

HCN4

SEMA7A

PCDH10

PRKG2

RAP1GDS1

TRPC3;TRPC7

SEPT11

ANXA3

SEC24B

PPP3CA

RGS3

KIF21A

CPNE8

YARS2

FGD4
VAMP1

PPFIA2

ANP32D;ANP32A

TPH2

SNRPF

TMEM132B

N4BP2L1;N4BP2L2;CNP

MAP3K12

ESYT1

VPS37B

MBNL2 NOVA1

SORDETFA

ULK3

RLBP1

NTRK3
SH3GL3

GLYR1
FTOCPNE2

KATNB1

GCSHCDH11

CDH13

KSR1

PRPSAP2SCRN2
PTRH2

GNAL

OSBPL1AARRB2

MINK1
FAM134C

PFKL

SH3GL1

SIRT3

SAE1

SLC6A3

CACNG8

IGLON5

EFHD2

PGD
SH3BGRL3

PRKACB

PTPRF

CELSR2

ILDR2
MGST3

HDGF
SF3B4SETDB1

ANP32E

ENSA

TP53BP2

KCNN3

ILF2

EPHX1

PPFIA4

PLEKHA6

SYT2

HNRNPLL

GALM

EML4

SFXN5

C1QL2;C1QL3;C1QL1

SCN1A

SLC4A10

FAM171B

HSPD1

CPNE9

RAB5A

RQCD1

CNTN4

IQSEC1

STXBP5L

EIF2B5

ECE2

OCIAD2

CAMK2D

CISD2

SETD7

PIK3R1

HAPLN1CRHBP

RASA1

PAM

BTF3

ARHGAP26

DDX46

GABRB2

CPLX2

TENM2

GFOD1

PSD2

SLC17A4;SLC17A1;SLC17A2;SLC17A7

DAAM2

TPBG

PHIP

CLVS2

ABRACL

MTFR2

TIAM2

EGFR

PURB

GBAS

SHROOM2

SH3KBP1

NONO

OGT

DIAPH2

FRMPD3

IGSF1

NSDHLERLIN2

RGS20

PMP2;FABP4LACTB2

MTDH

ARHGAP39

AK3

NFIB

SHC3;SHC4

AUH

RP11−35N6.1

ALAD
ASTN2

SLC25A25;SLC25A23

FAM171A1

RSU1

PARD3

HERC4

GLUD1

DGKZ

SSRP1
CELF1

TENM4

CAPN5

PAK1

PLCH2

CPSF7

PLCB3

TM7SF2
PPP4C

DOC2A

CNTN5

MPP7

CDH8

HNMT

LYPD1

GPM6A

DLG2

MTMR12

DOCK1

RILPL2;RILPL1

ITPR1

CACNA2D4

NGLY1

BTBD11

PLBD2

MAGI1
KCTD14;NDUFC2−KCTD14;NDUFC2

ME3

NUBPL

NEK7;NEK6

PTPRO

EPS8QDPR

AKR1C2

DPYSL4

GABRA2

SACS

BAG3

TMEM163

HSPB8

GUCY1A2

HOMER1

CAMK4

PFKM

SPARCL1

GJA1

HNRNPDL

UTRN

GRM1

PTPRK

RAB3C

JAKMIP1

ZIC1

CARHSP1

SCOC

HNRNPU

SLC25A27

CNKSR3;CNKSR2

SPHKAP

DDAH1

ANKFN1

DGKE

MSI2

CACNA2D1

AK5

IMPACT

CHST9

UBASH3B

NRGN

PITPNC1

PRKCA

ABCA5
UCHL1

ENAH

BUB3

PDLIM3

SORBS2

CXADR

NCAM2

PLCL2

EPHB1

ACSS1

CA10
FBXL18

CNTNAP5

GOLGA7B

DBI
LARP1

GRIA1

PDIA4

KDM8 FMN2

SLC24A2

ADCY8

RASA2

KIF5A

PSD3

MCU

GNAQ

ADK

KCNMA1

ART3

SUPV3L1

NPTN

AIFM1

EIF4A2

SST

EXOG

ATP2B2

SLC6A1

SYN2

KIT;CSF1R

HYDIN

FAM81A

TSPAN18

C2CD2

PALM2−AKAP2;AKAP2

ACAN

CABP1

BRE
TPRG1L

KCNB1

AHCYL2

PPP1R9A

DMTN

CCAR2

CDC42SE2

EPB41

CLIC6

HLCS

PTMS

CYB5R1

ALDH4A1

CHCHD6

TPPP3

FAM131B

RGS12
KALRN

DIP2A

S100B

RDH13

ZER1

SAFB

S100A1

CHTOP

LY6E

SQSTM1

COX7A1

ACOX1
PRPSAP1

PLCD3

TBC1D24;RP11−20I23.1

ASRGL1

GNG3

NXF1

STX5

ELAVL4

COA7

PPAP2B

NFIA

DNAJB4

SNX7

NTNG1

BRINP3

LRRTM1

DUSP19 VSNL1

LYSMD1

CCNYL1

CCNYL1;CCNY

COL6A3

ATP1A1ARPC2

NFASC

SERPINI1

SUCLG1
CDS1

SYNPR

ABHD6

APBB2;APBB1

TKT

PRKCD

ABLIM2

H2AFZ;H2AFV

SLC9B2;BDH2

CAMKV

GRM2

WDR82

GUCY1A3

LSM6

HTR4

ENPP6
UQCRQ

FABP7

STXBP5

TRA2A

HCN1

NEUROD6;NEUROD2

PGAM2

CTSB

ADCY1

OXR1
PDP1

PSIP1

DIRAS2

ABCA1

ALDH1A1

PCDH19

SLITRK5

FAT3

PGM2L1

ARF6ATP5C1

SLC18A2

PRDX3

STK32C

KIAA1462

NDRG2

SALL2

CLMN

SLC6A5

HTRA1

RAB8B

API5

PCBD1

SCN3B

CYB5A
CYB5R2

CRABP1

PRKCB

PRKCB;PRKCA

HDGFRP3
CENPV

LDHD

TERF2IP

STAT6

ELFN2

SCG5

NUDT21SGSM1

PHB
SLC27A4

ISLR2

GPRC5BKATNAL2

RBFOX3;RBFOX2

ACAA2

STIM1

PRRT2

GNG8

CA4

CACNB3

DHRS13

GPD1

ATCAY

HDGFRP2

NDUFA7;NDUFA7PRDX2ECI1

SRRM2
ENTPD3

CTNNB1RAB4A

TTC39C
GNG4

KIF5C

FAM107A

SEPT2DTYMK
LGI3

PHYHIP

CHRM1

GFRA2

