Additional file 12

a Japanese gecko b Burmese python c green sea turtle
7 2
601 i . 55 1 i
es . 2 551 S e
s . S e Sa L
o - j= j=J
g5 g8 7 L 50 L7
a1 o8 o8
£F £ 8507 . 28
2 250 22 57 2e e
8,.% 52 7 52 45 R
23 279 45 g 29 ‘ad
£3 . Se 2 £¢ .
Ege £t VY Ve £t
5o sg £ " A% i 8 2407
€ g € ¥ 40 1 %7 cXx
S 401 8% S Ay - 52 .
] = v =
8= L 3 i 4 & 854 7
. o \ L’
357 . A .
T T T T T T T T T T T T T T T T
35 40 45 50 55 60 35 40 45 50 55 35 40 45 50 55
GC-content in the genomic reigons GC-content in the genomic reigons GC-content in the genomic reigons
flanking elusive genes (%) flanking elusive genes flanking elusive genes
d Chinese softshell turtle e American alligator f Chinese alligator
55 ” ”
. . .
p p .
. 65 - . .
g g £,
25 501 L/ 28 Be
28 . 2% 60 58
28 » 235 23
£ a L g a E by
S0 - ]
5z % 47 ah A 52 55 g,’.;
o9 pOLRA 4 o3 E]
23 VeV 23 2°
= LA  adl A A = z5
£ 9 40 s 4 £ 2 50 =<
o . o £ o
g £ L se 2
= €
[Sha el (SR
3 I 1] 0]
g 40 . i
u T T T T T T T T T T T T T T
35 40 45 50 55 40 45 50 556 60 65 40 45 50 55 60
GC-content in the genomic reigons GC-content in the genomic reigons GC-COntenl_ln the genomlc reigons
flanking elusive genes flanking elusive genes flanking elusive genes
g western clawed frog h coelacanth i spotted gar
50 7 7
s e 7z e s 7
L’ 45 L @ .
2 4 2 5 S 607 .
S @ 451 e S 52 e
g s g 401 - ‘
o5 A v oS Q 4
'ggm_ by L 5335_ Eg{
) T [} =3 .
is 2 gl 53 8240 v
=1 . o 5 (o) A
20 A o g 301 X £2 A
£ 2 a5 L s & 9
F=g] B A £ = € 30
= <€ . Z € o5 to
c o g o o £ ,
28w - 25 S .
g B
85 BEa{ . gy
g° L i - 8 L
- . .
254 < 154 - 10 -
u T u T T T T T T T T T T T T T T T T
25 30 35 40 45 50 15 20 25 30 35 40 45 10 G?g 30 . 40 50 . 60
. R . P -content in the genomic reigons
GC-content in the genomic reigons GC-content in the genomic reigons N A
) A N A flanking elusive genes
flanking elusive genes flanking elusive genes
j zebrafish k stickleback
7 7
L 48 - L’
o 44 e 2 o e
< 7’ c .
S g . S 0 46 .
88 s o A
SE . N vy
Ea e £ 8 44 AA{“‘ A
s 2 ’ g2 L
59 58 45 Aah
o © [ i
£2 22 e
£2 £ 2 40 e
82 s
IS % 5 é ’
35 35 % .
(R 8 = L’
a 36 4 R
.
.
T T T T T T T T T T T T T
34 36 38 40 42 44 36 38 40 42 44 46 48

GC-content in the genomic reigons

flanking elusive genes

GC-content in the genomic reigons
flanking elusive genes




Figure S9. GC-content in the genomic regions including the orthologs of the elusive
reptile genes and their non-elusive genes

GC-content of the genomic regions consisting of the elusive genes and their non-elusive
paralogs with their flanking regions are shown for reptiles and outgroups. P-values and
effect size below were computed based on the Wilcoxon signed-rank test and signed
Pearson r between the two classes for each species, respectively: (a) p = 4.85x10°!!, r =
0.475; (b) p = 1.80x1013, = 0.591; (¢) p = 2.51x107, r=0.515; (d) p = 1.02x10°10, =
0.552; (e) p=1.65x10!1, r=0.551; (f) p = 8.64x10°13, r = 0.509; (g) p = 0.776, r = -
0.0250; (h) p =0.188, »=0.0922; (i) p = 0.0118, r=0.170; (j) p = 0.0163, r =-0.143;
(k) p=0.0680, r = 0.159.



