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Epidermal autoregulatory factor 1 homolog isoform 1

(Mus musculus strain C57BL/6J chromosome 7, GRCm38.p2 C57BL/6J)
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ATCCGGA

C
h

ro
m

o
s
o

m
e
7
 

(1
4
1
3
1
7
1
9
2
)

L
e
n

ti
v
ir

a
l

s
e
q

u
e
n

c
e

pleckstrin homology-like domain family A member: KRR` small 

subunit (Mus musculus strain C57BL/6J chromosome

10, GRCm38.p2 C57BL/6J )
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Human Phospho-Kinase Profiler Array
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