AHCYL1

SNTB2

GFM1

STXBP6

GRM5

ATP5I

RAB3B

RGS14

TBC1D10B

GPRIN1

KCNAB1

PGM2

P2RY12

PTPN9

SCN9A

APLF

LUZP1

DCXR
RAC3

LINGO1

HNRNPF

PCDH7

ROBO1

MYRIP
ALCAM

TRAPPC1
GPR37L1

NIPA1

FABP6
KRT86;GFAP

KRT75;KRT5

RALGAPB

DLGAP1

SYT9

RBMXL2;RBMX

NDUFA3

PKIA

NPTX1

FAM98B

PGAM1;PGAM4

KCND3

MAP1LC3B2;MAP1LC3B

WIPF2

ETFDH

CLSTN1

ENC1

GPHN

VAT1L
KNDC1

AQP4

SCG2

SYNPO

RAB33B

EPHX4

CALB2

SNTB1

NEGR1

BPGM

CSDC2

GNG12

FIBP

CARNS1

HCFC1

THEMIS

CORO1B

RAB37

SNX32

ARPP21

ADRBK1

ADCY5

ABLIM3

SYT12

SNCG

TLR9;TWF2

FKBP2

MOB1B

NUDT4

PC

SCAI
TOMM20

RNF213

SPTBN2

RBM4

NWD2

TRMT10C
PRPF8

ATP2A2

MFSD4

TTC9B

PCP2

RIN1

PDZK1

KLC2
CTBP2

PPM1E

PCCA

TP53I11

PHYHD1

ARL10

PCSK1

MCTP1;MCTP2

DRAP1

NR2F1;NR2F2

SFN
MSRA

BAIAP2

LRRN1

TUBB6

LRRTM4

RIMS2

KBTBD11

WSB2LY6H

SCN4B

EPS8L2

CETN1;CETN2

TRIM72

ACAD9

SUMO4;SUMO2

FLII

HNRNPA0

PLEC

SLITRK1

NT5DC1

GLDC

SLC25A20

CA8

EPM2AIP1

KCTD12

CPNE7

RCC2

CYC1

EDC3

ZBTB18
AKAP5

PUF60

ZADH2

SEPT1;SEPT5

TH

F2

KCTD4

MAP6D1

SSR4

LRRC57

MAPK15
PENK

RAP2B

ADO

RTKN2

TDRKH

MRPL41

SHMT2

AP1S2

CACNB4
NXPH3

EPHB3

PLCB1

NTM

ANXA2

RGS6

CRIP2

PLCXD3

RGS7

SLC25A18

CADM1

SLC8A1

PCP4

ABAT

CAMK1D

BEGAIN

C2CD4C

CTNNA3

SF3A3

GRIN2A

PCBP3

TNFAIP8L3

TANGO2

HIST2H3D;HIST2H3C;HIST2H3A ALYREF
OPCML

CMTM4

KCTD16

KCTD8

TUBA8

NUDT14

SCN5A

MAP7D2

PLA2G6

KCND2

CEND1

NELL2

RALYL

HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO

SEPT5

APOO

H1FX

ANKS1B
METTL7A

GPRIN3

AHNAK2

SYN3
KCNIP4

NAT8L
BCAP31

LRCH3

KRT73;NEFH

MKL2;MKL1

SEPT10

PDE2A

LRRC16B

KRT14;KRT17

RTN4RL2

ESPN

CCK

AKR1C1;AKR1C4

KIAA1598SESTD1
FNBP1

DCC

LUZP2

ISG15

ERC2

B3GALTL

TRPV2

SHISA7

DNER

SRSF10

SHISA6

KCTD21

RELN

ARID2
SF3B3

MAOA

FHIT

SEMA4A

SRGAP3

CPNE4

NTNG2

ELAVL3
XRCC6

TSC22D2;TSC22D1

SLC6A9

AFAP1;AFAP1L1

HDAC2
TECPR2 MVB12B

ADA

KIAA1211L

SRGAP1

SLC39A10

ANXA6

KIAA1671

PGAP1

LRRC8B

TBC1D9B

SYNGAP1

UAP1L1

ADARB1

OGDHL

SIPA1L1

RPE;RPEL1

S100A10

CFAP43

MCMBP
S100A6

DLGAP2

MB

HIBCH

SVIP

HSD17B11

TUBB3;TUBB3

CACNA1E

FKBP1C;RP11−314N13.10;FKBP1A

DDX42ASPH

ANKRD35

CTNND1

NUDT16

RYR2

STK39
ECI2

PPP1R14C

SMURF1

FAM169AMT−ND5 BRINP2

PNP

GRM3

RYR3

CES1

SOWAHA

INF2

HIST2H3PS2;H3F3B

TCEAL5

AGPAT1

MRPL38

BTBD17

DXO

HSPA1A;HSPA1BVARS

DDR1
GABBR1

ATXN2
SARNP;RP11−762I7.5GPR56

TECPR1

DPF3

ANKRD28

XKR4SACM1L

GSTM2 RBMXL1

GRID2IP

TSTD1

PLXNA4

NPTXR

SLC12A8

CERS1

ANKRD63

UQCRHL;UQCRH

HNRNPUL2−BSCL2;HNRNPUL2

CKMT1B;CKMT1A
SHISA9

RBM14;RBM14−RBM4
NME1

PNMA2

PDXP

MICAL3
JMJD7;JMJD7−PLA2G4B ZNF512

ACY1

PCP4L1

ACTN3;ACTN4

YJEFN3 LYN

AC073610.5;ARF3

RP4−576H24.4;SIRPB1;SIRPG;SIRPA

XKR7

EPPK1
MRPL12;SLC25A10;SLC25A10

GTF2I
SRSF8;SRSF2

IKBKE;TBK1

RBM8AAD000671.6;U2AF1L4;U2AF1;U2AF1

CCDC177

AC104534.3;HNRNPL
AC011530.4;DMWD

TSNAX−DISC1;TSNAX

GRIN2B
GATSL2

CBS;CBS

HIST1H3A;HIST1H3B;HIST1H3C;HIST1H3D;HIST1H3E;HIST1H3F;HIST1H3G;HIST1H3H;HIST1H3I;HIST1H3J

PIP4K2B

CH507−9B2.4

NEFLAC009133.22;QPRT

XXbac−B562F10.12;KLHL22

−10 −5 0 5 10

−1
0

−5
0

5
10

DFC/STR

MS/MS: log2(DFC/STR)

R
N

A
−s

eq
: l

og
2(

D
FC

/S
TR

)

