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Supplemental Figure 3. Comparison of mRNA half-lives determined by different methods. (A) Comparison of half-lives determined
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in Tani, et al. and using metabolic labeling with normalization to exogenous spike-ins. The red dashed line represents the x =y line.
(B) As in (A), except comparing half-lives determined in Tani, et al. and with actinomycin D. (C) As in (A), except comparing half-lives
determined in Tani, et al. and with a-amanitin. (D) As in (A), except comparing half-lives determined with DRUID and actinomycin D.
(E) As in (A), except comparing half-lives determined with DRUID and a-amanitin. (F) Comparison of mMRNA half-lives in NIH3T3
cells between two biological replicates, otherwise as in (D). The red dashed line represents the x =y line. (G) Comparison of HEK293
and NIH3T3 mRNA steady-state abundance. A scatterplot comparing mean mRNA FPKM values in HEK293 and NIH3T3 cells,

otherwise as in (A).



