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Supplementary Table 1. Seventeen differentially expressed genes between the
tumorspheres relative to Br cell lines.

4.877 0.002 3.153 5X10° ADAM metallopeptidase with
thrombospondin type 1 motif, 1

1.565 0.002 1.746 0.0015 Rho GTPase activating protein 29
1.482 0.004 1.648 0.0016 collagen, type Xll, alpha 1

1.45 0.008 2.044 0.0009 dual specificity phosphatase 1
3.486 0.008 1.684 0.0022 fibroblast growth factor 5

4.52 0.001 2.013 0.0014 Fraser syndrome 1

2.061 5X10° 1.474 0.0075 heparan sulfate proteoglycan 2
3.111 0.0001 2.131 0.0011 interleukin 18 (interferon-

gamma-inducing factor)

3.241 0.0015 2.809 0.0003 lysophosphatidic acid receptor 1
1.855 0.0035 1.966 0.0013 latrophilin 2
8.35 5X10° 1.416 0.0093 matrix ~ metallopeptidase 1

(interstitial collagenase)

3.032 0.0019 2.209 0.0067 nicotinamide nucleotide
adenylyltransferase 2

5.859 0.0008 1.781 0.007 protocadherin 7

3.99 0.0011 4.929 0.0032 prostaglandin F2 receptor
negative regulator

1.757 0.0018 3.471 0.001 serum deprivation response

4.810 0.0081 2.105 0.0013 tyrosine kinase with

immunoglobulin-like and EGF-
like domains 1

-1.385 0.0087 -1.597 0.0053 stanniocalcin 1




Supplementary Table 2. Expression of PCDH7 in brain metastases tissues of breast
cancer patient.

25 (73%) 6 (18%) 3 (9%) 0 (0%)




Supplementary Table 3. Pairwise sequence comparison of PCDH7 EC1-EC2 domain to
diverse cadherins with structures available in Protein Data bank.
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