●
● ●

●

●●
●

●●
●

●

●●●

●
●

●

●
●● ●

●

● ●
●

●

●

●

●
●

● ●

●
●●

● ●●
●

●

●

●
●●

●

●

●

●●

●

●
●

●● ●
●

●

●

●

●

●

●

●
●●

●

●

●●

●

●
●
●

●
●

●

● ●

●

●

●

●

●
●

●

●

●

●● ●

●

●

●

●

●
● ●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●
●

●
●

●
●●

●

●
●

●

●
●

●●
●

●
●

●

●

●

●

●

●

● ●●

●

●
●●

●

●●
●

●

●●

●

●

●
●

●
●

●

●
●

●

●

●●

●

●● ●

●

●

●●

●

●● ●
●

●
● ●●●

●

●

●
●

●
●
●

●

●
●
●

●

●
●

●

●●

●

●

●

●

●

●
●●

●

●
●

●

●●

●

●

●

●
●

●

●
●

●
●
●
●

●

●

●

●

●

●
●

●●

●

●

●

●

●

●●

●

●

●

●

●

●
●

●
●

●●

●
●

●

●

●

●
●

●
●

●

●

●

●

●
●●

●

●

●
●●

●

● ●

●
●

●●●
●●

●●
●

●
●●●
●

●

●

●

●

●●

●
●

●

●
●

●

●

●

●

●
●

●

●●

●

●

●

●

●

●

●
●

●

●

●

●

●

●
●

●

●●●
●

●

●
●

●

●

● ●

● ●

●

●

●

●
●

●●

●
●

●

●

●
●
● ●

●●

●
●

●

●

●

●

●

●
●●

●●
●

●

●
●
●

●

●

●

●

●●
●●

●
●

●●

●

●●

●

●

●
●

●●
●●

●

●

●

●

●

●

●

●

●●
● ●

●

●

●
●

●
●

●

●●

●

●●●
●

●

●●

●
●

●

●
●

●●●
●

●●
●

●
●

●

●

●
●
●●●● ●

●
●

●

●

●

●

●

●

●●

●
●
●●

●

●
●●
●

●

●

●

●
●

●

●

●

●●●●● ●

●

●

●
●

●

●

●●●
●● ●

●

●

● ●● ●
●●
●

●
●
●●
●
●

●
●●●● ●●
●

●

●
●

●

●●

●

●

●

●

●

●
●●●●●

●

●

●

●

●●
●
● ●

● ●
● ●

●

●

●

●
●●

●

●

●

●

●
●

●
●

●
●

●
●

●

● ●●

●

●

●

●

●
●

●

●●

●

●
●
●●

●

●

●

●
●

●

●

●
●

●●
●●

●

●
●●●

●
●

●
●

● ●● ●

●
●●●●
●

● ●

●●

●●
●

●

●

●
●

●

●
●

●

●
●

●

●
●

●●

●

●

●

●

● ●

●
●

●

●
●
●
●

●●

●

●
●

●
●

●

●
●●

●

●

●

●

●●
●
●

●

●●

●

●●●●

●

●
●

●

●

●

●

●

●

●

●

●

● ●

●

●
●

●●
●

●●

●

●

●●
●

●●
●

●

●

●●

●

●●●
●●
● ●

●

●
●

●

●

●●
●●●

●

●●

●

●

●

●
●

●

●
●

●

●
●

●●

●
●

●

●

●

● ●

●
●

● ●

●

●

●●

●●
●

●

●
●

●

●

●

●
●

●
●

●
●
●●

●
●

●

●
●
●●
●

●

●●

●

●
●

●

●

●●

●

●
● ●

●●

●

●

●
●

●

●

●
●

●

●

●

●
●

●

●

●
●

●
●

●

●
●●
●●●●● ●

●

●
●

●
●

●
●

●

●●
●

●

● ●

●

●
●

●

●

●

●
●

●
●

●

●

●
●●

●
●

●
●

●

●
●
●

●

●

● ●●

●

●
●●

●●

●

●

●

●●
●● ●

●

●
●

●

●

●
●

●
●●

●
●

●

●
●

●

●●

●

●

●

●
●●● ●

●
●●

●

●●

●

●
● ●

●
●

●

●

●
●

●●

●

●

●

●

●

●

●

●

●

●
●

●

●
●

●

●
●●

●

●

●

●
●

●
●●

●●
●

●

●

●●

●

●

●
●

●

●

●

●

●
●●●

●

●●●
●

●

●●
●

●
●

●

●
●●●

● ●

●

● ●●
● ●
●●

●

●

●

●
●● ●

●
●●
●

●

●

●
● ●

●

●

●
●
●

●

●
●

●

●

●

●

●●●
● ●
●

●

●

●
●

●

●

●

●

●
●●

●

●

●
●

●

●

●

●

●

●
●

●

●

●

●

●
●●●

●

●
●

●

●
●

●

●

●●●

●

●

●

●
●

●

● ● ●

●

●
●●

●

●

●

●

●●
●

●●●●

●

●
●

●

●●
●

●
●

●●
●

●

●● ●

●
●

●
●

●

●●
●
●

●
●●

●

●

●

●

●
●
●

●

●

●

●

●
●

●
●

●

●

● ●
●

●

●
●

●●
●

●

●
●●

●
●

●

●

●
●
●

●

●

●
●

●

●

●● ●

●
●

● ●
●●

●●

●

●

●

●
●

● ●
●

●

●

●
●

●
●●
●

●
●● ●

●

●

●
●

●
●

●

●

●

●

●

●

●
●

●●●
●●

●

●

●

●●
●

●● ●
●

●

●

●

●

● ●●● ●

●

●

●

●●
●

●

●
●

●

●

●
●

●

●●●

●

●

●●●●
●

●

●

● ●
●
●●

●
●

●

●
●●
●

●

● ●
●●

●
●

●

●
●

●

●

●
● ●

●●

●

●
●●

●●

● ●

●

●
●

●

●
●●

●
●

●

●
●

●

●
●

●

●
●

●

●

●
●

●

●
●

●

●

●
●

●
● ●● ●

●

●

●
●● ●●●●

●
● ●

●

●
●●

●

●●

●

●
●

●

●
●

●

●

●

● ●●

●

●

●

●●
●
●

●

●

●

●●

●●

●
●
●

●

●

●

●

●

●

●

●
●●
●●●●

●

●

●●●
●●

●

●●
●

●

●
●

●

●

●

●●●
●

●

●
●

●
●
●

●
●

●

●

●
●●

●

●

●

●

●
●

●
●●●●

●

●
●

●

● ●

●

●●●
●●

● ●●
●

●
●

●

●●

●
●

●

●
●●

●
●●
●

●
●

●

● ●●

●

●
●
●

●
●

●

●● ●
●●

●

●

●●●●

●

●

●
●

●

●

●

●

● ●
●

●
●

●

●

●

●
●

●

●
●

●

●●

●●
●●
●

●●
●

●

●

●

●

●●●
●
●

●

●

●

● ●●
●●

●

●

●●●

●●

●● ●

●●
●

●

●●

●
●●

●●
●

●
●●
●

●

●

●

●

●

●

●

●●●

●
●

●

●

●

●

●

●

●
●

●

●

● ●

●

●

●

●

●
●

●

●
●

●

●

●

●●
●

●

●
●●● ●●

●

●

●

●

●

●

●

●

●

●

●
●● ●●

●

●

●
●

●

●

●

●

●●●
●

●

●
●

●

●

●

●

●

●

●

●●

●
●

●

●●
●

●

●

●

●●

●

●●
●
●●
●

●

●

● ● ●

●

●●
●

●

●

●

●●

●

●

●

●

●

●●
●

●●
●

●

●

●

●
●

●●

●

●

●● ●
●

●

●

●

●

●

●
●
●

●
●

●

●

●

●

●●

●

●

●
●

● ●
●

●●
●

●
●
●●

●
●

●

●●●

●

●

●

●

●

