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Supplemental Figure 1. Fosl1 overexpression induces trans-differentiation of E14 ES cells to TS-like cells 
A) Relative mRNA levels of Fosl1 before and after doxycycline (Dox) treatment in Fosl1-inducible E14 ES cells. 
B) Protein levels of Fosl1 measured by Western blotting. 
C) Bright field (upper panel) and ZsGreen1 expression (bottom panel) images in Fosl1-inducible E14 ES cells 
     before and after Dox treatment for 5 days. 
D) Relative mRNA expression levels of the core pluripotency factors before and after Dox treatment. 
E) Relative mRNA expression levels of various lineage marker genes including TE markers before and after 
     Dox treatment for 2 days in Fosl1-inducible E14 ES cells. 
Fosl1 OE cells were maintained under ES cell culture conditions and error bars in bar graphs depict standard 
deviations of biological replicates.