●
●

●

●●
●●

●

●

●●
●

●

●●●
●

●●
●

●
●●

●

●●

●

●
●

●

●

●
●

●

●

●●
● ●●
●

●
●

●

●
●

●
●
●

●●●
●

●
●

●●
●
● ●
●

●

●●●
●●●●
●

●

●

●
●

●

●

●

●

●●

●
● ●

●

●
● ●●
●
● ●●

●

●● ●●

●
● ●
●

●

●

●
●

●●●

●

●●

●

●

●
●

●
●

●●●

●

●●
●
●

●
●●

●

●

●

● ●
●

●

● ●
●
●●
●

●
●

●
●
●
●

●
●

●

●

●●

●●

●

●
●●

●

●●

●
●
●● ●
●

●

●

●

●●

●●
●

●

●

●

● ●
●

●●● ●●

●
●●
●●

●

●
●

●

●

●

●

●
●

●
●●

●●
●●● ●

●

●
●
●●

●●
●

●

●

●●

●

●

●●

●

●

●

●

● ●
●

●●

●

●

●

●
●

●

●

●
●

●

●

●

●

●

●
●●

●

●

●

●

●

●
●

●

●

●
●
●

●

●

●

●

●
●

●

●●● ●

●
●

●
●

●

●

●

●

●

●

●
●

●

●

●●
●
●

●

●

●

●

●

●
●●

●

●
●●
●●

●

●

●

●●
●

●
● ●

●
●

●

● ●
●●

●

●
●

●

●

●
●
●●
●

●

●

●
●

●

●
●●

●

●
●●

●
●●● ●●● ●

●
●●

● ●

●

●●
●●
●

●

●
●

●

●●
●
●

●●

●●
●

●●

●

●
●●
●

● ●
●

●●

●

●

●●

●
●

●
●●

●

●

●

●

●

●● ●

●

●●●●
●

●

●
●

●

●

●

●

●

●

●

●●

●

●

●

●

●
●●

●

●
●●●

●

●

●
●

●

●

●●●●
●
●●

●

●
●
●●
●

●

●
●
●

●

●

●●
●

●
● ●

●●●
●

●

●

●

●

●
●

●
●

●

●

●●

●

●
●

●

●
●

●●

●
●

●

●●
●

●●
●

●

●

●

●

●

●

●

●●●

●

●

●
●●

●

●

●

●
●

●
●

●

●

●

●

●

●

● ●
●
●

●

●
●

●

●

●
●

●
●●
●

●
●

●

●

●

●

●

●
●

●
●

●

●

●

●
●

●
●

●

●
●
●

●

●

●
●
●

●

●

●

●

●

●

●

●

●

●

●

●

●
●●

●
●

●●
●

●

●
●●

●

●●

●

●

●● ● ●

●
●

●
●

●

●

● ●

●

●
●●

●

●

●

●

●

●

●

●
●

●

●

●

●

● ●●●

●
●
●●●

●

●

●
●

●

●

●
●●

●

●

●●
●

●

●●

●
●

●
●

●

●

●

●
●

● ●●● ●●
●

●

●

●
●
●●●

● ●

●

●

●
●

●

●

●
●

●

●
●

●
●●●

●
●

●

●

●
●

●

●

●

●

●

●

●●

●
●

● ●

●

●

●

●
●

●●

●
●
●

● ●●●●
●
●●

●

●

●
●

●

●
●

●
●

●●●●
●

●
●

●

●

●

●

●
●

●

●●●●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●

● ●

●●

●
●

●

●
●

●

●

●

●
●

●
●●●●

●
●
●
●
●

●
●● ●
●

●

● ●●● ●
●

●

●

●
●

●

●

●

●
●

●●
● ●

●

●
● ●

●
●●

● ●●

●●
●

●
●

●
●

●

●● ●

●
●

●

●

●

●
●

●

●●

●

●

●
●●

●

●
●

●
●

●

●

●
●●
●

●
●

●

●

●
● ●

●

●

●

●

●
●
●

●
●

●
●●

●

●

●
●

●●
●

●
● ●
●
●

●

●

●
●
●

●
●

●

●

●

●

●

●
●

●

●●
●

●
●

●

●●

●
●●

●

●

●
●

●

●
●

●
● ●
●

●

●
●

● ●●●

●

●

●
●●

●

●●
●

●

●●●
●

●

●
●

●

●

●
●

●● ●
●●● ●●
●
●

●● ●
●

●
●

●

●

●

●

●

●

●
●

●●
●

●

●

●●●
●

●

● ●

●
●

●
●

●
●●

●

● ●

●
●

●

●

●●
●

●

●
●

●
●

●

●

●

●●● ●
●
●

●
●

●

●

●● ●●●
●

●
●●●●

●

●●
●

●●●●●
●

●●

●

●●● ●
●

●
●●

●

● ●●

GCLC
ENPP4

HECW1

ALS2PLXND1

CD38

HSPB6

NDUFAB1

SLC25A13

CIAPIN1

RHBDD2

MYCBP2

LAMP2

ABCC8

CACNG3

SPATA20

GGCT

VPS41
ARHGAP44

MARK4
GAS7

CACNA2D2

BAIAP3

MGST1

NFIX

RPS20

RANBP9

ZNF207

NISCH
IDS;IDS

CLCN6

SLC6A7

KAL1

SYT7

LARS2

ANLN

PPP5C;PPP5D1

CALCOCO1

EHD3

CCDC88C

BID

MATR3

NUDCD3

CNTN1

NCDN PLEKHB1

NRXN3

CPS1

GABRA1

GLRX2

TOMM34 VIM

BCLAF1

ANK1

HMGB3

RANBP3
PNPLA6

APBA2

TMSB10 ADSS

CYP46A1

TRIO

RTN4R

CDH10

INPP4A

RAB27B

DCUN1D1

CTNNA1

CTPS2

POLR2B

TPR

CP

RRM2B

CELF2
VAMP3;RP11−599B13.6;VAMP2

RCN1

DKK3

MCUR1 SLC4A8

HEBP2

MSMO1

NRIP2

THRAP3

PTPRN

SYNE2

KCNH2

ZFR

MTA3;MTA1
PPP1R12A

RASGRF1

ATP2B4

DGKG

CDK17WNK1;WNK4

CCAR1

OGFR

RIMBP2

BCAT1

LZTS1

MON2

ARSF

U2AF2GPC1

TNPO3CTSA
SUGP2

SLC12A2;SLC12A1

IPO5 DGKA

MAP2K4

YBX1

CTNNA2

DIP2BNGEF
ISOC1

EML1

PFKP

PHKA1

CACNB1

TP53BP1IARS2

PDK3

ACSL4

INPP5A
RASGRP2

SDK2

KCNAB2

FUNDC1
MAOB

KIAA1107

NUCB2

PTPN3

SPTB

SLC44A1

CLTCL1

ASNS

CHAT

PABPC1;PABPC3;PABPC1L

CAMK2A

OSBPL3

ATP2B1

NCK2

MAP4K4RPS6KA2

DAZAP1

PRKACA

ACTN1
SMC1A

HSD17B10

TRHDE

STK10;SLK

MRVI1

ADAM11

IGF2BP2

PPP2R2C

SNCB

MGLL

IPCEF1;CNKSR3

ARHGEF10L

EIF4G3;CBFA2T2

ADD2
VPS9D1

SART3

NT5C2

MCAM

CAMSAP3

RAP1GAP
CTTNBP2

ACTL6B

TOP2B;TOP2A

PAK3

ACTN2

MAP2

AMPH

PIK3C3

ADCY2;ADCY4

ADCYAP1R1

TOLLIP

OSBPL6

SLC1A3
LXN

TNS1

SCGN

EPB41L2

RIMS1

MOXD1

SLC4A4

SMARCA2
DLGAP4

ARG2

CADPS2

ERC1

TRPM3;TRPM1 PDS5B

CYLD
RPS5

PREP

WDR47

SLC25A24

AKR1B1
CPNE3

EPS15

CHERP

EPDR1

SEPHS1

FAT2

PPEF1

MTMR2

ACHE;CES4A

SRRT
GNAO1SF3B2

GNAS
DOCK3

DYNLL1

TESC

RPL6

RPH3A

CHGB

NOS1

NECAP1

ANKRD24

SLC9A1

GLG1

PITPNM2

OSBPL8

NRCAM

RAPGEF4

SLC17A6

SUPT16H

TYRO3

EZR

AGO1

COMT

XYLB

EPB41L4B

SORBS1

CRTAC1
HSP90AB1

ITPR3

ACOT7

ABLIM1

NRP1

H2AFY2FAM21A
MAST3

CIRBP
ATP5D

HNRNPM

NDUFB7

CEP170B

HCN2

SF3A1

SEC14L2;RP4−539M6.19;SEC14L3

ADRBK2

GGA1

SEZ6L

LGALS1

DEPDC5
SEPT3

DDX17

MCM5

TTLL12

SYNGR1

SAMM50

PVALB

KCTD17

SDR39U1

COCH

TRIM9

TIMM9

DAAM1

CHGA

ERH

MTHFD1

RPS6KA5

ACIN1ARHGAP5
PNN

NDRG3

GID8

PDYN

PLCB4

PAK7

NOP56

SNTA1

SLC32A1

PPP1R16B

MAP1LC3A

LAMA1

PRPS2

STAG2

EMD

SMSCDK16

VWA8

DGKH

CORO1A

PHKB

CBLN1

NME3

SMPD3

NECAB2

HSDL1

NOMO3;NOMO2

UBE2I

CRYM

XYLT1

SYT17

FAH

HOMER2

TJP1

DMXL2

SCG3

MYEF2

CA2

CALB1

SFRP1

EIF3ENDRG1

NCALD

GSR

NEFM

NUCB1

SNRNP70SF3A2

NOVA2

NUMBLFSD1

RPS19

ICAM5

ETFB

NAPA

ATP1A3

PTPRS

TMEM205

CAPS

LPPR2

MAST1

RPL18A

CRTC1

MAG

GSK3A;AC006486.9
AVL9

PON2
ITGB8

DFNA5

STX1A

EPHB6

CHCHD2

NPTX2

PPP1R17

AGFG2

LSM5

BLVRA

LIMK1

PRUNE2

CORO2A

OGN

ELAVL2

NCS1

PIP5K1B;PIP5K1C

RAPGEF1

SH3GL2

ABCA2

EIF3A

MAPK8

PLEKHA1

PPP3CBSFXN3

CPEB3

BCCIP

SMC3

SHOC2

RPL28

TSPAN14

LGI1

RGS9

CBX1
DDX5

VAT1

MPP2

DUSP3

EFTUD2

MAPK10

ELF2

GAB1

CPE

WFS1

AADAT

DHX15

RAPGEF2

MTCH2

VWA5A

DCPS

NRXN2
PRPF19

TRIM3

ARHGEF17 RNF141

PVRL1
KIAA1549L

SLC1A2

PITPNM1

AIP

NDUFS8

PTPN5

COQ5

ASIC1

CAMKK2

LIN7A

PPM1HRASAL1

CPSF6

COPS7ATPI1ENO2

NT5DC3

CMASC2CD5

RIC8B

NEDD9;BCAR1

TPD52L1

SRSF3
SOD2

PHACTR1

CAP2 RAB23

ACOT13

SMAP1

RPS12
CUTA

PDE10A

PTK7

DNPH1

TMEM30A;TMEM30B

NNT

SPARC

RASGRF2

GABRG2

CDH6

LMNB1

PDE4D

NUP155
TCERG1

CNTN3

KNG1

FAM162A

ARMC8

RBP1
BCHE

PRKAR2A

GNB4

GBE1

UMPS

FRMD4B;FRMD4A

PLXNA1

ATP6V1A

PODXL2

CSPG5

PLSCR4

PEX5L

DGUOK

TTL

GPD2

TANC1

SLC30A3

SNX17

PDE1A

CCDC88A

EFEMP1

GLS

EFHD1

COQ10B

SF3B1

FHL2

HDLBP

PPP1R7

HPCAL1

STRN

PRKD3;STK36;CDKL5
SLC25A12

DARSSLC1A4

AAK1

TIA1;TIAL1

PCYOX1

ATP6V1B1;ATP6V1B2

EPHA4

FARSB

CHD5

CHD5;CHD4

ATP5F1

DLGAP3
SRM TROVE2

AMPD1;AMPD3

SRSF11

KIF21B

TBCE

HPCAL4

RIMS3

AKT3;AKT2

PADI2

UAP1

IGSF21

CDK18

SLC2A1

PTBP2

STMN1

NENF

RPA2

OSBPL9

STK11

APOA1

SLC8A2

RPS25

TTR

LRMP

CNR1

AKAP7

PPL

UCHL3

PCDH17

GDA

TRIM32

BSPRY

NDUFA8
HDHD3

HSDL2

YLPM1

NPC2

RBM25ATL2

FAM98A

CNRIP1

MTHFD1L

ACAT2
KIAA1217

TMPO

PPP3CC

EPHX2

TARDBP;TARDBP

AKAP1

PSPC1

GJB6

FABP3

CSMD2

HPCA

SV2C

UBL3

COPA

RPL5

CBX3

WIPF3

NPY

SMU1

KIAA1045

KIAA1549

CISD1

CCDC91

WWP1;ITCH

OPTN

PDE1B

TUBA1B

ATPAF1

PLP1

FAM210B

TTPAL

PREX1

GDAP1L1

IQSEC2

ATP8A1

GRM4

PACSIN1NQO2

CPNE5

NRN1

DEK

LRRFIP1

AHNAK;NRIP1

EFNB2

SEPT6

NT5C

MBOAT7

SLC25A23

GRIA3

RPL23

CD93;PCSK1N

LAMP5

RALY

MCF2L

UBA2

ASL

KTN1

HSPA2

HNRNPH2

FBXL16

GNG13

KDM4B

TUBA4A
LRFN1

YWHAH

GNAZ

CDC42EP1

MPST

DOCK4

CCDC136

NDUFA5
MYO1B
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EIF4A3

SH3GL1
SAE1

SLC6A3

CACNG8

IGLON5

EFHD2

SH3BGRL3 RPL11
RPS8

STRIP1

MPC2

ILDR2

MGST3

CRABP2

SF3B4

ANP32ESELENBP1
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LRFN5

CFL2

PGM2L1

RPL10L;RPL10

ARF6

NGB

ATP5C1SLC18A2
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TRIM72
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KIAA0195

FLII

AP3S1

NDUFAF3
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NT5DC1
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GPC5
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GRIN2A
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KCTD8
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Supplementary Figure 10g

RNA vs protein fold-change comparison of all pairs of brain regions. 

These scatterplots are identically defined to those in Fig 5A except that here genes are labelled to show individual gene names 
observable at high magnification.  A) CBC vs all B) MD vs all C) STR vs all D) AMY vs all E) HIP vs all F) V1C vs all G) DFC vs all.  
Genes are coloured based on their agreement or disagreement between the RNA and protein measurements; genes for which the 
protein variability between regions is <2-fold of that reported at the RNA-level were considered consistent (green and grey points).  
Purple coloured genes are those with consistent direction but variable magnitude of change (≥2-fold) between the regions at the 
protein and RNA level, while red genes disagree in the direction of change between RNA and protein.  Blue and orange genes vary 
between regions according to protein but not RNA and vice-versa.   



Supplementary Figure 11

Summary quantifications of all RNA vs protein fold-change scatter plots.  

A) Per region-pair counts of the number of genes in each of the colour categories defined in Fig 5A; genes 
are coloured based on their agreement or disagreement between RNA and protein; genes for which the 
protein variability between regions was <2-fold of that reported at the RNA-level were considered consistent 
(green and grey points).  Purple coloured genes are those with consistent direction, but variable magnitude, 
of change between the regions at the protein and RNA level, while red genes disagree in the direction of 
change between RNA and protein.  Blue and orange genes vary between regions according to protein but not 
RNA and vice-versa.  B) Comparison of absolute log2 fold-changes between each region and all others as 
reported by RNA (blue) and protein (red) show that in general the protein-level fold changes are greater.  For 
example, the DFC plot shows the distribution, over all genes, of fold changes by RNA and by protein of the 
DFC with each of the 6 other regions.  The center line indicates the median, limits indicate the IQR, and the 
whiskers either 1.5* the IQR or the min/max value if it falls within 1.5* the IQR.  Outlying genes are not shown 
in this plot to highlight the increased median and 75th percentile of the protein fold-change distributions. 
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Figure S11 | Summary quantifications of all RNA vs protein fold-change scatter plots. A) Per region-pair counts of the 
number of genes in each of the colour categories defined in Fig 5A; genes are coloured based on their agreement or 
disagreement between RNA and protein; genes for which the protein variability between regions was <2-fold of that 
reported at the RNA-level were considered consistent (green and grey points). Purple coloured genes are those with 
consistent direction, but variable magnitude, of change between the regions at the protein and RNA level, while red 
genes disagree in the direction of change between RNA and protein. Blue and orange genes vary between regions 
according to protein but not RNA and vice-versa. B) Comparison of absolute log2 fold-changes between each region 
and all others as reported by RNA (blue) and protein (red) show that in general the protein-level fold changes are 
greater. For example, the DFC plot shows the distribution, over all genes, of fold changes by RNA and by protein of the 
DFC with each of the 6 other regions. Outlying genes were removed to highlight the increased median and 75th 
percentile of the protein fold-change distributions.
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Figure S11 | Summary quantifications of all RNA vs protein fold-change scatter plots. A) Per region-pair counts of the 
number of genes in each of the colour categories defined in Fig 5A; genes are coloured based on their agreement or 
disagreement between RNA and protein; genes for which the protein variability between regions was <2-fold of that 
reported at the RNA-level were considered consistent (green and grey points). Purple coloured genes are those with 
consistent direction, but variable magnitude, of change between the regions at the protein and RNA level, while red 
genes disagree in the direction of change between RNA and protein. Blue and orange genes vary between regions 
according to protein but not RNA and vice-versa. B) Comparison of absolute log2 fold-changes between each region 
and all others as reported by RNA (blue) and protein (red) show that in general the protein-level fold changes are 
greater. For example, the DFC plot shows the distribution, over all genes, of fold changes by RNA and by protein of the 
DFC with each of the 6 other regions. Outlying genes were removed to highlight the increased median and 75th 
percentile of the protein fold-change distributions.

A B



Supplementary Figure 12

DFC/V1C comparison in detail. 

A) The scatterplot is identical to the corresponding panel in Fig 5A, except that individual gene names are labelled.  Proteins used for
validation in parts C & D are highlighted with pink font.  B) Protein-protein interaction network, produced by STRING (medium 
stringency), of the genes upregulated in DFC in protein only (blue points, right hand side Fig S12A).  Proteins used for validation in 
parts C & D are highlighted with pink font/circles.  C) Immunoblotting of the 5 adult DFC and V1C samples shows enrichment of 
GRM2/3, CNR1 and PDE4D in the DFC over the V1C.  Note that the blots shown in this figure are cropped images, and that CNR1 
and NTRK3 labelling were performed on the same cut membrane, and thus have the same GAPDH control.  D) Quantification of the 
immunoblots (values normalized to GAPDH) shows significant enrichment of GRM2/3, CNR1 & PDE4D in DFC over V1C by two-
tailed paired student’s T-test (n = 5 biological replicates per group, d.f. = 4, t = 5.842, 7.006, 3.067 respectively) 

ADAM11SDR39U1TSTD1 DGKB

APOOL
PRPS2

COL5A1

GNALDOC2A
CMTM4 CARHSP1KLHL22

PRSS1

TPBG RTN4R
SCG5 HMGCS1CXADR

DGKQ
PDE4D

CYP46A1

TPD52L1
SLC30A3RAB3B

PLXNC1
SLC39A10

DAAM1
PTPN9 LPHN1

SERPINF1 RRAS2 RASAL1SFN
SLC6A7

GPRC5B
PNMA2

PDK2
CPNE7

VGF
PPP1R12A

PMM1PTPRN GFOD1
MYADMHPCAL4

RRAGC

FSD1L PTPRS ACTN2LRRC7
AGPAT1SRGAP2

HCN4
HERC4 GYG1

SPATA20
LYNX1RASGRF2

PDZD2
CHN1GRIA1DNAJA4

CACNG8 PLCH2 ITPR3
SYT5

DGKZGRM2
CACNA1E

HMGN2 GGA1 CDKL5
TMSB10

NTRK3MLEC LAMP2GRM3
CNR1

TTL
ARL2NT5DC3 ARF6

NUMBL
CDH10

CNTN4 MAP1LC3B DYNLL1
FAM125B

CRTC1IPCEF1
C1QL1

DMWDBAI3
PTPRF

SUMO2
UBR1

NUDT4

TBC1D9BCA4
TOMM20

H1FX
NPTXR

MKL2 SH2D5

SVIP PPP1R14CNENF TERF2IP
SIRT3PTPRN2

JAKMIP1
PDK3

FAM131BLSM5

EPDR1
ANKS1B

-4
   

   
   

   
-2

   
   

   
  0

   
   

   
  2

   
   

   
   

4

DFC/V1C

MS/MS: log2(DFC/V1C)

R
N

A
-s

e
q

: 
lo

g
2
(D

F
C

/V
1
C

)

ICA1

CD38

HSPB6

PDK2

LAMP2

SPATA20

BAIAP3

MGST1

ZNF207

SLC6A7

PLEKHB1
TOMM34

ANK1

LRRC7

TMSB10

CYP46A1

RTN4R

CDH10

RAB27B

CTPS2

HEBP2

ENTPD2

PTPRN

SYNE2

ZFR PPP1R12A
WNK1;WNK4

NGEF

THUMPD1

PHKA1

CACNB1

PDK3

NEDD4;NEDD4L
CLTCL1

ASNS

DAZAP1
LPHN1ADAM11

IPCEF1;CNKSR3NT5C2

CTTNBP2

ACTN2

OSBPL6

LXN

TNS1

SCGN

RIMS1

CADPS2

SSH1

EFR3B

EPDR1

PPEF1

SRRT

GNAO1
DYNLL1

SLC17A6

CBX5

ITPR3H2AFY2

GGA1DEPDC5

PVALB

PMM1

SDR39U1
RBM23;RBM39

PYGL

DAAM1
ITPK1

SRSF5

CPNE6

PRPF6 PRPS2

PHKB

CBLN1

NECAB2

CRYM

SYT17

NEFM

NUMBL

PTPRS

TMEM205

CRTC1

MAG

AVL9

PON2

ITGB8

EIF3B
LSM5LIMK1

FSD1LSMC3
MPP2

GAB1
CPE

DCPS

ARHGEF17

PVRL1

AIP

MLEC

MAGOHB

RASAL1

GNB3

NT5DC3

TPD52L1

RASGRF2

PDE4D

DPYSL3

KNG1

RBP1

GNB4
PLXNA1

PLSCR4

TTL

SLC30A3

COQ10B

CHMP3;RNF103 CHMP3
PRKD3;STK36;CDKL5

RRAGC;RP5 864K19.7

HPCAL4

CDK18

PTBP2
NENF

RPA2

TTR

CNR1

AKAP7

GDA

TRIM32

HDHD3

ACYP1

OGFRL1

IDE
UBL3

WWP1;ITCH

PLP1

EFNB2MBOAT7
SLC25A23

EML2

GPCPD1

PRKCG

GNG13

LRFN1

VGF

CCDC136

MYO1B
CHN1

KCNC1

LPPR3

SYT5
DPP6

COL5A1

HABP4
TRAF3

KHDRBS3
SNRPA1

SLC6A11

EFR3A
SCLY

SERPINF1

ZRANB2

PDZD2

RRAS2

SYT6

HMGCS2;HMGCS1

ANO3

ARHGAP32

TAOK3;TAOK1
BAI3

STX6

PLXNC1

APPL2

DGKB

HMGA1

TPMT

FXYD6;FXYD6 FXYD2

UACA

PNPT1

HCN4

SEMA7A TRPC3;TRPC7

CPNE8

YARS2

VAMP1

SNRPF

DNAJA4

NTRK3

GLYR1

CDH13

PTRH2
GNAL

SIRT3
CACNG8

SH3BGRL3

PTPRF

CERS2

TP53BP2

KCNN3

SYT2

HNRNPLL

C1QL2;C1QL3;C1QL1

SCN1A

FAM171B

CPNE9

CNTN4DGKQ

TENM2

GFOD1

TPBG

MTFR2 EGFRC7orf55 LUC7L2;LUC7L2

DIAPH2

IGSF1

PMP2;FABP4

SHC3;SHC4

ASTN2

COMMD3;COMMD3 BMI1;BMI1;PCGF2

HERC4
DGKZ

SSRP1

PLCH2

PLCB3

DOC2A

CNTN5

CDH8

CACNA2D4

TMEM263
AKAP6

GABRA2

BAG3

AP1S3;AP1S1

GRID2

TRIM36

UTRN

RAB3C

JAKMIP1

CARHSP1

PDLIM3

CXADR

CA10

APOOL

FBXL18

CNTNAP5

PTPRN2

GRIA1

KDM8

SLC24A2

TIAM1

EXOG

SYN2

HYDIN

ACAN

FAM213B

TPRG1LHLCS

UBR1

FAM131B

RGS12

ZYX

NAPEPLD

COX7A1

TBC1D24;RP11 20I23.1

ZYG11B

CDS1

GYG1

PRKCD

PBRM1

GRM2

WDR82

HMGB2

GUCY1A3

ENPP6

CARTPT

RICTOR

FABP7

PGAM2

PDP1

STRBP ARF6

SLC6A5

CRABP1

TERF2IP

SCG5

ISLR2

GPRC5B

KATNAL2 CA4

ECI1

ENTPD3

GNG4

LGI3

RAB3B

RGS14

PGM2

P2RY12

PTPN9

ROBO1

SYAP1
TRAPPC1

GPR37L1

USP47

KRT86;GFAP

KRT75;KRT5

NUDT9

MAP1LC3B2;MAP1LC3B

VAT1L

SRGAP2C;SRGAP2

GNG12

SLC2A14;SLC2A3

NUDT4

EIF1AX

TOMM20

NWD2

MFSD4

PCSK1

SFN

MSRA

TUBB6

TCP11L1

ACSF3

WSB2

LY6H

SCN4B
KCNA2

SUMO4;SUMO2NDUFAF3

NT5DC1

CPNE7

RCC2

MYADM

LYNX1

TH

MAP6D1

SSR4

MAPK15

PENK

SNRPE

RTKN2

AP1S2

RGS6

EWSR1

CADM1

C2CD4C

GRIN2A

SETD3

CMTM4

KCTD8

TUBA8

NUDT14

FAM120C

TOP1MT;TOP1

HIST2H2BE;HIST3H2BB;HIST1H2BB;HIST1H2BJ;HIST1H2BO

H1FX

ANKS1B
LRCH3

KRT73;NEFH

MKL2;MKL1

GABRA5

GNG2

SEPT10

PDE2A

B3GALTL

SHISA7

FBLL1

ARID2

SH2D5

TUBBNTNG2

TCEAL3

HDAC2 MVB12B

SLC39A10
GMFB

TBC1D9B

S100A10

S100A6

SVIP

CACNA1EDDX42
TTC37

PPP1R14C
GRM3

HMGN2

TCEAL6

AGPAT1

BTBD17
ATXN2

PNMAL2

LRRC10B

ARL2;ARL2 SNX15

TSTD1

NPTXR

MCTS1

TLR9;TLR9

PNMA2ZNF512
RBM12

PCP4L1

RP4 576H24.4;SIRPB1;SIRPG;SIRPA

AC011530.4;DMWD

CTB 96E2.2;VTN

CBS;CBS

PRSS3P2;PRSS1
NEFL

XXbac B562F10.12;KLHL22

A

-4         -2           0           2           4

B

D   V   D   V   D   V   D  V   D    V
GRM2/3

GAPDH

GAPDH

GAPDH

GAPDH

CNR1

PDE4D

NTRK3

37 kDa

37 kDa

37 kDa

37 kDa

100 kDa

50 kDa
75 kDa

100 kDa

100 kDa
150 kDa

0.0

0.5

1.0

1.5

2.0

GRM2/3

R
e
la

ti
v
e
 i
n

te
n

s
it

y

0.0

0.5

1.0

1.5

2.0

CNR1

D
F
C

V
1
C

0.0

0.5

1.0

1.5

2.0

PDE4D

Region

R
e
la

ti
v
e
 i
n

te
n

s
it

y

D
F
C

V
1
C

0.0

0.5

1.0

1.5

2.0

2.5

NTRK3 

Region

D
F
C

V
1
C

0.0

0.5

1.0

1.5

GAPDH

Region

**p=0.0043 **p=0.0022

*p=0.037 n.s. n.s

C

D

F
ig

u
r
e

 S
1

2



Supplementary Figure 13

Summary quantifications of all fold-change scatter plots for human vs mouse. 

Per region-pair counts of the number of genes in each of the colour categories defined in Fig 6B; genes are coloured based on their 
agreement or disagreement between mouse and human; genes for which the human variability between regions was within 2-fold of 
that reported for mouse were considered consistent (green and grey points).  Purple coloured genes are those with consistent 
direction, but variable magnitude, of change between the regions in human vs mouse, while red genes disagree even in the direction 
of change between the species.  Blue and orange genes vary between human regions but not mouse and vice-versa.  
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Figure S13 | Summary quantifications of all fold-change scatter plots for human vs mouse. Per region-pair counts of 
the number of genes in each of the colour categories defined in Fig 6B; genes are coloured based on their agreement 
or disagreement between mouse and human; genes for which the human variability between regions was within 2-fold 
of that reported for mouse were considered consistent (green and grey points). Purple coloured genes are those with 
consistent direction, but variable magnitude, of change between the regions in human vs mouse, while red genes 
disagree even in the direction of change between the species. Blue and orange genes vary between human regions 
but not mouse and vice-versa. 



Supplementary Figure 14a

Human protein vs mouse protein fold-change comparison of all pairs of brain regions. 

The scatterplots are identically defined to those in Fig 6B except that here only significantly differentially expressed genes from the 
human are included and genes are labelled to show individual gene names.  A) CBC vs all. B) MD vs all. C) STR vs all. D) HIP vs all. 
E) DFC vs all.
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Figure S14 | Human protein vs mouse protein fold-change comparison of all pairs of brain regions. The scatterplots 
are identically defined to those in Fig 6B except that here only significantly differentially expressed genes from the 
human are included and genes are labelled to show individual gene names. A) CBC vs all. B) MD vs all. C) STR vs 
all. D) HIP vs all. E) DFC vs all. 



Supplementary Figure 14b

Human protein vs mouse protein fold-change comparison of all pairs of brain regions. 

The scatterplots are identically defined to those in Fig 6B except that here only significantly differentially expressed genes from the 
human are included and genes are labelled to show individual gene names.  A) CBC vs all. B) MD vs all. C) STR vs all. D) HIP vs all. 
E) DFC vs all.
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Supplementary Figure 14c

Human protein vs mouse protein fold-change comparison of all pairs of brain regions. 

The scatterplots are identically defined to those in Fig 6B except that here only significantly differentially expressed genes from the 
human are included and genes are labelled to show individual gene names.  A) CBC vs all. B) MD vs all. C) STR vs all. D) HIP vs all. 
E) DFC vs all.
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Supplementary Figure 14d

Human protein vs mouse protein fold-change comparison of all pairs of brain regions. 

The scatterplots are identically defined to those in Fig 6B except that here only significantly differentially expressed genes from the 
human are included and genes are labelled to show individual gene names.  A) CBC vs all. B) MD vs all. C) STR vs all. D) HIP vs all. 
E) DFC vs all.
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Supplementary Figure 14e

Human protein vs mouse protein fold-change comparison of all pairs of brain regions. 

The scatterplots are identically defined to those in Fig 6B except that here only significantly differentially expressed genes from the 
human are included and genes are labelled to show individual gene names.  A) CBC vs all. B) MD vs all. C) STR vs all. D) HIP vs all. 
E) DFC vs all.
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Supplementary Figure 15

Un-cropped versions of the immunoblots in Figure S12. 

Note that all GADPH blots were visualised using Licor 800 antibodies, and only the 25 kDa ladder band is visible at this wavelength. 
A) mGlur2/3 and the corresponding GADPH blot.  B) CNR1 and the corresponding GAPDH control.  This blot was then trimmed and
re-probed for NTRK3.  C) PDE4D immunoblot and corresponding GAPDH control.  D) NTRK3 immunoblot.  See B) for GAPDH 
control. 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